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Encoding Them and Methods of 



<170> Patentin Ver. 2.1 

<210> 1 

<211> 8438 

<212> DNA 

<213> Homo sapiens 

<400> 1 

gccatggacg tgaaggagag gaagccttac cgctcgctga cccggcgccg cgacgccgag 60 

cgccgctaca ccagctcgtc cgcggacagc gaggagggca aagccccgca gaaatcgtac 120 

agctccagcg agaccctgaa ggcctacgac caggacgccc gcctagccta tggcagccgc 180 

gtcaaggaca ttgtgccgca ggaggccgag gaattctgcc gcacaggtgc caacttcacc 240 

ctgcgggagc tggggctgga agaagtaacg ccccctcacg ggaccctgta ccggacagac 300 

attggcctcc cccactgcgg ctactccatg ggggctggct ctgatgccga catggaggct 360 

gacacggtgc tgtcccctga gcaccccgtg cgtctgtggg gccggagcac acggtcaggg 420 

cgcagctcct gcctgtccag ccgggccaat tccaatctca cactcaccga caccgagcat 480 

gaaaacactg agactgatca tccgggcggc ctgcagaacc acgcgcggct ccggacgccg 540 

ccgccgccgc tctcgcacgc ccacaccccc aaccagcacc acgcggcctc cattaactcc 600 

ctgaaccggg gcaacttcac gccgaggagc aaccccagcc cggcccccac ggaccactcg 660 

ctctccggag agccccctgc cggcggcgcc caggagcctg cccacgccca ggagaactgg 720 

ctgctcaaca gcaacatccc cctggagacc agaaacctag gcaagcagcc attcctaggg 780 

acattgcagg acaacctcat tgagatggac attctcggcg cctcccgcca tgatggggct 840 

tacagtgacg ggcacttcct cttcaagcct ggaggcacct ccccgctctt ctgcaccaca 900 

tcaccagggt acccactgac gtccagcaca gtgtactctc ctccgccccg acccctgccc 960 

cgcagcacct tcgcctggcc ggcctttaac ctcaagaagc cctccaagta ctgtaactgg 1020 

aagtgcgcag ccctgagcgc catcgtcatc tcagccactc tggtcatcct gctggcatac 1080 

tttgtggcca tgcacctgtt tggcctaaac tggcacctgc agccgatgga ggggcagatg 1140 

acggatttat gagatcacgg aggacacagc cagcagttgg cctgtgccaa ccgacgtctc 1200 

cctatacccc tcagggggca ctggcttaga gacccctgac aggaaaggca aaggaaccac 1260 

agaaggaaag cccagtagtt tctttccaga ggccagtttc atagattctg gagaaattga 1320 

tgtgggaagg cgagcttccc agaagattcc tcctggcact ttctggagat ctcaagtgtt 1380 

catagaccat cctgtgcatc tgaaattcaa tgtgtctctg ggaaaggcag ccctggttgg 1440 

catttatggc agaaaaggcc tccctccttc acatacacag tttgactttg tggagctgct 1500 

ggatggcagg aggctcctaa cccaggaggc gcggagccta gaggggaccc cgcgccagtc 1560 

tcggggaact gtgcccccct ccagccatga gacaggcttc atccagtatt tggattcagg 1620 

aatctggcac ttggcttttt acaatgacgg aaaggagtca gaagtggttt cctttctcac 1680 

cactgccatt cttgattcct gggctctctg tttgggtgat ggagaatgcg tttctggaac 1740 

ttgccattgt tttccaggat ttctgggtcc ggattgttca agagccgcct gtccagtgtt 1800 

atgtagtggc aacgggcagt actccaaggg ccgctgcctg tgtttcagcg gctggaaggg 1860 

caccgagtgt gatgtgccga ctacccagtg tattgaccca cagtgtgggg gtcgtgggat 1920 

ttgtatcatg ggctcctgtg cttgcaactc aggatacaaa ggagaaagtt gtgaagaagc 1980 

tgactgtata gaccctgggt gttctaatca tggtgtgtgt atccacgggg aatgtcactg 2040 

cagtccagga tggggaggta gcaattgtga aatactgaag accatgtgtc cagaccagtg 2100 

ctccggccac ggaacgtatc ttcaagaaag tggctcctgc acgtgtgacc ctaactggac 2160 

tggcccagac tgctcaaacg aaatatgttc tgtggactgt ggctcacacg gcgtttgcat 2220 
gggggggacg tgtcgctgtg aagaaggctg gacgggccca gcctgtaatc agagagcctg 2280 

ccacccccgc tgtgccgagc acgggacctg ccgcgacggc aagtgcgagt gcagccctgg 2340 

ctggaatggc gaacactgca ccatctccct agctcactat ctggataggg tagttaaact 2400 
ttcagagggt tgccctgggt tgtgcaatgg caacggcaga tgtaccttag acctgaatgg 2460 

ttggcactgc gtctgccagc tgggctggag aggagctggc tgtgacactt ccatggagac 2520 
tgcctgcggt gacagcaaag acaatgatgg agatggcctg gtggactgca tggaccctga 2580 

ctgctgcctc cagcccctgt gccatatcaa cccgctgtgc cttggctccc ctaaccctct 2640 
ggacatcatc caggagacac aggtccctgt gtcacagcag aacctacact ccttctatga 2700 

ccgcatcaag ttcctcgtgg gcagggacag cacgcacata atccccgggg agaacccctt 2760 
tgatggaggg catgcttgtg ttattcgtgg ccaagtgatg acatcagatg gaacccccct 2820 
ggttggtgtg aacatcagtt ttgtcaataa ccctctcttt ggatatacaa tcagcaggca 2880 
agatggcagc tttgacttgg tgacaaatgg cggcatctcc atcatcctgc ggttcgagcg 2940 
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ggcacctttc 
ggaaaccatc 
tgcccgcccc 

agagaaaggc 
ctgcaagatg 
gatcagcctc 
ggtggagggc 
catttgggac 
ttccgtgggt 
agtgctgcag 
tcatgccctc 
tgtgtctcag 
ctcctgcccc 
cacctgtggc 
cccctctgga 
tagtcacagt 
cctttctgac 
ccttgtcaag 
cactcgctgc 
cccaggcatt 
acgcatcgat 
ccggccactc 
gtggcccaca 
tgtggtcctg 
ctgccaggtc 
ggagtcagcc 
tgagaaaaag 
tggggccccc 
cgatggttat 
tggggagctc 
gcctttcctc 
tctgtttgat 
gtacaacttc 
catggtaaat 
ccaggtgtac 
acacgagttg 
tgaaaacgga 
cttccctact 
ggtagagacc 
cttctacaca 
cttgcggctg 
ggctggcacc 
cctcaacctg 
tgggcgccgg 
tcgcgtaaca 
gtacgaccag 
cgtgacatac 
aatggaatac 
gagctacaca 
gaggcagtat 
cgtggcgcgg 
gccccctgag 
caccttctac 
ggcagagacg 
gctgaagacc 
tgggcccctg 
ttttgactac 



atcacacagg 
atcatgagac 
aacccagtcg 

cccattgtgc 
aggctgagct 
acccacccga 
cgcctcttca 
aagacagacg 
tatgaatatg 
ggctatgaaa 
aacattcaaa 
cagcctcctg 
agctgcaacg 
tctgacggga 
aatgtcacca 
ccagcacaca 
agcaacagcc 
aactctgagg 
ggggatggtg 
acagtggaca 
cagaatggga 
agctgtgatt 
gacttagcca 
caaatctctg 
cctggcattg 
accgctttgg 
atcaaccgca 
agtggctgtg 
gccaaggatg 
tacgtggccg 
aacacccaga 
accaccggca 
acctacactg 
gtccgccgag 
tgggtgacca 
gccatgatga 
tggacaacat 
ggccaggtga 
tccagcaagg 
ctgctgcaag 
ctgctggcca 
gtcaacccca 
gtggagtggc 
ctgcgggtgc 
cgcacagaga 
gcggggcggc 
tcccctgggg 
gaccaggcgg 
tacttagaga 
atctttgagt 
cagacactag 
ggcaatgcct 
ctgggcactg 
ctctatgaca 
atcaacctac 
attgaccgac 
aactatgaca 



agcacaccct 
atgaggagaa 
tctctccatc 

cggaaattca 
acctgagcag 
ccatcccctt 
ggaagtggtt 
tctacaacca 
aatcctgccc 
ttgacgcgtc 
gtggtggcat 
tcattgggag 
gccttgctga 
gcctctatgt 
acatcctaga 
aatactacct 
ggcgggtctt 
tggttgcggg 
ggaaggccac 
agtttgggct 
tcatctccac 
ctgtcatgga 
tcaacccaat 
aaaaccacca 
accacttcct 
ctgtttcaca 
tcaggcaggt 
actgtaaaaa 
caaagttaaa 
accttgggaa 
acatgtatga 
agcacctgta 
gggacggcga 
actctactgg 
tgggcaccaa 
cataccatgg 
tttatgagta 
gcagtttccg 
atgatgtcac 
accaagtccg 
acggcatgga 
ccgtgggcaa 
gccagcgcaa 
tccaggttca 
agatctatga 
ccagcctctg 
gttacattgc 
gccgcatcac 
aggcaggtgt 
tcgacaagaa 
agaccatccg 
cagtcataca 
gccgcagggt 
ccaccaaggt 
agaatgaggg 
agatcttccg 
acagcttccg 



gtggctgcca 
tgagattccc 
cccactgacg 

ggctttgcag 
ccggacccct 
caacctcatg 

cgctgcagcc 
gaaggtgttt 
agatctaatc 
caagcttgga 
cctgcacaaa 
catcatgggc 
cggcaacaag 

gggtgatttc 

gctgagggtc 
ggccacagac 
taaaatcaag 
gacaggtgac 
agaagccaca 
gatctacttc 
cctgctcggc 
tatttcccag 
ggacaactca 
ggtgcgcatt 
gctaagcaag 
caatggggtc 
caccactagt 
tgatgccaac 
taccccatct 
catccgaatt 
gctgtcttca 
cacccaaagc 
catcacactc 
gatgcccctc 
cagtgcactc 
caattccggc 
cgacagcttt 
aagtgataca 
cataaccacc 
gaacagctac 
ggtggcgctg 
gaggaatgtc 
agagcaggct 
caaccgaaat 
tgaccaccgc 
gtcacccagc 
tggcatccag 
atccaggatc 
ccagtccatg 
tgaccgcctc 
ctcagtgggc 
ggacttcact 
gatatacaag 
cagtttcacc 
cttcacctgc 
cttcactgag 
ggtgaccagc 



tgggatcgct 
agctgtgacc 
tccttcgcca 

gaggaaatct 
ggctacaaat 
aaggtgcacc 
ccagacctgt 
gggctttcag 
ctgtgggaaa 
ggatggagcc 
gggaatgggg 
aatgggcgcc 
ctcctggccc 
aactacatta 
agaaataaag 
cccatgagtg 
tccactgtgg 
cagtgcctcc 
ctcaccaatc 
gtggatggca 
tctaatgatc 
gtaagacagg 
ctttatgtcc 
gtcgccggga 
gtggccatcc 
ctgtatattg 
ggagagatct 
tgtgattgtt 
tccttggctg 
cggtttatcc 
ccaattgacc 
ctgcccacag 
atcacagaca 
tggctggtgg 
aagagtgtga 
cttctggcaa 
ggccgcctga 
gacagttcag 
aacctgtctg 
tacatcgggg 
cagactgagc 
acgctgccca 
cggggccagg 
ctcctatctc 
aagttcaccc 
agcaggctga 
aggggcatca 
ttcgctgatg 
gtgctgctac 
tcttctgtga 
tactacagaa 
gaggatgggc 
tatggcaaac 
tatgacgaga 
accatccgct 
gaaggcatgg 
atgcaggctg 



tctttgtcat 
tgagcaattt 
gctcctgtgc 

ctatctctgg 
ctgtcctgag 
tcatggtagc 
cctattattt 
aagcctttgt 
aaagaacaac 
tagacaaaca 
agaaccagtt 
ggagaagcat 
cagtggccct 
gaaggatctt 
atttcagaca 
gggccgtctt 
tggtgaagga 
cctttgatga 
ccaggggtcc 
ccatgatcag 
tcacatcagc 
ttcacctgga 
tcgacaacaa 
ggcccatgca 
acgcaaccct 
ctgagactga 
cactcgttgc 
tttctggaga 
tgtgtgctga 
ggaagaacaa 
aggagctcta 
gagactacct 
acaatggcaa 
tcccagatgg 
ccacacaagg 
ccaaaagcaa 
caaatgtgac 
tgcatgtcca 
cctcaggcgc 
ccgatggctc 
cccacttgct 
tcgacaacgg 
tcactgtctt 
tggactttga 
ttcggattct 
atggtgtcaa 
tgtctgaaag 
ggaagacatg 
tacacagcca 
cgatgcccaa 
acatctatca 
acctccttca 
tgtcaaagct 
cggcaggcat 
accgtcagat 
tcaacgcccg 
tgatcaacga 



3000 
3060 
3120 

3180 
3240 
3300 
3360 
3420 
3480 
3540 
3600 
3660 
3720 
3780 
3840 
3900 
3960 
4020 
4080 
4140 
4200 
4260 
4320 
4380 
4440 
4500 
4560 
4620 
4680 
4740 
4800 
4860 
4920 
4980 
5040 
5100 
5160 
5220 
5280 
5340 
5400 
5460 
5520 
5580 
5640 
5700 
5760 
5820 
5880 
5940 
6000 
6060 
6120 
6180 
6240 
6300 
6360 



3 



gaccccactg cccattgatc tctatcgcta 
tgggaagttt ggtgtcattt actatgacat 
ccacaccaag cattttgatg catatggcag 

ctcgctcatg tactggatga ccgtccagta 
gctgaaggta ggaccctacg ccaataccac 
ccagctgcag acagtctcca tcaatgacaa 
tgggaacctg cacttactga gccctgggaa 
catccgcgac cgcatcactc ggctgggtga 
cctgaggcag cggggcggtg atatctttga 
ctacaaccgg gctggcagct ggagtgtcag 
gtccagcaag agcagccaca gccaccacct 
caccaaggtc acccacctgt acaaccactc 
cttgcaagga cacctctttg ccatggagct 
tgacaacatc gggacccctc ttgctgtctt 
cctgtacaca gcctatgggg agatctacat 
aggctaccat ggtggcctct atgatccact 
ttatgatgtg ctggccggac gctggactag 
tagcagcaac gtcatgcctt ttaatctcta 
ctcccaggac atcaagtgct tcatgacaga 
ccagctacac aacgtgatcc ctggttatcc 
ctacgagctc atccacacac agatgaaaac 
tgcacaaggc tgccagtcta tcctcggggt 
ctttgtcacc ttagaacggt ttgaccagct 
ggctccaaag accaagaagt ttgcatccag 
tgccttgaag gatggccgag tgaccacaga 
aagggttgct gccatcttga accatgccca 
tggggtggat acccattact ttgtgaaacc 
gggcctcagt ggggggcggc gaaccctgga 
caacacagta cttaatggca ggactagacg 
actgtgcttg aacacacgct acgggacaac 
gctggcccgg cagagagccg tgcgccaagc 
aggggaggaa ggcctgcggg cctggacaga 
gcgggtgcaa ggctacgacg gctttttcgt 
agacagcgcc aacaacatcc acttcatgag 
aggaccaagg acttcttgcc aaagacagct 



tgatgatgtg tcaggcaaga cagagcagtt 6420 
taaccagatc atcaccacag ctgtcatgac 6480 
gatgaaggaa gtgcagtatg agatcttccg 6540 

tgataacatg gggcgagtag tgaagaagga 6600 
tcgctactcc tatgagtatg atgctgacgg 6660 
gccactctgg cgctacagct acgacctcaa 6720 
cagtgcacgg ctcacaccac tacggtatga 6780 
cgtgcaatac aagatggatg aggatggctt 6840 
gtacaactca gctggcctgc tcatcaaggc 6900 
gtaccgctac gatggcctgg ggcggcgcgt 6960 
gcagttcttc tatgcagacc tgaccaaccc 7020 
cagctctgag atcacctccc tctactacga 7080 
gagcagtggt gatgagtttt acatagcttg 7140 
tagtggaaca ggtttgatga tcaagcaaat 7200 
ggataccaac cccaactttc agatcatcat 7260 
caccaagctt gtccacatgg gccggcgaga 7320 
cccagaccac gagctgtgga agcaccttag 7380 
tatgttcaaa aacaacaacc ccatcagcaa 7440 
tgttaacagc tggctgctca cctttggatt 7500 
caaaccagac atggatgcca tggaaccctc 7560 
gcaggagtgg gacaacagca aggtaattcc 7620 
acagtgtgaa gtacagaagc agctcaaggc 7680 
ctatggctcc acaatcacca gctgccagca 7740 
cggctcagtc tttggcaagg gggtcaagtt 7800 
catcatcagt gtggccaatg aggatgggcg 7860 
ctacctagag aacctgcact tcaccattga 7920 
aggaccttca gaaggtgacc tggccatcct 7980 
gaatggggtc aacgtcactg tgtcccagat 8040 
ctacacagac atccagctcc agtacggggc 8100 
gttggatgag gagaaggcac gggtcctgga 8160 
gtgggcccgc gagcagcaga gactgcggga 8220 
gggggagaag cagcaggtgc tgagcacagg 8280 
gatctctgtc gagcagtacc cagaactgtc 8340 
acagagcgag atgggccgga ggtgacagag 8400 
actctttt 8438 



<210> 2 
<211> 2794 
<212> PRT 

<213> Homo sapiens 
<400> 2 

Met Asp Val Lys Glu Arg Lys Pro Tyr Arg Ser Leu Thr Arg Arg Arg 
15 10 15 

Asp Ala Glu Arg Arg Tyr Thr Ser Ser Ser Ala Asp Ser Glu Glu Gly 
20 25 30 

Lys Ala Pro Gin Lys Ser Tyr Ser Ser Ser Glu Thr Leu Lys Ala Tyr 
35 40 45 

Asp Gin Asp Ala Arg Leu Ala Tyr Gly Ser Arg Val Lys Asp lie Val 
50 55 60 

Pro Gin Glu Ala Glu Glu Phe Cys Arg Thr Gly Ala Asn Phe Thr Leu 
65 70 75 80 
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Arg Glu Leu Gly Leu Glu Glu Val Thr Pro Pro His Gly Thr Leu Tyr 
85 90 95 



Arg Thr Asp lie Gly Leu Pro His Cys Gly Tyr Ser Met Gly Ala Gly 
100 105 110 

Ser Asp Ala Asp Met Glu Ala Asp Thr Val Leu Ser Pro Glu His Pro 
115 120 125 

Val Arg Leu Trp Gly Arg Ser Thr Arg Ser Gly Arg Ser Ser Cys Leu 
130 135 140 

Ser Ser Arg Ala Asn Ser Asn Leu Thr Leu Thr Asp Thr Glu His Glu 
145 150 155 160 

Asn Thr Glu Thr Asp His Pro Gly Gly Leu Gin Asn His Ala Arg Leu 
165 170 175 

Arg Thr Pro Pro Pro Pro Leu Ser His Ala His Thr Pro Asn Gin His 
180 185 190 

His Ala Ala Ser lie Asn Ser Leu Asn Arg Gly Asn Phe Thr Pro Arg 
195 200 205 

Ser Asn Pro Ser Pro Ala Pro Thr Asp His Ser Leu Ser Gly Glu Pro 
210 215 220 

Pro Ala Gly Gly Ala Gin Glu Pro Ala His Ala Gin Glu Asn Trp Leu 
225 230 235 240 

Leu Asn Ser Asn lie Pro Leu Glu Thr Arg Asn Leu Gly Lys Gin Pro 
245 250 255 

Phe Leu Gly Thr Leu Gin Asp Asn Leu He Glu Met Asp lie Leu Gly 
260 265 270 

Ala Ser Arg His Asp Gly Ala Tyr Ser Asp Gly His Phe Leu Phe Lys 
275 280 285 

Pro Gly Gly Thr Ser Pro Leu Phe Cys Thr Thr Ser Pro Gly Tyr Pro 
290 295 300 

Leu Thr Ser Ser Thr Val Tyr Ser Pro Pro Pro Arg Pro Leu Pro Arg 
305 310 315 320 

Ser Thr Phe Ala Trp Pro Ala Phe Asn Leu Lys Lys Pro Ser Lys Tyr 
325 330 335 

Cys Asn Trp Lys. Cys Ala Ala Leu Ser Ala He Val He Ser Ala Thr 

340 345 350 

Leu Val He Leu Leu Ala Tyr Phe Val Ala Met His Leu Phe Gly Leu 
355 360 365 



Asn Trp His Leu Gin Pro Met Glu Gly Gin Met Tyr Glu He Thr Glu 
370 375 380 



Asp Thr Ala Ser Ser Trp Pro Val Pro Thr Asp Val Ser Leu Tyr Pro 
385 390 395 400 



Ser Gly Gly Thr Gly Leu Glu Thr Pro Asp Arg Lys Gly Lys Gly Thr 
405 410 415 

Thr Glu Gly Lys Pro Ser Ser Phe Phe Pro Glu Ala Ser Phe lie Asp 
420 425 430 

Ser Gly Glu lie Asp Val Gly Arg Arg Ala Ser Gin Lys lie Pro Pro 
435 440 445 

Gly Thr Phe Trp Arg Ser Gin Val Phe lie Asp His Pro Val His Leu 
450 455 460 

Lys Phe Asn Val Ser Leu Gly Lys Ala Ala Leu Val Gly lie Tyr Gly 
465 470 475 480 

Arg Lys Gly Leu Pro Pro Ser His Thr Gin Phe Asp Phe Val Glu Leu 
485 490 495 

Leu Asp Gly Arg Arg Leu Leu Thr Gin Glu Ala Arg Ser Leu Glu Gly 
500 505 510 

Thr Pro Arg Gin Ser Arg Gly Thr Val Pro Pro Ser Ser His Glu Thr 

515 520 525 

Gly Phe lie Gin Tyr Leu Asp Ser Gly lie Trp His Leu Ala Phe Tyr 
530 535 540 

Asn Asp Gly Lys Glu Ser Glu Val Val Ser Phe Leu Thr Thr Ala lie 
545 550 555 560 

Leu Asp Ser Trp Ala Leu Cys Leu Gly Asp Gly Glu Cys Val Ser Gly 
565 570 575 

Thr Cys His Cys Phe Pro Gly Phe Leu Gly Pro Asp Cys Ser Arg Ala 
580 585 590 

Ala Cys Pro Val Leu Cys Ser Gly Asn Gly Gin Tyr Ser Lys Gly Arg 
595 600 605 

Cys Leu Cys Phe Ser Gly Trp Lys Gly Thr Glu Cys Asp Val Pro Thr 
610 615 620 

Thr Gin Cys He Asp Pro Gin Cys Gly Gly Arg Gly He Cys He Met 
625 630 635 640 

Gly Ser Cys Ala Cys Asn Ser Gly Tyr Lys Gly Glu Ser Cys Glu Glu 
645 650 655 

Ala Asp Cys lie Asp Pro Gly Cys Ser Asn His Gly Val Cys He His 
660 665 670 

Gly Glu Cys His Cys Ser Pro Gly Trp Gly Gly Ser Asn Cys Glu He 
675 680 685 



6 



Leu Lys Thr Met Cys Pro Asp Gin Cys Ser Gly His Gly Thr 
690 695 700 



Tyr Leu 



Gin Glu Ser Gly Ser Cys Thr Cys Asp Pro Asn Trp Thr Gly Pro Asp 
705 710 715 720 

Cys Ser Asn Glu lie Cys Ser Val Asp Cys Gly Ser His Gly Val Cys 
725 730 735 

Met Gly Gly Thr Cys Arg Cys Glu Glu Gly Trp Thr Gly Pro Ala Cys 
740 745 750 

Asn Gin Arg Ala Cys His Pro Arg Cys Ala Glu His Gly Thr Cys Arg 
755 760 765 

Asp Gly Lys Cys Glu Cys Ser Pro Gly Trp Asn Gly Glu His Cys Thr 
770 775 780 

lie Ser Leu Ala His Tyr Leu Asp Arg Val Val Lys Leu Ser Glu Gly 
785 790 795 800 

Cys Pro Gly Leu Cys Asn Gly Asn Gly Arg Cys Thr Leu Asp Leu Asn 
805 810 815 

Gly Trp His Cys Val Cys Gin Leu Gly Trp Arg Gly Ala Gly Cys Asp 
820 825 830 

Thr Ser Met Glu Thr Ala Cys Gly Asp Ser Lys Asp Asn Asp Gly Asp 
835 840 845 

Gly Leu Val Asp Cys Met Asp Pro Asp Cys Cys Leu Gin Pro Leu Cys 
850 855 860 

His lie Asn Pro Leu Cys Leu Gly Ser Pro Asn Pro Leu Asp lie lie 
865 870 875 880 

Gin Glu Thr Gin Val Pro Val Ser Gin Gin Asn Leu His Ser Phe Tyr 
885 890 895 

Asp Arg lie Lys Phe Leu Val Gly Arg Asp Ser Thr His lie He Pro 
900 905 910 

Gly Glu Asn Pro Phe Asp Gly Gly His Ala Cys Val He Arg Gly Gin 
915 920 925 

Val Met Thr Ser Asp Gly Thr Pro Leu Val Gly Val Asn He Ser Phe 
930 935 940 

Val Asn Asn Pro Leu Phe Gly Tyr Thr He Ser Arg Gin Asp Gly Ser 
945 950 955 960 

Phe Asp Leu Val Thr Asn Gly Gly He Ser He He Leu Arg Phe Glu 
965 970 975 

Arg Ala Pro Phe He Thr Gin Glu His Thr Leu Trp Leu Pro Trp Asp 
980 985 990 
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Arg. Phe Phe Val Met Glu Thr lie He Met Arg His Gin 
995 1000 1005 



Glu Asn Glu 



He Pro Ser Cys Asp Leu Ser Asn Phe Ala Arg Pro Asn Pro Val Val 
1010 1015 1020 

Ser Pro Ser Pro Leu Thr Ser Phe Ala Ser Ser Cys Ala Glu Lys Gly 
1025 1030 1035 1040 

Pro He Val Pro Glu lie Gin Ala Leu Gin Glu Glu He Ser He Ser 
1045 1050 1055 

Gly Cys Lys Met Arg Leu Ser Tyr Leu Ser Ser Arg Thr Pro Gly Tyr 
1060 1065 1070 

Lys Ser Val Leu Arg He Ser Leu Thr His Pro Thr He Pro Phe Asn 
1075 1080 1085 

Leu Met Lys Val His Leu Met Val Ala Val Glu Gly Arg Leu 'Phe Arg 
1090 1095 1100 

Lys Trp Phe Ala Ala Ala Pro Asp Leu Ser Tyr Tyr Phe He Trp Asp 
1105 1110 1115 1120 

Lys Thr Asp Val Tyr Asn Gin Lys Val Phe Gly Leu Ser Glu Ala Phe 
1125 1130 1135 

Val Ser Val Gly Tyr Glu Tyr Glu Ser Cys Pro Asp Leu He Leu Trp 
1140 1145 1150 

Glu Lys Arg Thr Thr Val Leu Gin Gly Tyr Glu He Asp Ala Ser Lys 
1155 1160 1165 

Leu Gly Gly Trp Ser Leu Asp Lys His His Ala Leu Asn He Gin Ser 
1170 1175 1180 

Gly Gly He Leu His Lys Gly Asn Gly Glu Asn Gin Phe Val Ser Gin 
1185 1190 1195 1200 

Gin Pro Pro Val He Gly Ser He Met Gly Asn Gly Arg Arg Arg Ser 
1205 1210 1215 

He Ser Cys Pro Ser Cys Asn Gly Leu Ala Asp Gly Asn Lys Leu Leu 
1220 1225 1230 

Ala Pro Val Ala Leu Thr Cys Gly Ser Asp Gly Ser Leu Tyr Val Gly 
1235 1240 1245 

Asp Phe Asn Tyr He Arg Arg He Phe Pro Ser Gly Asn Val Thr Asn 
1250 1255 1260 

He Leu Glu Leu Arg Val Arg Asn Lys Asp Phe Arg His Ser His Ser 
1265 1270 1275 1280 

Pro Ala His Lys Tyr Tyr Leu Ala Thr Asp Pro Met Ser Gly Ala Val 
1285 1290 1295 
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Phe Leu Ser Asp Ser Asn Ser Arg Arg Val Phe Lys lie Lys Ser Thr 
1300 1305 1310 

Val Val Val Lys Asp Leu Val Lys Asn Ser Glu Val Val Ala Gly Thr 
1315 1320 1325 

Gly Asp Gin Cys Leu Pro Phe Asp Asp Thr Arg Cys Gly Asp Gly Gly 
1330 1335 1340 

Lys Ala Thr Glu Ala Thr Leu Thr Asn Pro Arg Gly Pro Pro Gly lie 
1345 1350 1355 1360 

Thr Val Asp Lys Phe Gly Leu lie Tyr Phe Val Asp Gly Thr Met lie 
1365 1370 1375 

Arg Arg lie Asp Gin Asn Gly He lie Ser Thr Leu Leu Gly Ser Asn 
1380 1385 1390 

Asp Leu Thr Ser Ala Arg Pro Leu Ser Cys Asp Ser Val Met Asp He 
1395 1400 1405 

Ser Gin Val Arg Gin Val His Leu Glu Trp Pro Thr Asp Leu Ala He 
1410 1415 1420 

Asn Pro Met Asp Asn Ser Leu Tyr Val Leu Asp Asn Asn Val Val Leu 
1425 1430 1435 1440 

Gin He Ser Glu Asn His Gin Val Arg He Val Ala Gly Arg Pro Met 
1445 1450 1455 

His Cys Gin Val Pro Gly He Asp His Phe Leu Leu Ser Lys Val Ala 
1460 1465 1470 

He His Ala Thr Leu Glu Ser Ala Thr Ala Leu Ala Val Ser His Asn 
1475 1480 1485 

Gly Val Leu Tyr He Ala Glu Thr Asp Glu Lys Lys He Asn Arg He 
1490 1495 1500 

Arg Gin Val Thr Thr Ser Gly Glu He Ser Leu Val Ala Gly Ala Pro 
1505 1510 1515 1520 

Ser Gly Cys Asp Cys Lys Asn Asp Ala Asn Cys Asp Cys Phe Ser Gly 
1525 1530 1535 

Asp Asp Gly Tyr Ala Lys Asp Ala Lys Leu Asn Thr Pro Ser Ser Leu 
1540 1545 1550 

Ala Val Cys Ala Asp Gly Glu Leu Tyr Val Ala Asp Leu Gly Asn He 
1555 1560 1565 

Arg He Arg Phe He Arg Lys Asn Lys Pro Phe Leu Asn Thr Gin Asn 
1570 1575 1580 

Met Tyr Glu Leu Ser Ser Pro He Asp Gin Glu Leu Tyr Leu Phe Asp 
1585 1590 1595 1600 
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Thr Thr Gly Lys His Leu Tyr Thr Gin Ser Leu Pro Thr Gly Asp Tyr 
1605 1610 1615 



Leu Tyr Asn Phe Thr Tyr Thr Gly Asp Gly Asp lie Thr Leu lie Thr 
1620 1625 1630 

Asp Asn Asn Gly Asn Met Val Asn Val Arg Arg Asp Ser Thr Gly Met 
1635 1640 1645 

Pro Leu Trp Leu Val Val Pro Asp Gly Gin Val Tyr Trp Val Thr Met 
1650 1655 1660 

Gly Thr Asn Ser Ala Leu Lys Ser Val Thr Thr Gin Gly His Glu Leu 
1665 1670 1675 1680 

Ala Met Met Thr Tyr His Gly Asn Ser Gly Leu Leu Ala Thr Lys Ser 
1685 1690 1695 

Asn Glu Asn Gly Trp Thr Thr Phe Tyr Glu Tyr Asp Ser Phe Gly Arg 
1700 1705 1710 

Leu Thr Asn Val Thr Phe Pro Thr Gly Gin Val Ser Ser Phe Arg Ser 
1715 1720 1725 

Asp Thr Asp Ser Ser Val His Val Gin Val Glu Thr Ser Ser Lys Asp 
1730 1735 1740 

Asp Val Thr lie Thr Thr Asn Leu Ser Ala Ser Gly Ala Phe Tyr Thr 
1745 1750 1755 1760 

Leu Leu Gin Asp Gin Val Arg Asn Ser Tyr Tyr He Gly Ala Asp Gly 
1765 1770 1775 

Ser Leu Arg Leu Leu Leu Ala Asn Gly Met Glu Val Ala Leu Gin Thr 
1780 1785 1790 

Glu Pro His Leu Leu Ala Gly Thr Val Asn Pro Thr Val Gly Lys Arg 
1795 1800 1805 

Asn Val Thr Leu Pro He Asp Asn Gly Leu Asn Leu Val Glu Trp Arg 
1810 1815 1820 

Gin Arg Lys Glu Gin Ala Arg Gly Gin Val Thr Val Phe Gly Arg Arg 
1825 1830 1835 1840 

Leu Arg Val Leu Gin Val His Asn Arg Asn Leu Leu Ser Leu Asp Phe 
1845 1850 1855 

Asp Arg Val Thr Arg Thr Glu Lys He Tyr Asp Asp His Arg Lys Phe 
1860 1865 1870 

Thr Leu Arg He Leu Tyr Asp Gin Ala Gly Arg Pro Ser Leu Trp Ser 
1875 1880 1885 

Pro Ser Ser Arg Leu Asn Gly Val Asn Val Thr Tyr Ser Pro Gly Gly 
1890 1895 1900 
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Tyr lie Ala Gly lie Gin Arg Gly lie Met Ser Glu Arg Met Glu Tyr 
.1905 1910 1915 1920 



Asp Gin Ala Gly Arg lie Thr Ser Arg lie Phe Ala Asp Gly Lys Thr 
1925 1930 1935 

Trp Ser Tyr Thr Tyr Leu Glu Lys Ala Gly Val Gin Ser Met Val Leu 
1940 1945 1950 

Leu Leu His Ser Gin Arg Gin Tyr lie Phe Glu Phe Asp Lys Asn Asp 
1955 1960 1965 

Arg Leu Ser Ser Val Thr Met Pro Asn Val Ala Arg Gin Thr Leu Glu 
1970 1975 1980 

Thr lie Arg Ser Val Gly Tyr Tyr Arg Asn lie Tyr Gin Pro Pro Glu 
1985 1990 1995 2000 

Gly Asn Ala Ser Val lie Gin Asp Phe Thr Glu Asp Gly His Leu Leu 
2005 2010 2015 

His Thr Phe Tyr Leu Gly Thr Gly Arg Arg Val lie Tyr Lys Tyr Gly 
2020 2025 2030 

Lys Leu Ser Lys Leu Ala Glu Thr Leu Tyr Asp Thr Thr Lys Val Ser 
2035 2040 2045 

Phe Thr Tyr Asp Glu Thr Ala Gly Met Leu Lys Thr He Asn Leu Gin 
2050 2055 2060 

Asn Glu Gly Phe Thr Cys Thr He Arg Tyr Arg Gin He Gly Pro Leu 
2065 2070 2075 2080 

He Asp Arg Gin He Phe Arg Phe Thr Glu Glu Gly Met Val Asn Ala 
2085 2090 2095 

Arg Phe Asp Tyr Asn Tyr Asp Asn Ser Phe Arg Val Thr Ser Met Gin 
2100 2105 2110 

Ala Val He Asn Glu Thr Pro Leu Pro He Asp Leu Tyr Arg Tyr Asp 
2115 2120 2125 

Asp Val Ser Gly Lys Thr Glu Gin Phe Gly Lys Phe Gly Val He Tyr 
2130 2135 2140 

Tyr Asp He Asn Gin He He Thr Thr Ala Val Met Thr His Thr Lys 
2145 2150 2155 2160 

His Phe Asp Ala Tyr Gly Arg Met Lys Glu Val Gin Tyr Glu He Phe 
2165 2170 2175 

Arg Ser Leu Met Tyr Trp Met Thr Val Gin Tyr Asp Asn Met Gly Arg 
2180 2185 2190 

Val Val Lys Lys Glu Leu Lys Val Gly Pro Tyr Ala Asn Thr Thr Arg 
2195 2200 2205 
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Tyr Ser Tyr Glu Tyr Asp Ala Asp Gly Gin Leu Gin Thr Val Ser lie 
2210 2215 2220 

Asn Asp Lys Pro Leu Trp Arg Tyr Ser Tyr Asp Leu Asn Gly Asn Leu 
2225 2230 2235 2240 

His Leu Leu Ser Pro Gly Asn Ser Ala Arg Leu Thr Pro Leu Arg Tyr 
2245 2250 2255 

Asp lie Arg Asp Arg lie Thr Arg Leu Gly Asp Val Gin Tyr Lys Met 
2260 2265 2270 

Asp Glu Asp Gly Phe Leu Arg Gin Arg Gly Gly Asp lie Phe Glu Tyr 
2275 2280 2285 

Asn Ser Ala Gly Leu Leu lie Lys Ala Tyr Asn Arg Ala Gly Ser Trp 
2290 2295 2300 

Ser Val Arg Tyr Arg Tyr Asp Gly Leu Gly Arg Arg Val Ser Ser Lys 
2305 2310 2315 2320 

Ser Ser His Ser His His Leu Gin Phe Phe Tyr Ala Asp Leu Thr Asn 

2325 2330 2335 

Pro Thr Lys Val Thr His Leu Tyr Asn His Ser Ser Ser Glu lie Thr 
2340 2345 2350 

Ser Leu Tyr Tyr Asp Leu Gin Gly His Leu Phe Ala Met Glu Leu Ser 
2355 2360 2365 

Ser Gly Asp Glu Phe Tyr lie Ala Cys Asp Asn lie Gly Thr Pro Leu 
2370 2375 2380 

Ala Val Phe Ser Gly Thr Gly Leu Met He Lys Gin He Leu Tyr Thr 
2385 2390 2395 2400 

Ala Tyr Gly Glu He Tyr Met Asp Thr Asn Pro Asn Phe Gin He He 
2405 2410 2415 

He Gly Tyr His Gly Gly Leu Tyr Asp Pro Leu Thr Lys Leu Val His 
2420 2425 2430 

Met Gly Arg Arg Asp Tyr Asp Val Leu Ala Gly Arg Trp Thr Ser Pro 
2435 2440. 2445 

Asp His Glu Leu Trp Lys His Leu Ser Ser Ser Asn Val Met Pro Phe 
2450 2455 2460 

Asn Leu Tyr Met Phe Lys Asn Asn Asn Pro He Ser Asn Ser Gin Asp 
2465 2470 2475 2480 

He Lys Cys Phe Met Thr Asp Val Asn Ser Trp Leu Leu Thr Phe Gly 
2485 2490 2495 

Phe Gin Leu His Asn Val He Pro Gly Tyr Pro Lys Pro Asp Met Asp 
2500 2505 2510 
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Ala Met Glu Pro Ser Tyr Glu Leu lie His Thr Gin Met 
2515 2520 2525 



Lys Thr Gin 



Glu Trp Asp Asn Ser Lys Val lie Pro Ala Gin Gly Cys Gin Ser lie 
2530 2535 2540 

Leu Gly Val Gin Cys Glu Val Gin Lys Gin Leu Lys Ala Phe Val Thr 
2545 2550 2555 2560 

Leu Glu Arg Phe Asp Gin Leu Tyr Gly Ser Thr lie Thr Ser Cys Gin 
2565 2570 2575 

Gin Ala Pro Lys Thr Lys Lys Phe Ala Ser Ser Gly Ser Val Phe Gly 
2580 2585 2590 

Lys Gly Val Lys Phe Ala Leu Lys Asp Gly Arg Val Thr Thr Asp lie 
2595 2600 2605 

lie Ser Val Ala Asn Glu Asp Gly Arg Arg Val Ala Ala lie Leu Asn 
2610 2615 2620 

His Ala His Tyr Leu Glu Asn Leu His Phe Thr lie Asp Gly Val Asp 
2625 2630 2635 2640 

Thr His Tyr Phe Val Lys Pro Gly Pro Ser Glu Gly Asp Leu Ala lie 
2645 2650 2655 

Leu Gly Leu Ser Gly Gly Arg Arg Thr Leu Glu Asn Gly Val Asn Val 
2660 2665 2670 

Thr Val Ser Gin lie Asn Thr Val Leu Asn Gly Arg Thr Arg Arg Tyr 
2675 2680 2685 



Thr Asp He Gin Leu Gin Tyr Gly Ala Leu Cys Leu Asn Thr Arg Tyr 
2690 2695 2700 

Gly Thr Thr Leu Asp Glu Glu Lys Ala Arg Val Leu Glu Leu Ala Arg 
2705 2710 2715 2720 



Gin Arg Ala Val Arg Gin Ala Trp Ala Arg Glu Gin Gin Arg Leu Arg 
2725 2730 2735 

Glu Gly Glu Glu Gly Leu Arg Ala Trp Thr Glu Gly Glu Lys Gin Gin 
2740 2745 2750 

Val Leu Ser Thr Gly Arg Val Gin Gly Tyr Asp Gly Phe Phe Val He 
2755 2760 2765 

Ser Val Glu Gin Tyr Pro Glu Leu Ser Asp Ser Ala Asn Asn He His 
2770 2775 2780 

Phe Met Arg Gin Ser Glu Met Gly Arg Arg 
2785 2790 



<210> 3 
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<211> 1024 
<212> DNA 
<213> Homo 



sapiens 



<400> 3 

ctggcctgaa gctcagagcc ggggcgtgcg ccatggcccc acactgggct gtctggctgc 60 
tggcagcaag gctgtggggc ctgggcattg gggctgaggt gtggtggaac cttgtgccgc 120 
gtaagacagt gtcttctggg gagctggcca cggtagtacg gcggttctcc cagaccggca 180 
tccaggactt cctgacactg acgctgacgg agcccactgg gcttctgtac gtgggcgccc 240 
gagaggccct gtttgccttc agcatggagg ccctggagct gcaaggagcg atctcctggg 300 
aggcccccgt ggagaagaag actgagtgta tccagaaagg gaagaacaac cagaccgagt 360 
gcttcaactt catccgcttc ctgcagccct acaatgcctc ccacctgtac gtctgtggca 420 
cctacgcctt ccagcccaag tgcacctacg tcaacatgct caccttcact ttggagcatg 480 
gagagtttga agatgggaag ggcaagtgtc cctatgaccc agctaaggac catgctggcc 540 
ttcttgtgga tggtgagctg tactcggcca cactcaacaa cttcctgggc acggaaccca 600 
ttatcctgcg taacatgggg ccccaccact ccatgaagac agagtacctg gccttttggc 660 
tcaacgggga gcgggcagtg gagtccgact gctatgccga gcaggtggtg gctcgtgtgg 720 
cccgtgtctg caagggcgat atggggggcg cacggaccct gcagaggaag tggaccacgt 780 
tcctgaaggc gcggctggca tgctctgccc cgaactggca gctctacttc aaccagctgc 840 
aggcgatgca caccctgcag gacacctcct ggcacaacac caccttcttt ggggtttttc 900 
aagcacagtg gggtgacatg tacctgtcgg ccatctgtga gtaccagttg gaagagatcc 960 
agcgggtgtt tgagggcccc tataaggagt accatgagga agcccagaag tgggaccgct 102 0 



<210> 4 
<211> 805 

<212> PRT 

<213> Homo sapiens 
<400> 4 

Met Ala Pro His Trp Ala Val Trp Leu Leu Ala Ala Arg Leu Trp Gly 
15 10 15 

Leu Gly lie Gly Ala Glu Val Trp Trp Asn Leu Val Pro Arg Lys Thr 
20 25 30 

Val Ser Ser Gly Glu Leu Ala Thr Val Val Arg Arg Phe Ser Gin Thr 
35 40 45 

Gly lie Gin Asp Phe Leu Thr Leu Thr Leu Thr Glu Pro Thr Gly Leu 
50 55 60 

Leu Tyr Val Gly Ala Arg Glu Ala Leu Phe Ala Phe Ser Met Glu Ala 
65 70 75 80 

Leu Glu Leu Gin Gly Ala lie Ser Trp Glu Ala Pro Val Glu Lys Lys 
85 90 95 

Thr Glu Cys lie Gin Lys Gly Lys Asn Asn Gin Thr Glu Cys Phe Asn 
100 105 110 

Phe lie Arg Phe Leu Gin Pro Tyr Asn Ala Ser His Leu Tyr Val Cys 
115 120 125 

Gly Thr Tyr Ala Phe Gin Pro Lys Cys Thr Tyr Val Asn Met Leu Thr 
130 135 140 
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Phe Thr Leu Glu His Gly Glu Phe Glu Asp Gly Lys Gly Lys Cys Pro 
145 150 155 160 

Tyr Asp Pro Ala Lys Asp His Ala Gly Leu Leu Val Asp Gly Glu Leu 
165 170 175 

Tyr Ser Ala Thr Leu Asn Asn Phe Leu Gly Thr Glu Pro lie lie Leu 
180 185 190 

Arg Asn Met Gly Pro His His Ser Met Lys Thr Glu Tyr Leu Ala Phe 
195 200 205 

Trp Leu Asn Gly Glu Arg Ala Val Glu Ser Asp Cys Tyr Ala Glu Gin 
210 215 220 

Val Val Ala Arg Val Ala Arg Val Cys Lys Gly Asp Met Gly Gly Ala 
225 230 235 240 

Arg Thr Leu Gin Arg Lys Trp Thr Thr Phe Leu Lys Ala Arg Leu Ala 
245 250 255 

Cys Ser Ala Pro Asn Trp Gin Leu Tyr Phe Asn Gin Leu Gin Ala Met 
260 265 270 

His Thr Leu Gin Asp Thr Ser Trp His Asn Thr Thr Phe Phe Gly Val 
275 280 285 

Phe Gin Ala Gin Trp Gly Asp Met Tyr Leu Ser Ala lie Cys Glu Tyr 
290 295 300 

Gin Leu Glu Glu He Gin Arg Val Phe Glu Gly Pro Tyr Lys Glu Tyr 
305 310 315 320 * 

His Glu Glu Ala Gin Lys Trp Asp Arg Tyr Thr Asp Pro Val Pro Ser 
325 330 335 

Pro Arg Pro Gly Ser Cys lie Asn Asn Trp His Arg Arg His Gly Tyr 
340 345 350 

Thr Ser Ser Leu Glu Leu Pro Asp Asn He Leu Asn Phe Val Lys Lys 
355 360 365 

His Pro Leu Met Glu Glu Gin Val Gly Pro Arg Trp Ser Arg Pro Leu 
370 375 380 

Leu Val Lys Lys Gly Thr Asn Phe Thr His Leu Val Ala Asp Arg Val 
385 390 395 400 

Thr Gly Leu Asp Gly Ala Thr Tyr Thr Val Leu Phe He Gly Thr Gly 
405 410 415 

Asp Gly Trp Leu Leu Lys Ala Val Ser Leu Gly Pro Trp Val His Leu 
420 425 430 

He Glu Glu Leu Gin Leu Phe Asp Gin Glu Pro Met Arg Ser Leu Val 
435 440 445 
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Leu Ser Gin Ser Lys Lys Leu Leu Phe Ala Gly Ser Arg Ser Gin Leu 
450 455 460 



Val Gin Leu Pro Val Ala Asp Cys Met Lys Tyr Arg Ser Cys Ala Asp 
465 470 475 480 

Cys Val Leu Ala Arg Asp Pro Tyr Cys Ala Trp Ser Val Asn Thr Ser 
485 490 495 

Arg Cys Val Ala Val Gly Gly His Ser Gly Ser Leu Leu lie Gin His 
500 505 510 

Val Met Thr Ser Asp Thr Ser Gly lie Cys Asn Leu Arg Gly Ser Lys 
515 520 525 

Lys Val Arg Pro Thr Pro Lys Asn lie Thr Val Val Ala Gly Thr Asp 
530 535 540 

Leu Val Leu Pro Cys His Leu Ser Ser Asn Leu Ala His Ala Arg Trp 
545 550 555 560 

Thr Phe Gly Gly Arg Asp Leu Pro Ala Glu Gin Pro Gly Ser Phe Leu 
565 570 575 

Tyr Asp Ala Arg Leu Gin Ala Leu Val Val Met Ala Ala Gin Pro Arg 
580 585 590 

His Ala Gly Ala Tyr His Cys Phe Ser Glu Glu Gin Gly Ala Arg Leu 
595 600 605 

Ala Ala Glu Gly Tyr Leu Val Ala Val Val Ala Gly Pro Ser Val Thr 
610 615 620 

Leu Glu Ala Arg Ala Pro Leu Glu Asn Leu Gly Leu Val Trp Leu Ala 
625 630 635 640 

Val Val Ala Leu Gly Ala Val Cys Leu Val Leu Leu Leu Leu Val Leu 
645 650 655 

Ser Leu Arg Arg Arg Leu Arg Glu Glu Leu Glu Lys Gly Ala Lys Ala 
660 665 670 

Thr Glu Arg Thr Leu Val Tyr Pro Leu Glu Leu Pro Lys Glu Pro Thr 
675 680 685 

Ser Pro Pro Phe Arg Pro Cys Pro Glu Pro Asp Glu Lys Leu Trp Asp 
690 695 700 

Pro Val Gly Tyr Tyr Tyr Ser Asp Gly Ser Leu Lys lie Val Pro Gly 
705 710 715 720 

His Ala Arg Cys Gin Pro Gly Gly Gly Pro Pro Ser Pro Pro Pro Gly 
725 730 735 

lie Pro Gly Gin Pro Leu Pro Ser Pro Thr Arg Leu His Leu Gly Gly 
740 745 750 
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Gly Arg Asn Ser Asn Ala Asn Gly Tyr Val Arg Leu Gin Leu Gly Gly 
755 760 765 



Glu Asp Arg Gly Gly Leu Gly His Pro Leu Pro Glu Leu Ala Asp Glu 
770 775 780 

Leu Arg Arg Lys Leu Gin Gin Arg Gin Pro Leu Pro Asp Ser Asn Pro 
785 790 795 800 



Glu Glu Ser Ser Val 
805 



<210> 5 

<211> 1933 

<212> DNA 

<213> Homo sapiens 



<400> 5 

aacttcaccc 

aaggccattc 

ccagtgaatt 

ttggtcagag 

gtatctcagc 

gggggcacag 

gtgaggtggc 

gggaaggacc 

gatgcccaag 

tcttaccgat 

gttgcagcat 

gagccctggg 

cactctctgg 

acactgggga 

gctgtggtca 

gtgatcctgc 

gcaaaaaatc 

aaagaaaaag 

gctgcagcaa 

ccagacacag 

gacagacggc 

ggctctgagt 

aaatggattc 

cctgccaatg 

tccccgcaga 

tatgaagcag 

acccacaatt 

aaaaacacag 

cccaggccag 

ttactacccc 

ggcccagccc 

cccatcacca 

ggaacgtctc 



cagccttgca 
caccattctg 
ccatgagcat 
gcaatcctcc 
ctcctagcca 
ccgagctgct 
tgcggtcccc 
aggatgaaga 
agggaagtgt 
gtctgatcca 
ttctgataag 
ccaagtggag 
aaaaagctgg 
atgtgtcctg 
tatcagcccc 
ctgtcctggt 
tcattatctt 
gtaatgatat 
actcaggctg 
cacatcccaa 
agcctgtacc 
acttcacgac 
ttggagtatg 
gacactggct 
cctccttccg 
gagtcatctc 
tctctggccc 
cacctctagt 
aagggaaagg 
cgaaggcccc 
ttcaggagct 
tccagcccag 
ttc 



aagtacagtc 
tcaatccagc 
gagcccactg 
atctccaggc 
gccatggggg 
ctgccctctc 
attcccgcag 
tctgatgccg 
cactctgcag 
agttggaaat 
gaaggaactc 
agaacctcaa 
gctcttccaa 
caccatccac 
atctgtgggg 
acttctcatc 
ttcctttctt 
aaaagtaggg 
gagaagagcc 
actcatcctt 
tgacaacccc 
tggctgccac 
tagtgagtca 
tctgcgacag 
ccttaaagag 
tttctacaat 
ccttcgccct 
catttgttca 
ccatgctaat 
agagctgaag 
caaggctcct 
caccctggac 



acctagttgg 
tgattcagta 
ccgcacgtct 
tctgctgcca 
gatgccggca 
tccctctggc 
cgctcccagg 
gaatataagg 
atccttgacg 
ctgagtaaag 
ctggtgtgca 
ggcagggtac 
atagcagtgt 
aacatggccc 
agtctctccc 
atggtgtgcc 
cctctagaca 
aacgtttctt 
cggttgcatt 
tctgaggacc 
cagagatttg 
tactgggagg 
gtgagcagga 
agtcgtggga 
cctccacggt 
gtgaccaaca 
ttctttgaac 
gaactacaca 
ggagatgtgt 
gatataatcc 
tctttttagg 
ttcagtcgcc 



tgttgtaatt 
tgatggagaa 
ttagccgtaa 
cttcaggctt 
agttccacgt 
ccgggacggt 
ctgttcacat 
ggaggacggt 
tgcgccttga 
aggacaccgt 
gatcggtggg 
ttccatccct 
ctagcagagt 
ttggccaaga 
cctcagcagt 
tttgccttat 
atcttctttc 
ctttcataga 
ttgtggcagt 
aaagatgtgt 
atttcgttgt 
tgtatgtggg 
aggggaaggt 
atgagtatga 
gtgtggggat 
agtcccacat 
cttgccttca 
aatcagagga 
ccctcaaggt 
tgtccttgcc 
gatatgccac 
tggcccaacc 



gtgacttcaa 
catggtaaaa 
agtgagtgct 
ttccttgtgg 
ggccctacta 
acccaaggag 
attccgggat 
gctagtgaga 
ggaccaaggg 
gatcctgcag 
atggttccca 
gtcagaggcc 
cagggacagc 
gaagaccaca 
ggctctggct 
caaggcagtg 
agaccatgct 
gttgaaaaga 
gaccctggac 
aaggcttgga 
cagcatccta 
agacaagacc 
tactgcctca 
agctctcaca 
tttcctggac 
ctttactttc 
tgatggagga 
atcaattgtc 
gaactcttct 
ecctgacctt 
attacctgct 
ccatgattat 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 

1740 

1800 

1860 

1920 

1933 



<210> 6 
<211> 579 
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<212> PRT 

<213> Homo sapiens 



<400> 6 

Met Met Glu Asn Met Val Lys Pro Val Asn Ser Met Ser Met Ser Pro 
15 10 15 

Leu Pro His Val Phe Ser Arg Lys Val Ser Ala Leu Val Arg Gly Asn 
20 25 30 

Pro Pro Ser Pro Gly Ser Ala Ala Thr Ser Gly Phe Ser Leu Trp Val 
35 40 45 

Ser Gin Pro Pro Ser Gin Pro Trp Gly Asp Ala Gly Lys Phe His Val 
50 55 60 

Ala Leu Leu Gly Gly Thr Ala Glu Leu Leu Cys Pro Leu Ser Leu Trp 
65 70 75 80 

Pro Gly Thr Val Pro Lys Glu Val Arg Trp Leu Arg Ser Pro Phe Pro 
85 90 95 

Gin Arg Ser Gin Ala Val His lie Phe Arg Asp Gly Lys Asp Gin Asp 
100 105 110 

Glu Asp Leu Met Pro Glu Tyr Lys Gly Arg Thr Val Leu Val Arg Asp 
115 120 125 

Ala Gin Glu Gly Ser Val Thr Leu Gin lie Leu Asp Val Arg Leu Glu 
130 135 140 

Asp Gin Gly Ser Tyr Arg Cys Leu lie Gin Val Gly Asn Leu Ser Lys 
145 150 155 160 

Glu Asp Thr Val lie Leu Gin Val Ala Ala Phe Leu lie Arg Lys Glu 
165 170 175 

Leu Leu Val Cys Arg Ser Val Gly Trp Phe Pro Glu Pro Trp Ala Lys 
180 185 190 

Trp Arg Glu Pro Gin Gly Arg Val Leu Pro Ser Leu Ser Glu Ala His 
195 200 205 

Ser Leu Glu Lys Ala Gly Leu Phe Gin lie Ala Val Ser Ser Arg Val 
210 215 220 

Arg Asp Ser Thr Leu Gly Asn Val Ser Cys Thr lie His Asn Met Ala 
225 230 235 240 

Leu Gly Gin Glu Lys Thr Thr Ala Val Val He Ser Ala Pro Ser Val 
245 250 255 

Gly Ser Leu Ser Pro Ser Ala Val Ala Leu Ala Val He Leu Pro Val 
260 265 270 

Leu Val Leu Leu He Met Val Cys Leu Cys Leu lie Lys Ala Val Ala 
275 280 285 
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Lys Asn Leu lie lie Phe Ser Phe Leu Pro Leu Asp Asn Leu Leu Ser 
290 295 300 

Asp His Ala Lys Glu Lys Gly Asn Asp lie Lys Val Gly Asn Val Ser 
305 310 315 320 

Ser Phe lie Glu Leu Lys Arg Ala Ala Ala Asn Ser Gly Trp Arg Arg 
325 330 335 

Ala Arg Leu His -Phe Val Ala Val Thr Leu Asp Pro Asp Thr Ala His 
340 345 350 

Pro Lys Leu lie Leu Ser Glu Asp Gin Arg Cys Val Arg Leu Gly Asp 
355 360 365 

Arg Arg Gin Pro Val Pro Asp Asn Pro Gin Arg Phe Asp Phe Val Val 
370 375 380 

Ser lie Leu Gly Ser Glu Tyr Phe Thr Thr Gly Cys His Tyr Trp Glu 
385 390 395 400 

Val Tyr Val Gly Asp Lys Thr Lys Trp lie Leu Gly Val Cys Ser Glu 
405 410 415 

Ser Val Ser Arg Lys Gly Lys Val Thr Ala Ser Pro Ala Asn Gly His 
420 425 430 

Trp Leu Leu Arg Gin Ser Arg Gly Asn Glu Tyr Glu Ala Leu Thr Ser 
435 440 445 

Pro Gin Thr Ser Phe Arg Leu Lys Glu Pro Pro Arg Cys Val Gly lie 
450 455 460 

Phe Leu Asp Tyr Glu Ala Gly Val lie Ser Phe Tyr Asn Val Thr Asn 
465 470 475 480 

Lys Ser His lie Phe Thr Phe Thr His Asn Phe Ser Gly Pro Leu Arg 
485 490 495 

Pro Phe Phe Glu Pro Cys Leu His Asp Gly Gly Lys Asn Thr Ala Pro 
500 505 510 

Leu Val lie Cys Ser Glu Leu His Lys Ser Glu Glu Ser lie Val Pro 
515 520 525 

Arg Pro Glu Gly Lys Gly His Ala Asn Gly Asp Val Ser Leu Lys Val 
530 535 540 

Asn Ser Ser Leu Leu Pro Pro Lys Ala Pro Glu Leu Lys Asp lie lie 
545 550 555 560 

Leu Ser Leu Pro Pro Asp Leu Gly Pro Ala Leu Gin Glu Leu Lys Ala 
565 570 575 

Pro Ser Phe 
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<210> 7 

<211> 748 

<212> DNA 

<213> Homo sapiens 



<400> 7 

ccctcacaga ggccaaactg atataaatct gcttaggagg cctgattcac agacgctaca 60 
ggatggagcg gggcgcagga gccaagctgc tgccgctgct gctgcttctg cgggcgactg 120 
gtttcacatg tgcacagaca ggtggccgga acggctacac ggcggtcatc gaagtgacca 180 
gcgggggtcc ctggggcgac tgggcctggc ctgagatgtg tcccgatgga ttcttcgcca 240 
gcgggttctc gctcaaggtg gagcctcccc aaggcattcc tggcgacgac actgcactga 300 
atgggatcag gctgcactgc gcgcgcggga acgtcctagg caatacgcac gtggtagagt 360 
cccagtctgg aagctggggc gaatggagtg agccgctgtg gtgtcgcggc ggcgcctacc 420 
tagtggcttt ctcgcttcgc gtggaggcac ccacgaccct cggtgacaac acagcagcga 480 
acaacgtgcg cttccgctgt tcagacggcg aggaactgca ggggcctggg ctgagttggg 540 
gagactttgg agactggagt gaccattgcc ccaagggcgc gtgcggcctg cagaccaaga 600 
tccagggacc tagaggcctc ggcgatgaca ctgcgctgaa cgacgcgcgc ttattctgct 660 
gccgcagttg aacggcgccg ccgccgccgc tctctcccgg gccaggaggc tagtcccacc 720 
tcttgctatt aaagcttctc tgagttga 748 



<210> 8 
<211> 202 

<212> PRT 

<213> Homo sapiens 



<400> 8 

Met Glu Arg Gly Ala Gly Ala Lys 
1 5 

Arg Ala Thr Gly Phe Thr Cys Ala 
20 



Leu Leu Pro Leu Leu Leu Leu Leu 
10 15 

Gin Thr Gly Gly Arg Asn Gly Tyr 
25 30 



Thr Ala Val lie Glu Val Thr Ser Gly Gly Pro Trp Gly Asp Trp Ala 
35 40 45 

Tirp Pro Glu Met Cys Pro Asp Gly Phe Phe Ala Ser Gly Phe Ser Leu 
50 55 60 

Lys Val Glu Pro Pro Gin Gly lie Pro Gly Asp Asp Thr Ala Leu Asn 
65 70 75 80 

Gly lie Arg Leu His Cys Ala Arg Gly Asn Val Leu Gly Asn Thr His 
85 90 95 

Val Val Glu Ser Gin Ser Gly Ser Trp Gly Glu Trp Ser Glu Pro Leu 
100 105 110 



Trp Cys Arg Gly Gly Ala Tyr Leu Val Ala Phe Ser Leu Arg Val Glu 
115 120 125 

Ala Pro Thr Thr Leu Gly Asp Asn Thr Ala Ala Asn Asn Val Arg Phe 
130 135 140 

Arg Cys Ser Asp Gly Glu Glu Leu Gin Gly Pro Gly Leu Ser Trp Gly 
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145 150 155 160 

Asp Phe Gly Asp Trp Ser Asp His Cys Pro Lys Gly Ala Cys Gly Leu 
165 170 175 

Gin Thr Lys lie Gin Gly Pro Arg Gly Leu Gly Asp Asp Thr Ala Leu 
180 185 190 

Asn Asp Ala Arg Leu Phe Cys Cys Arg Ser 
195 200 



<210> 9 

<211> 582 

<212> DNA 

<213> Homo sapiens 

<400> 9 

agtggattag ttttgggttt cacttaatct 
agaggccaaa ctgatataaa tctgcttagg 
gcggggcgca ggagccaagc tgctgccgct 
atgtgcacag gcagatggcc ggaacggcta 
tccctggggc gactgggcct ggcctgagat 
ctcgctcaag gtggagcctc cccaaggcat 
caggctgcac tgcgcgcgcg ggaacgtcct 
tggaaggtgg ggcgcagggg tcgaggatcc 
ttacatactc cgtcgcaaca ggcaggctgg 
ggggaggcga agggtggatg gaagacccct 



gggaggccct tccgcaatcg gagccctcac 60 
aggcctgatt cacagacgct acaggatgga 12 0 
gctgctgctt ctgcgggcga ctggtttcac 180 
cacggcggtc atcgaagtga ccagcggggg 240 
gtgtcccgat ggattcttcg ccagcgggtt 300 
tcctggcgac gacactgcac tgaatgggat 360 
aggcaatacg cacgtggtag agtcccagtc 42 0 
cttggggtga tgtatgtccc ttaccctcta 480 
ctccgccaga gctacggggc agtatagacc 540 
cctccgctcc tc 582 



<210> 10 

<211> 114 

<212> PRT 

<213> Homo sapiens 

<400> 10 

Met Glu Arg Gly Ala Gly Ala Lys Leu Leu Pro Leu Leu Leu Leu Leu 
15 10 15 

Arg Ala Thr Gly Phe Thr Cys Ala Gin Ala Asp Gly Arg Asn Gly Tyr 
20 25 30 

Thr Ala Val lie Glu Val Thr Ser Gly Gly Pro Trp Gly Asp Trp Ala 
35 40 45 

Trp Pro Glu Met Cys Pro Asp Gly Phe Phe Ala Ser Gly Phe Ser Leu 
50 55 60 

Lys Val Glu Pro Pro Gin Gly lie Pro Gly Asp Asp Thr Ala Leu Asn 
65 70 75 80 

Gly He Arg Leu His Cys Ala Arg Gly Asn Val Leu Gly Asn Thr His 
85 90 95 

Val Val Glu Ser Gin Ser Gly Arg Trp Gly Ala Gly Val Glu Asp Pro 
100 105 110 
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Leu Gly 



<210> 11 
<211> 7676 
<212> DNA 

<213> Homo sapiens 
<400> 11 

gaaactggtt ttcacaggtg atagatggaa ggctgttttc aaaagatcaa gcttgaccac 60 
atattatccc ctccacccat gccgtttcgg aaatgcagca acccagatgt ggcttctggc 120 
cctggaaaat cactgaagta taaaagacag ctgagtgagg atggaagaca gctaaggcga 180 
gggagcctgg gaggagccct gactgggagg taccttcttc caaacccggt ggcgggacag 240 
gcctggccgg cctctgcaga gacgtccaac ctcgtgcgca tgcgcagcca ggccctgggc 300 
cagtcggcgc cctcgctcac cgccagcctg aaggagctga gtctccccag aagaggaagt 360 
tttctcactc ccaggagcct gagtccaacc ccatccagcc caggcagtcc ttgtagtcct 420 
ctcttggcct ttcacttttg gagccctgtg tgtccaaatg ctgggtgccg aacaagcaac 480 
cggaaaagct taataggcaa tgggcagtca ccagcattgc ctcgaccaca ctcacctctc 540 
tctgctcatg caggaaatag ccctcaagat agtccaagaa atttctcccc cagtgcctca 600 
gcccattttt catttgcacg gaggactgat ggacgccgct ggtcgttggc ttctctccct 660 
tcctctggct atgggacaaa cacacccagc tctacggtct cttcatcctg ttcctcccag 720 
gagaagttgc atcagttacc ataccaacca acaccagacg agttacactt cttatcaaaa 780 
catttctgta ccaccgaaag catcgccact gagaacagat gcaggaacac gccgatgcgc 840 
ccccgttccc gaagtctgag ccctggacgt tctcccgcct gctgtgacca tgaaataatt 900 
atgatgaacc atgtctacaa agaaaggttc ccaaaggcta cagctcagat ggaagaacgt 960 
ctaaaggaaa ttatcaccag ctactctcct gacaacgttc tacccttagc agatggagtg 1020 
cttagtttca ctcaccacca gattattgaa ctggctcgag attgcttgga taaatcccac 1080 
cagggcctca tcacctcacg atacttcctt gaattacagc acaaattaga taagttgcta 1140 
caggaggctc atgatcgttc agaaagtgga gaattggcat ttattaaaca actagttcga 1200 
aagatcctaa ttgttattgc ccgccctgct cggttattag agtgcctgga atttgatccg 1260 
gaagaatttt actacctatt ggaagcagca gaaggccatg ccaaagaagg acagggtatt 1320 
aaaaccgaca ttcccaggta catcattagc caactgggac tcaataagga tcccttggaa 1380 
gaaatggctc atttgggaaa ctacgatagt gggacagcag aaacaccaga aacagatgaa 1440 
tcagtgagta gctctaatgc ctccctgaaa cttcgaagga aacctcggga aagtgatttt 1500 
gaaacgatta aattgattag caatggagcc tatggggcag tctactttgt tcggcataaa 1560 
gaatcccggc agaggtttgc catgaagaag attaataaac agaacctcat ccttcgaaac 1620 
cagatccagc aggcctttgt ggagcgggat atcctgactt ttgcagaaaa cccctttgtt 1680 
gtcagcatgt attgctcctt tgaaacaagg cgccacttgt gcatggtcat ggaatatgtg 1740 
gaagggggag actgtgctac tttaatgaaa aacatgggtc ctctccctgt tgatatggcc 1800 
agaatgtact ttgctgagac ggtcttggcc ttggaatatt tacataatta tggaattgta 1860 
cacagggatt tgaaaccaga cagcttgttg gttacctcca tggggcacat aaagctgaca 1920 
gattttggat tatctaaggt gggactaatg agcatgacta ccaaccttta cgagggtcat 1980 
attgagaagg atgctagaga gttcctggat aaacaggtct gtggcacacc tgaatacatt 2040 
gcaccagaag tgattctgag gcagggttat ggaaagccgg tggactggtg ggccatgggg 2100 
attatcctct atgaatttct ggttggatgc gtgccattct ttggggatac tccagaggag 2160 
ctatttggac aagtcatcag tgatgagatc aactggcctg agaaggatga ggcaccccca 2220 
cctgatgccc aggatctgat taccttactc ctcaggcaga atcccctgga gaggctggga 2280 
acaggtggtg catatgaagt caaacagcat cgattcttcc gttctttaga ctggaacagt 2340 
ttgctgagac agaaggcaga atttattccc caactggaat ctgaggatga cacaagttat 2400 
tttgatactc ggtctgagaa gtatcatcat atggaaacgg aggaagaaga tgacacaaat 2460 
gatgaagact ttaatgtgga aataaggcag ttttcttcat gttcacacag gttttcaaaa 2520 
gttttcagca gtatagatcg aatcactcag aattcagcag aagagaagga agactctgtg 2580 
gacaaaacca aaagcaccac cttgccatcc acagaaacac tgagctggag ttcagaatat 2640 
tctgaaatgc aacagctatc aacatccaac tcttcagata ctgaaagcaa cagacataaa 2700 
ctcagttctg gcctacttcc caaactggct atttcaacag agggagagca agatgaagct 2760 
gcctcctgcc ctggagaccc ccatgaggag ccaggaaagc cagcccttcc tcctgaagag 2820 
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tgtgcccagg aggagcctga ggtcaccacc ccagccagca ccatcagcag ctccaccctg 2880 
tcagttggca gtttttcaga gcacttggat cagataaatg gacgaagcga gtgtgtggac 2940 
agtacagata attcctcaaa gccatccagt gaacccgctt ctcacatggc tcggcagcga 3000 
ttagaaagca cagaaaaaaa gaaaatctcg gggaaagtca caaagtccct ctctgccagt 3060 
gctctttccc tcatgatccc aggagatatg tttgctgttt cccctctggg aagtccaatg 3120 
tctccccatt ccctgtcctc ggacccttct tcttcacgag attcctctcc cagccgagat 3180 
tcctcagcag cttctgccag tccacatcag ccgattgtga tccacagttc ggggaagaac 3240 
tacggcttta ccatccgagc catccgggtg tatgtgggag acagtgacat ctatacagtg 3300 
caccatatcg tctggaatgt agaagaagga agtccggcat gccaggcagg actgaaggct 3360 
ggagatctta tcactcacat caatggagaa ccagtgcatg gacttgtcca cacagaagtt 3420 
atagaactcc tactgaagag tgggaataag gtgtcaatca ctactacccc atttgaaaac 3480 
acatcaatca aaactggacc agccaggaga aacagctata agagccggat ggtgaggcgg 3540 
agcaagaaat ccaagaagaa agaaagtctc gaaaggagga gatctctttt caaaaagcta 3600 
gccaagcagc cttctccttt actccacacc agccgaagtt tctcctgctt gaacagatcc 3660 
ctgtcatcgg gtgagagcct cccaggttcc cccactcata gcttgtctcc ccggtctcca 3720 
acaccaagct accgctccac ccctgacttc ccatctggta ctaattcctc ccagagcagc 3780 
tcccctagtt ctagtgcccc caattcccca gcagggtccg ggcacatccg gcccagcact 3840 
ctccacggtc ttgcacccaa actcggcggg cagcggtacc ggtccggaag gcgaaagtcc 3900 
gccggcaaca tcccactgtc cccgctggcc cggacgccct ctccaacccc gcaacccacc 3960 
tccccgcagc ggtcaccatc ccctcttctg ggacactcac tgggcaattc caagatcgcg 4020 
caagcctttc ccagcaagat gcactccccg cccaccatcg tcagacacat cgtgaggccc 4080 
aagagtgcgg agccccccag gtccccgctg ctcaagcgcg tgcagtccga ggagaagctg 4140 
tcgccctctt acggcagtga caagaagcac ctgtgctccc gcaagcacag cctggaggtg 4200 
acccaagagg aggtgcagcg ggagcagtcc cagcgggagg cgccgctgca gagcctggat 4260 
gagaacgtgt gcgacgtgcc gccgctcagc cgcgcccggc cagtggagca aggctgcctg 4320 
aaacgcccag tctcccggaa ggtgggccgc caggagtctg tggacgacct ggaccgcgac 4380 
aagctgaagg ccaaggtggt ggtgaagaaa gcagacggct tcccagagaa acaggaatcc 4440 
caccagaaat cccatggacc cgggagtgat ttggaaaact ttgctctgtt taagctggaa 4500 
gagagagaga agaaagtcta tccgaaggct gtggaaaggt caagtacttt tgaaaacaaa 4560 
gcgtctatgc aggaggcgcc accgctgggc agcctgctga aggatgctct tcacaagcag 4620 
gccagcgtgc gcgccagcga gggtgcgatg tcggatggcc cggtgcctgc ggagcaccgc 4680 
cagggtggcg gggacttcag acgggccccc gctcctggca ccctccagga tggtctctgc 4740 
cactccctcg acaggggcat ctctgggaag ggggaaggca cggagaagtc ctcccaggcc 4800 
aaggagcttc tccgatgtga aaagttagac agcaagctgg ccaacatcga ttacctccga 4860 
aagaaaatgt cacttgagga caaagaggac aacctctgcc ctgtgctgaa gcccaagatg 4920 
acagctggct cccacgaatg cctgccaggg aacccagtcc gacccacggg tgggcagcag 4980 
gagcccccgc cggcttctga gagccgagct tttgtcagca gcacccatgc agctcagatg 5040 
agtgccgtct cttttgttcc cctcaaggcc ttaacaggcc gggtggacag tggaacggag 5100 
aagcctggct tggttgctcc tgagtcccct gttaggaaga gcccctccga gtataagctg 5160 
gaaggtaggt ctgtctcatg cctggagccg atcgagggca ctctggacat tgctctcctg 5220 
tccggacctc aggcctccaa gacagaactg ccttccccag agtctgcaca gagccccagc 5280 
ccaagtggtg acgtgagggc ctctgtgcca ccagttctcc ccagcagcag tgggaaaaag 5340 
aacgatacca ccagtgcaag agagctttct ccttccagct taaagatgaa taaatcctac 5400 
ctgctggagc cttggttcct gccccccagc cgaggtctcc agaattcacc agcagtttcc 5460 
ctgcctgacc cagagttcaa gagggacagg aaaggtcccc atcctactgc caggagccct 5520 
ggaacagtca tggaaagcaa tccccaacag agagagggca gctcccctaa acaccaagac 5580 
cacaccactg accccaagct tctgacctgc ctggggcaga acctccacag ccctgacctg 5640 
gccaggccac gctgcccgct cccacctgaa gcttccccct caagggagaa gccaggcctg 5700 
agggaatcgt ctgaaagagg ccctcccaca gccagaagcg agcgctctgc tgcgagggct 5760 
gacacatgca gagagccctc catggaactg tgctttccag aaactgcgaa aaccagtgac 5820 
aactccaaaa atctcctctc tgtgggaagg acccacccag atttctatac acagacccag 5880 
gccatggaga aagcatgggc gccgggtggg aaaacgaacc acaaagatgg cccaggtgag 5940 
gcgaggcccc cgcccagaga caactcctct ctgcactcag ctggaattcc ctgtgagaag 6000 
gagctgggca aggtgaggcg tggcgtggaa cccaagcccg aagcgcttct tgccaggcgg 6060 
tctctgcagc cacctggaat tgagagtgag aagagtgaaa agctctccag tttcccatct 6120 
ttgcagaaag atggtgccaa ggaacctgaa aggaaggagc agcctctaca aaggcatccc 6180 
agcagcatcc ctccgccccc tctgacggcc aaagacctgt ccagcccggc tgccaggcag 6240 
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cattgcagtt ccccaagcca cgcttctggc agagagccgg gggccaagcc cagcactgca 6300 
gagcccagct cgagccccca ggaccctccc aagcctgttg ctgcgcacag tgaaagcagc 6360 
agccacaagc cccggcctgg ccctgacccg ggccctccaa agactaagca ccccgaccgg 6420 

tccctctcct ctcagaaacc aagtgtcggg gccacaaagg gcaaagagcc tgccactcag 6480 
tccctcggtg gctctagcag agaggggaag ggccacagta agagtgggcc ggatgtgttt 6540 
cctgctaccc caggctccca gaacaaagcc agcgatggga ttggccaggg agaaggtggg 6600 
ccctctgtcc cactgcacac tgacagggct cctctagacg ccaagccaca acccaccagt 6660 
ggtgggcggc ccctggaggt gctggagaag cctgtgcatt tgccaaggcc gggacaccca 6720 
gggcctagtg agccagcgga ccagaaactg tccgctgttg gtgaaaagca aaccctgtct 67 80 
ccaaagcacc ccaaaccatc cactgtgaaa gattgcccca ccctgtgcaa acagacagac 6840 
aacagacaga cagacaaaag cccgagtcag ccggccgcca acaccgacag aagggcggaa 6900 
gggaagaaat gcactgaagc actttatgct ccagcagagg gcgacaagct cgaggccggc 6960 
ctttcctttg tgcatagcga gaaccggttg aaaggcgcgg agcggccagc cgcgggggtg 7020 
gggaagggct tccctgaggc cagagggaaa gggcccggtc cccagaagcc accgacggag 7080 
gcagacaagc ccaatggcat gaaacggtcc ccctcagcca ctgggcagag ttctttccga 7140 
tccacggccc tcccggaaaa gtctctgagc tgctcctcca gcttccctga aaccagggcc 7200 
ggagttagag aggcctctgc agccagcagc gacacctctt ctgccaaggc cgccgggggc 72 60 
atgctggagc ttccagcccc cagcaacagg gaccatagga aggctcagcc tgccggggag 7320 
ggccgaaccc acatgacaaa gagtgactcc ctgccctcct tccgggtctc caccctgcct 7380 
ctggagtcac accaccccga cccaaacacc atgggcgggg ccagccaccg ggacagggct 7440 
ctctcggtga ctgccaccgt aggggaaacc aaagggaagg accctgcccc agcccagcct 7500 
cccccagcta ggaaacagaa cgtgggcaga gacgtgacca agccatcccc agccccaaac 7560 
actgaccgcc ccatctctct ttctaatgag aaggactttg tggtacggca gaggcggggg 7620 
aaagagagtt tgcgtagcag ccctcacaaa aaggccttgt aacggggagg gcccag 7676 



<210> 12 
<211> 2545 
<212> PRT 

<213> Homo sapiens 



<400> 12 

Met Glu Gly Cys Phe Gin Lys lie Lys Leu Asp His lie Leu Ser Pro 
1 5 10 15 

Pro Pro Met Pro Phe Arg Lys Cys Ser Asn Pro Asp Val Ala Ser Gly 
20 25 30 



Pro Gly Lys Ser Leu Lys Tyr Lys Arg Gin Leu Ser Glu Asp Gly Arg 
35 40 45 

Gin Leu Arg Arg Gly Ser Leu Gly Gly Ala Leu Thr Gly Arg Tyr Leu 
50 55 60 

Leu Pro Asn Pro Val Ala Gly Gin Ala Trp Pro Ala Ser Ala Glu Thr 
65 70 75 80 

Ser Asn Leu Val Arg Met Arg Ser Gin Ala Leu Gly Gin Ser Ala Pro 
85 90 95 



Ser Leu Thr Ala Ser Leu Lys Glu 
100 

Phe Leu Thr Pro Arg Ser Leu Ser 
115 120 



Leu Ser Leu Pro Arg Arg Gly Ser 
105 110 

Pro Thr Pro Ser Ser Pro Gly Ser 
125 



Pro Cys Ser Pro Leu Leu Ala Phe His Phe Trp Ser Pro Val Cys Pro 
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130 135 140 

Asn Ala Gly Cys Arg Thr Ser Asn Arg Lys Ser Leu lie Gly Asn Gly 
145 150 155 160 

Gin Ser Pro Ala Leu Pro Arg Pro His Ser Pro Leu Ser Ala His Ala 
165 170 175 

Gly Asn Ser Pro Gin Asp Ser Pro Arg Asn Phe Ser Pro Ser Ala Ser 
180 185 190 

Ala His Phe Ser Phe Ala Arg Arg Thr Asp Gly Arg Arg Trp Ser Leu 
195 200 205 

Ala Ser Leu Pro Ser Ser Gly Tyr Gly Thr Asn Thr Pro Ser Ser Thr 
210 215 220 

Val Ser Ser Ser Cys Ser Ser Gin Glu Lys Leu His Gin Leu Pro Tyr 
225 230 235 240 

Gin Pro Thr Pro Asp Glu Leu His Phe Leu Ser Lys His Phe Cys Thr 
245 250 255 

Thr Glu Ser He Ala Thr Glu Asn Arg Cys Arg Asn Thr Pro Met Arg 
260 265 270 

Pro Arg Ser Arg Ser Leu Ser Pro Gly Arg Ser Pro Ala Cys Cys Asp 
275 280 285 

His Glu He He Met Met Asn His Val Tyr Lys Glu Arg Phe Pro Lys 
290 295 300 

Ala Thr Ala Gin Met Glu Glu Arg Leu Lys Glu He He Thr Ser Tyr 
305 310 315 320 

Ser Pro Asp Asn Val Leu Pro Leu Ala Asp Gly Val Leu Ser Phe Thr 
325 330 335 

His His Gin He He Glu Leu Ala Arg Asp Cys Leu Asp Lys Ser His 
340 345 350 

Gin Gly Leu He Thr Ser Arg Tyr Phe Leu Glu Leu Gin His Lys Leu 
355 360 365 

Asp Lys Leu Leu Gin Glu Ala His Asp Arg Ser Glu Ser. Gly Glu Leu 
370 375 380 

Ala Phe He Lys Gin Leu Val Arg Lys He Leu He Val He Ala Arg 
385 390 395 400 

Pro Ala Arg Leu Leu Glu Cys Leu Glu Phe Asp Pro Glu Glu Phe Tyr 
405 410 415 

Tyr Leu Leu Glu Ala Ala Glu Gly His Ala Lys Glu Gly Gin Gly He 
420 425 430 



Lys Thr Asp He Pro Arg Tyr He He Ser Gin Leu Gly Leu Asn Lys 
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435 440 445 

Asp Pro Leu Glu Glu Met Ala His Leu Gly Asn Tyr Asp Ser Gly Thr 
450 455 460 

Ala Glu Thr Pro Glu Thr Asp Glu Ser Val Ser Ser Ser Asn Ala Ser 
465 470 475 480 

Leu Lys Leu Arg Arg Lys Pro Arg Glu Ser Asp Phe Glu Thr He Lys 
485 490 495 

Leu He Ser Asn Gly Ala Tyr Gly Ala Val Tyr Phe Val Arg His Lys 
500 505 510 

Glu Ser Arg Gin Arg Phe Ala Met Lys Lys He Asn Lys Gin Asn Leu 
515 520 525 

He Leu Arg Asn Gin He Gin Gin Ala Phe Val Glu Arg Asp He Leu 
530 535 540 

Thr Phe Ala Glu Asn Pro Phe Val Val Ser Met Tyr Cys Ser Phe Glu 
545 550 555 560 

Thr Arg Arg His Leu Cys Met Val Met Glu Tyr Val Glu Gly Gly Asp 
565 570 575 

Cys Ala Thr Leu Met Lys Asn Met Gly Pro Leu Pro Val Asp Met Ala 
580 585 590 

Arg Met Tyr Phe Ala Glu Thr Val Leu Ala Leu Glu Tyr Leu His Asn 
595 600 605 

Tyr Gly He Val His Arg Asp Leu Lys Pro Asp Ser Leu Leu Val Thr 
610 615 620 

Ser Met Gly His He Lys Leu Thr Asp Phe Gly Leu Ser Lys Val Gly 
625 630 635 640 

Leu Met Ser Met Thr Thr Asn Leu Tyr Glu Gly His He Glu Lys Asp 
645 650 655 

Ala Arg Glu Phe Leu Asp Lys Gin Val Cys Gly Thr Pro Glu Tyr He 
660 665 670 

Ala Pro Glu Val He Leu Arg Gin Gly Tyr Gly Lys Pro Val Asp Trp 
675 680 685 

Trp Ala Met Gly He He Leu Tyr Glu Phe Leu Val Gly Cys Val Pro 
690 695 700 

Phe Phe Gly Asp Thr Pro Glu Glu Leu Phe Gly Gin Val He Ser Asp 
705 710 715 720 

Glu He Asn Trp Pro Glu Lys Asp Glu Ala Pro Pro Pro Asp Ala Gin 
725 730 735 

Asp Leu He Thr Leu Leu Leu Arg Gin Asn Pro Leu Glu Arg Leu Gly 
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740 



745 



750 



Thr Gly Gly Ala Tyr Glu Val Lys Gin His Arg Phe Phe Arg Ser Leu 
755 760 765 

Asp Trp Asn Ser Leu Leu Arg Gin Lys Ala Glu Phe lie Pro Gin Leu 
770 775 780 

Glu Ser Glu Asp Asp Thr Ser Tyr Phe Asp Thr Arg Ser Glu Lys Tyr 
785 790 795 800 

His His Met Glu Thr Glu Glu Glu Asp Asp Thr Asn Asp Glu Asp Phe 
805 810 815 

Asn Val Glu lie Arg Gin Phe Ser Ser Cys Ser His Arg Phe Ser Lys 
820 825 830 

Val Phe Ser Ser lie Asp Arg lie Thr Gin Asn Ser Ala Glu Glu Lys 
835 840 845 

Glu Asp Ser Val Asp Lys Thr Lys Ser Thr Thr Leu Pro Ser Thr Glu 
850 855 860 

Thr Leu Ser Trp Ser Ser Glu Tyr Ser Glu Met Gin Gin Leu Ser Thr 
865 870 875 880 

Ser Asn Ser Ser Asp Thr Glu Ser Asn Arg His Lys Leu Ser Ser Gly 
885 890 895 

Leu Leu Pro Lys Leu Ala lie Ser Thr Glu Gly Glu Gin Asp Glu Ala 
900 905 910 

Ala Ser Cys Pro Gly Asp Pro His Glu Glu Pro Gly Lys Pro Ala Leu 
915 920 925 

Pro Pro Glu Glu Cys Ala Gin Glu Glu Pro Glu Val Thr Thr Pro Ala 
930 935 940 

Ser Thr lie Ser Ser Ser Thr Leu Ser Val Gly Ser Phe Ser Glu His 
945 950 955 960 

Leu Asp Gin lie Asn Gly Arg Ser Glu Cys Val Asp Ser Thr Asp Asn 
965 970 975 

Ser Ser Lys Pro Ser Ser Glu Pro Ala Ser His Met Ala Arg Gin Arg 
980 985 990 

Leu Glu Ser Thr Glu Lys Lys Lys lie Ser Gly Lys Val Thr Lys Ser 
995 1000 1005 

Leu Ser Ala Ser Ala Leu Ser Leu Met lie Pro Gly Asp Met Phe Ala 
1010 1015 1020 

Val Ser Pro Leu Gly Ser Pro Met Ser Pro His Ser Leu Ser Ser Asp 
1025 1030 1035.. 1040 



Pro Ser Ser Ser Arg Asp Ser Ser Pro Ser Arg Asp Ser Ser Ala Ala 
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1045 



1050 



1055 



Ser Ala Ser Pro His Gin Pro lie Val lie His Ser Ser Gly Lys Asn 
1060 1065 1070 

Tyr Gly Phe Thr lie Arg Ala lie Arg Val Tyr Val Gly Asp Ser Asp 
1075 1080 1085 

lie Tyr Thr Val His His lie Val Trp Asn Val Glu Glu Gly Ser Pro 
1090 1095 1100 

Ala Cys Gin Ala Gly Leu Lys Ala Gly Asp Leu lie Thr His lie Asn 
1105 1110 1115 1120 

Gly Glu Pro Val His Gly Leu Val His Thr Glu Val lie Glu Leu Leu 
1125 1130 1135 

Leu Lys Ser Gly Asn Lys Val Ser lie Thr Thr Thr Pro Phe Glu Asn 
1140 1145 1150 

Thr Ser lie Lys Thr Gly Pro Ala Arg Arg Asn Ser Tyr Lys Ser Arg 
1155 1160 1165 

Met Val Arg Arg Ser Lys Lys Ser Lys Lys Lys Glu Ser Leu Glu Arg 
1170 1175 1180 

Arg Arg Ser Leu Phe Lys Lys Leu Ala Lys Gin Pro Ser Pro Leu Leu 
1185 1190 1195 1200 

His Thr Ser Arg Ser Phe Ser Cys Leu Asn Arg Ser Leu Ser Ser Gly 
1205 1210 1215 

Glu Ser Leu Pro Gly Ser Pro Thr His Ser Leu Ser Pro Arg Ser Pro 
1220 1225 1230 

Thr Pro Ser Tyr Arg Ser Thr Pro Asp Phe Pro Ser Gly Thr Asn Ser 
1235 1240 1245 

Ser Gin Ser Ser Ser Pro Ser Ser Ser Ala Pro Asn Ser Pro Ala Gly 
1250 1255 1260 

Ser Gly His lie Arg Pro Ser Thr Leu His Gly Leu Ala Pro Lys Leu 
1265 1270 1275 1280 

Gly Gly Gin Arg Tyr Arg Ser Gly Arg Arg Lys Ser Ala Gly Asn lie 



Pro Leu Ser Pro Leu Ala Arg Thr Pro Ser Pro Thr Pro Gin Pro Thr 
1300 1305 1310 

Ser Pro Gin Arg Ser Pro Ser Pro Leu Leu Gly His Ser Leu Gly Asn 
1315 1320 1325 

Ser Lys lie Ala Gin Ala Phe Pro Ser Lys Met His Ser Pro Pro Thr 



1285 



1290 



1295 



1330 



1335 



1340 



lie Val Arg His He Val Arg Pro Lys Ser Ala Glu Pro Pro Arg Ser 
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1345 1350 1355 1360 

Pro Leu Leu Lys Arg Val Gin Ser Glu Glu Lys Leu Ser Pro Ser Tyr 
1365 1370 1375 

Gly Ser Asp Lys Lys His Leu Cys Ser Arg Lys His Ser Leu Glu Val 
1380 1385 1390 

Thr Gin Glu Glu Val Gin Arg Glu Gin Ser Gin Arg Glu Ala Pro Leu 
1395 1400 1405 

Gin Ser Leu Asp Glu Asn Val Cys Asp Val Pro Pro Leu Ser Arg Ala 
1410 1415 1420 

Arg Pro Val Glu Gin Gly Cys Leu Lys Arg Pro Val Ser Arg Lys Val 
1425 1430 1435 1440 

Gly Arg Gin Glu Ser Val Asp Asp Leu Asp Arg Asp Lys Leu Lys Ala 
1445 1450 1455 

Lys Val Val Val Lys Lys Ala Asp Gly Phe Pro Glu Lys Gin Glu Ser 
1460 1465 1470 

His Gin Lys Ser His Gly Pro Gly Ser Asp Leu Glu Asn Phe Ala Leu 
1475 1480 1485 

Phe Lys Leu Glu Glu Arg Glu Lys Lys Val Tyr Pro Lys Ala Val Glu 
1490 1495 1500 

Arg Ser Ser Thr Phe Glu Asn Lys Ala Ser Met Gin Glu Ala Pro Pro 
1505 1510 1515 1520 

Leu Gly Ser Leu Leu Lys Asp Ala Leu His Lys Gin Ala Ser Val Arg 
1525 1530 1535 

Ala Ser Glu Gly Ala Met Ser Asp Gly Pro Val Pro Ala Glu His Arg 
1540 1545 1550 

Gin Gly Gly Gly Asp Phe Arg Arg Ala Pro Ala Pro Gly Thr Leu Gin 
1555 1560 1565 

Asp Gly Leu Cys His Ser Leu Asp Arg Gly lie Ser Gly Lys Gly Glu 
1570 1575 1580 

Gly Thr Glu Lys Ser Ser Gin Ala Lys Glu Leu Leu Arg Cys Glu Lys 
1585 1590 1595 1600 

Leu Asp Ser Lys Leu Ala Asn lie Asp Tyr Leu Arg Lys Lys Met Ser 
1605 1610 1615 

Leu Glu Asp Lys Glu Asp Asn Leu Cys Pro Val Leu Lys Pro Lys Met 
1620 1625 1630 

Thr Ala Gly Ser His Glu Cys Leu Pro Gly Asn Pro Val Arg Pro Thr 
1635 1640 1645 



Gly Gly Gin Gin Glu Pro Pro Pro Ala Ser Glu Ser Arg Ala Phe Val 
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1650 



1655 



1660 



Ser Ser Thr His Ala Ala Gin Met Ser Ala Val Ser Phe Val Pro Leu 
1665 1670 1675 1680 

Lys Ala Leu Thr Gly Arg Val Asp Ser Gly Thr Glu Lys Pro Gly Leu 
1685 1690 1695 

Val Ala Pro Glu Ser Pro Val Arg Lys Ser Pro Ser Glu Tyr Lys Leu 
1700 1705 1710 

Glu Gly Arg Ser Val Ser Cys Leu Glu Pro lie Glu Gly Thr Leu Asp 
1715 1720 1725 

lie Ala Leu Leu Ser Gly Pro Gin Ala Ser Lys Thr Glu Leu Pro Ser 
1730 1735 1740 

Pro Glu Ser Ala Gin Ser Pro Ser Pro Ser Gly Asp Val Arg Ala Ser 
1745 1750 1755 1760 

Val Pro Pro Val Leu Pro Ser Ser Ser Gly Lys Lys Asn Asp Thr Thr 
1765 1770 1775 

Ser Ala Arg Glu Leu Ser Pro Ser Ser Leu Lys Met Asn Lys Ser Tyr 
1780 1785 1790 



Leu Leu Glu Pro Trp Phe Leu Pro 
1795 1800 

Pro Ala Val Ser Leu Pro Asp Pro 
1810 1815 

Pro His Pro Thr Ala Arg Ser Pro 
1825 1830 

Gin Gin Arg Glu Gly Ser Ser Pro 
1845 



Pro Ser Arg Gly Leu Gin Asn Ser 
1805 

Glu Phe Lys Arg Asp Arg Lys Gly 
1820 

Gly Thr Val Met Glu Ser Asn Pro 
1835 1840 

Lys His Gin Asp His Thr Thr Asp 
1850 1855 



Pro Lys Leu Leu Thr Cys Leu Gly Gin Asn Leu His Ser Pro Asp Leu 
1860 1865 1870 

Ala Arg Pro Arg Cys Pro Leu Pro Pro Glu Ala Ser Pro Ser Arg Glu 
1875 1880 1885 

Lys Pro Gly Leu Arg Glu Ser Ser Glu Arg Gly Pro Pro Thr Ala Arg 
1890 1895 1900 

Ser Glu Arg Ser Ala Ala Arg Ala Asp Thr Cys Arg Glu Pro Ser Met 
1905 1910 1915 1920 

Glu Leu Cys Phe Pro Glu Thr Ala Lys Thr Ser Asp Asn Ser Lys Asn 
1925 1930 1935 

Leu Leu Ser Val Gly Arg Thr His Pro Asp Phe Tyr Thr Gin Thr Gin 
1940 1945 1950 

Ala Met Glu Lys Ala Trp Ala Pro Gly Gly Lys Thr Asn His Lys Asp 
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1955 



1960 



1965 



Gly Pro Gly Glu Ala Arg Pro Pro Pro Arg Asp Asn Ser Ser Leu His 
1970 1975 1980 

Ser Ala Gly lie Pro Cys Glu Lys Glu Leu Gly Lys Val Arg Arg Gly 
1985 1990 1995 2000 

Val Glu Pro Lys Pro Glu Ala Leu Leu Ala Arg Arg Ser Leu Gin Pro 
2005 2010 2015 

Pro Gly lie Glu Ser Glu Lys Ser Glu Lys Leu Ser Ser Phe Pro Ser 
2020 2025 2030 

Leu Gin Lys Asp Gly Ala Lys Glu Pro Glu Arg Lys Glu Gin Pro Leu 
2035 2040 2045 

Gin Arg His Pro Ser Ser lie Pro Pro Pro Pro Leu Thr Ala Lys Asp 
2050 2055 2060 

Leu Ser Ser Pro Ala Ala Arg Gin His Cys Ser Ser Pro Ser His Ala 
2065 2070 2075 2080 

Ser Gly Arg Glu Pro Gly Ala Lys Pro Ser Thr Ala Glu Pro Ser Ser 
2085 2090 2095 

Ser Pro Gin Asp Pro Pro Lys Pro Val Ala Ala His Ser Glu Ser Ser 
2100 2105 2110 

Ser His Lys Pro Arg Pro Gly Pro Asp Pro Gly Pro Pro Lys Thr Lys 
2115 2120 2125 

His Pro Asp Arg Ser Leu Ser Ser Gin Lys Pro Ser Val Gly Ala Thr 
2130 2135 2140 

Lys Gly Lys Glu Pro Ala Thr Gin Ser Leu Gly Gly Ser Ser Arg Glu 
2145 2150 2155 2160 

Gly Lys Gly His Ser Lys Ser Gly Pro Asp Val Phe Pro Ala Thr Pro 
2165 2170 2175 

Gly Ser Gin Asn Lys Ala Ser Asp Gly lie Gly Gin Gly Glu Gly Gly 
2180 2185 2190 

Pro Ser Val Pro Leu His Thr Asp Arg Ala Pro Leu Asp Ala Lys Pro 
2195 2200 2205 

Gin Pro Thr Ser Gly Gly Arg Pro Leu Glu Val Leu Glu Lys Pro Val 
2210 2215 2220 

His Leu Pro Arg Pro Gly His Pro Gly Pro Ser Glu Pro Ala Asp Gin 
2225 2230 2235 2240 

Lys Leu Ser Ala Val Gly Glu Lys Gin Thr Leu Ser Pro Lys His Pro 
2245 2250 2255 



Lys Pro 



Ser 



Thr Val Lys Asp Cys Pro Thr Leu Cys Lys Gin Thr Asp 
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2260 



2265 



2270 



Asn Arg Gin Thr Asp Lys Ser Pro Ser Gin Pro Ala Ala Asn Thr Asp 
2275 2280 2285 

Arg Arg Ala Glu Gly Lys Lys Cys Thr Glu Ala Leu Tyr Ala Pro Ala 
2290 2295 2300 

Glu Gly Asp Lys Leu Glu Ala Gly Leu Ser Phe Val His Ser Glu Asn 
2305 2310 2315 2320 

Arg Leu Lys Gly Ala Glu Arg Pro Ala Ala Gly Val Gly Lys Gly Phe 
2325 2330 2335 

Pro Glu Ala Arg Gly Lys Gly Pro Gly Pro Gin Lys Pro Pro Thr Glu 
2340 2345 2350 

Ala Asp Lys Pro Asn Gly Met Lys Arg Ser Pro Ser Ala Thr Gly Gin 
2355 2360 2365 

Ser Ser Phe Arg Ser Thr Ala Leu Pro Glu Lys Ser Leu Ser Cys Ser 
2370 2375 2380 

Ser Ser Phe Pro Glu Thr Arg Ala Gly Val Arg Glu Ala Ser Ala Ala 
2385 2390 2395 2400 

Ser Ser Asp Thr Ser Ser Ala Lys Ala Ala Gly Gly Met Leu Glu Leu 
2405 2410 2415 

Pro Ala Pro Ser Asn Arg Asp His Arg Lys Ala Gin Pro Ala Gly Glu 
2420 2425 2430 

Gly Arg Thr His Met Thr Lys Ser Asp Ser Leu Pro Ser Phe Arg Val 
2435 2440 2445 

Ser Thr Leu Pro Leu Glu Ser His His Pro Asp Pro Asn Thr Met Gly 
2450 2455 2460 

Gly Ala Ser His Arg Asp Arg Ala Leu Ser Val Thr Ala Thr Val Gly 
2465 2470 2475 2480 

Glu Thr Lys Gly Lys Asp Pro Ala Pro Ala Gin Pro Pro Pro Ala Arg 
2485 2490 2495 

Lys Gin Asn Val Gly Arg Asp Val Thr Lys Pro Ser Pro Ala Pro Asn 
2500 2505 2510 

Thr Asp Arg Pro lie Ser Leu Ser Asn Glu Lys Asp Phe Val Val Arg 
2515 2520 2525 

Gin Arg Arg Gly Lys Glu Ser Leu Arg Ser Ser Pro His Lys Lys Ala 
2530 2535 2540 

Leu 
2545 
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<210> 13 
<211> 1119 
<212> DNA 

<213> Homo sapiens 
<400> 13 

agcagcccta gcagggatgg acatgatgct 
gtggctggcg gcggtgctcc tcagcctgtg 
acagagtgtg gacttcccct gggcggccgt 
ggcggatttg aggtgttatt tggaagatgg 
aagtattatt tttgcgggag gtgataagtg 
attgaataaa agggactaca gcctccagat 
atacacgtgt tctgttcaga ctcaacatac 
gcaagttcct cctaagatat atgacatctc 
cgtcactctt acttgtttgg ccactgggaa 
ctccccatca gcaaaaccat ttgaaaatgg 
ggaccaggct ggggaatatg aatgcagtgc 
gaaagtaaaa gttgttgtca actttgctcc 
gacccccgga cgcagtggcc tgataagatg 
tgaatggtac aaaggagaga agaagctctt 
ttttagcaca agatccattc tcactgttac 
tacttgtgtg gctgccaaca agctaggcac 
aagtacagcc cagtatggaa ttaccgggag 
tgtgttgaca ctgtcctctt tcaccagcat 
aattcaaaga cccataaaag gcttttaagg 



gttggtgcag ggtgcttgtt gctcgaacca 60 
ctgcctgcta ccctcctgcc tcccggctgg 120 
ggacaacatg atggtcagaa aaggggacac 180 
agcttcaaag ggtgcctggc tgaaccggtc 240 
gtcagtggat cctcgagttt caatttcaac 300 
acagaatgta gatgtgacag atgatggccc 360 
acccagaaca atgcaggtgc atctaactgt 420 
aaatgatatg accgtcaatg aaggaaccaa 480 
accagagcct tccatttctt ggcgacacat 540 
acaatatttg gacatttatg gaattacaag 600 
ggaaaatgat gtgtcattcc cagatgtgag 660 
tactattcag gaaattaaat ctggcaccgt 720 
tgaaggtgca ggtgtgccgc ctccagcctt 780 
caatggccaa caaggaatta ttattcaaaa 840 
caacgtgaca caggagcact tcggcaatta 900 
aaccaatgcg agcctgcctc ttaaccctcc 960 
cgctgatgtt cttttctcct gctggtacct 1020 
attctacctg aagaatgcca ttctacaata 1080 
attctctga 1119 



<210> 14 
<211> 354 

<212> PRT 

<213> Homo sapiens 
<400> 14 

Met Asp Met Met Leu Leu Val Gin Gly Ala Cys Cys Ser Asn Gin Trp 
15 10 15 

Leu Ala Ala Val Leu Leu Ser Leu Cys Cys Leu Leu Pro Ser Cys Leu 
20 25 30 

Pro Ala Gly Gin Ser Val Asp Phe Pro Trp Ala Ala Val Asp Asn Met 
35 40 45 

Met Val Arg Lys Gly Asp Thr Ala Asp Leu Arg Cys Tyr Leu Glu Asp 
50 55 60 

Gly Ala Ser Lys Gly Ala Trp Leu Asn Arg Ser Ser lie lie Phe Ala 
65 70 75 80 

Gly Gly Asp Lys Trp Ser Val Asp Pro Arg Val Ser lie Ser Thr Leu 
85 90 95 

Asn Lys Arg Asp Tyr Ser Leu Gin He Gin Asn Val Asp Val Thr Asp 
100 105 110 

Asp Gly Pro Tyr Thr Cys Ser Val Gin Thr Gin His Thr Pro Arg Thr 
115 120 125 
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Met Gin Val His Leu Thr Val Gin Val Pro Pro Lys He Tyr Asp He 
130 135 140 

Ser Asn Asp Met Thr Val Asn Glu Gly Thr Asn Val Thr Leu Thr Cys 
145 150 155 160 

Leu Ala Thr Gly Lys Pro Glu Pro Ser He Ser Trp Arg His He Ser 
165 170 175 

Pro Ser Ala Lys Pro Phe Glu Asn Gly Gin Tyr Leu Asp He Tyr Gly 
180 185 190 

He Thr Arg Asp Gin Ala Gly Glu Tyr Glu Cys Ser Ala Glu Asn Asp 
195 200 205 

Val Ser Phe Pro Asp Val Arg Lys Val Lys Val Val Val Asn Phe Ala 
210 215 220 

Pro Thr He Gin Glu He Lys Ser Gly Thr Val Thr Pro Gly Arg Ser 
225 230 235 240 

Gly Leu He Arg Cys Glu Gly Ala Gly Val Pro Pro Pro Ala Phe Glu 
245 250 255 

Trp Tyr Lys Gly Glu Lys Lys Leu Phe Asn Gly Gin Gin Gly He He 
260 265 270 

He Gin Asn Phe Ser Thr Arg Ser He Leu Thr Val Thr Asn Val Thr 
275 280 285 

Gin Glu His Phe Gly Asn Tyr Thr Cys Val Ala Ala Asn Lys Leu Gly 
290 295 300 

Thr Thr Asn Ala Ser Leu Pro Leu Asn Pro Pro Ser Thr Ala Gin Tyr 
305 310 315 320 

Gly He Thr Gly Ser Ala Asp Val Leu Phe Ser Cys Trp Tyr Leu Val 
325 330 335 

Leu Thr Leu Ser Ser Phe Thr Ser He Phe Tyr Leu Lys Asn Ala He 
340 345 350 

Leu Gin 



<210> 15 
<211> 3092 
<212> DNA 

<213> Homo sapiens 
<400> 15 

atggagccct ccagagcgct tctcggctgc 
ggggaggatg gagcaggggc cggggccgag 
gcggcggtgg gccccgggga gctgggctgc 
ttcgagtacg aggcggcggg cgaggacgag 
gtgctgtcca aggactcgca ggtgtccggc 



ctagcgagcg ccgccgctgc cgccccgccg 60 
gaggaggagg aggaggagga ggaggcggcg 120 
gacgcgccgc tgccctactg gacggccgtg 180 
ctgaccctgc ggctgggcga cgtggtggag 240 
gacgagggct ggtggaccgg gcagctgaac 300 
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cagcgggtgg gcatcttccc cagcaactac 
tgccagcccg gcggcgaaat tgattttgcg 
gggggctttg ggaaggtcta tcgtgctttc 
gctcgccacg accctgatga ggacatcagc 
aagctcttcg ccatgctgaa gcaccccaac 
gagcccaacc tctgcttggt catggagttt 
tctgggaaaa ggattccccc agacatcctg 
atgaactact tacatgatga ggcaattgtt 
aacgtattga tcctccagaa ggtggagaat 
actgattttg gcctggctcg ggaatggcac 
tatgcttgga tggcacccga agtcatccgg 
tggagctatg gggtgctact ttgggagttg 
gatggcttag cagtcgctta tggagtggcc 
acgtgcccag aaccttttgc caaactcatg 
cgaccatctt tcacgaatat cctggaccag 
gaaatgccca aggactcctt ccactgcctg 
atgtttgacc aactcagggc caaagaaaag 
cgggctgcac tgcagcagaa gaaccaggag 
gccgagcggg agattgacat cctggaacgg 
caggagaagc cccgggtgaa gaaacgcaag 
aaggatggca accgcatcag cctcccttct 
tcccctacca tggataaaag gaagagtctt 
cccaccatca ttcctcgcct tcgagccatc 
ggccagaaca cacaggggca cctgtccgaa 
gtcccaaagg aggaagggga ggaggaggag 
tgggggccag ggacgcttgg tcagaaggag 
gtagatggat ataagcagtg gtcgtccagt 
accccggccc tgccagggtt caccagcctt 
ccagggagtg gagagagtcg cctacagcat 
ttccctcgtg gagagcccac cccagtcaac 
accaacagcc tcaagcgggg cggtgcccac 
tgtggggctg ttctggcagc cacaggccta 
cagctgcttc ccctggagga gcctgagcca 
ggtctttttc agaggtccag ccgtcctcgt 
ttcaagaagg aggagcccat gctgttgcta 
tccctctcct ccatctccga gtgcaactcc 
gaaattgtcg tgtatgagat gccagtcagc 
acccacaacc ccctggtcaa tgtccgagta 
ctgactccca cccatgtcac cctcaccacc 
ccttctgatg gggcccttaa gccagagact 
cgagacccag gt'gaattccc ccgtctccct 
aggcgctgga acactcagca ggactctacc 
cctcggccgc gtccttctgc caaccggcaa 
agccatgccc gcagcacctc cccagccaac 
cccccgactg agcggacgct cctggacctg 
gtgccgctgt gcagagcgga actgaacaca 
gagttctggt cttagcacga aaaggattgg 



gtgaccccgc gcagcgcctt ctccagccgc 360 
gagctcacct tggaagagat tattggcatc 420 
tggatagggg atgaggttgc tgtgaaagca 480 
cagaccatag agaatgttcg ccaagaggcc 540 
atcattgccc taagaggggt atgtctgaag 600 
gctcgtggag gacctttgaa tagagtgtta 660 
gtgaattggg ctgtgcagat tgccagaggg 720 
cccatcatcc accgcgacct taagtccagc 780 
ggagacctga gcaacaagat tctgaagatc 840 
cgaaccacca agatgagtgc ggcagggacg 900 
gcctccatgt tttccaaagg cagtgatgtg 960 
ctgactggtg aggtgccctt tcgaggcatt 1020 
atgaacaaac tcgcccttcc tattccttct 1080 
gaagactgct ggaatcctga tccccactca 1140 
ctaaccacca tagaggagtc tggtttcttt 1200 
caggacaact ggaaacacga gattcaggag 1260 
gaacttcgca cctgggagga ggagctgacg 1320 
gaactgctgc ggcgtcggga gcaggagctg 1380 
gagctcaaca tcatcatcca ccagctgtgc 1440 
ggcaagttca ggaagagccg gctgaagctc 1500 
ggtttccagc acaagttcac ggtgcaggcc 1560 
atcaacagcc gctccagtcc tcctgcaagc 1620 
cagtgtgaga ctgtttccca aattagctgg 1680 
agcagcaaaa cctggggcag gagctcagtc 1740 
aagagggccc caaagaagaa gggacggacg 1800 
cttgcctcgg gagatgaact caagtccctg 1860 
gcccccaacc tggtgaaggg cccaaggagt 1920 
atggagatgg aggatgagga cagtgaaggc 1980 
tcacccagcc agtcctacct ctgtatccca 2040 
tcggccacga gtacccctca gctgacgcca 2100 
caccgccgct gcgaggtggc tctgctcggc 2160 
gggtttgact tgctggaagc tggcaagtgc 2220 
ccagcccggg aggagaagaa aagacgggag 2280 
cggagcacca gccccccatc ccgaaagctt 2340 
ggagacccct ctgcctccct gacgctgctc 2400 
acacgctccc tgctgcagtc cgacagcgat 2460 
ccagtcgagg cccctcccct gagtccatgt 2520 
gagcgcttca aacgagatcc taaccaatct 2580 
ccctcgcagc ccagcagtca ccggcggact 2640 
ctcctagcca gcaggagccc cagtcccagc 2700 
gaccccaatg tggtcttccc cccaacccca 2760 
ttggagagac ccaagactct ggagtttctg 2820 
cggctggacc cttggtggtt tgtgtccccc 2880 
agctccagca cagagacgcc cgggccgctg 2940 
gatgcagagg ggcagagtca ggacagcacc 3000 
cacaggcctg ccccttatga gatccagcag 3060 
gg 3092 



<210> 16 
<211> 1024 
<212> PRT 

<213> Homo sapiens 
<400> 16 

Met Glu Pro Ser Arg Ala Leu Leu Gly Cys Leu Ala Ser Ala Ala Ala 
15 10 15 
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Ala Ala Pro Pro Gly Glu Asp Gly Ala Gly Ala Gly Ala Glu Glu Glu 
20 25 30 



Glu Glu Glu Glu Glu Glu Ala Ala Ala Ala Val Gly Pro Gly Glu Leu 
35 40 45 

Gly Cys Asp Ala Pro Leu Pro Tyr Trp Thr Ala Val Phe Glu Tyr Glu 
50 55 60 

Ala Ala Gly Glu Asp Glu Leu Thr Leu Arg Leu Gly Asp Val Val Glu 
65 70 75 80 

Val Leu Ser Lys Asp Ser Gin Val Ser Gly Asp Glu Gly Trp Trp Thr 
85 90 95 

Gly Gin Leu Asn Gin Arg Val Gly He Phe Pro Ser Asn Tyr Val Thr 
100 105 110 

Pro Arg Ser Ala Phe Ser Ser Arg Cys Gin Pro Gly Gly Glu He Asp 
115 120 125 

Phe Ala Glu Leu Thr Leu Glu Glu He He Gly He Gly Gly Phe Gly 

130 135 140 

Lys Val Tyr Arg Ala Phe Trp He Gly Asp Glu Val Ala Val Lys Ala 
145 150 155 160 

Ala Arg His Asp Pro Asp Glu Asp He Ser Gin Thr He Glu Asn Val 
165 170 175 

Arg Gin Glu Ala Lys Leu Phe Ala Met Leu Lys His Pro Asn He He 
180 185 190 

Ala Leu Arg Gly Val Cys Leu Lys Glu Pro Asn Leu Cys Leu Val Met 
195 200 205 

Glu Phe Ala Arg Gly Gly Pro Leu Asn Arg Val Leu Ser Gly Lys Arg 
210 215 220 

He Pro Pro Asp He Leu Val Asn Trp Ala Val Gin He Ala Arg Gly 
225 230 235 240 

Met Asn Tyr Leu His Asp Glu Ala He Val Pro He He His Arg Asp 
245 250 255 

Leu Lys Ser Ser Asn Val Leu He Leu Gin Lys Val Glu Asn Gly Asp 
260 265 270 

Leu Ser Asn Lys He Leu Lys He Thr Asp Phe Gly Leu Ala Arg Glu 
275 280 285 

Trp His Arg Thr Thr Lys Met Ser Ala Ala Gly Thr Tyr Ala Trp Met 
290 295 300 

Ala Pro Glu Val He Arg Ala Ser Met Phe Ser Lys Gly Ser Asp Val 
305 310 315 320 
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Trp Ser Tyr Gly Val Leu Leu Trp Glu Leu Leu Thr Gly Glu Val Pro 
325 330 335 



Phe Arg Gly lie Asp Gly Leu Ala 
340 

Lys Leu Ala Leu Pro lie Pro Ser 
355 360 

Leu Met Glu Asp Cys Trp Asn Pro 
370 375 

Thr Asn lie Leu Asp Gin Leu Thr 
385 390 

Glu Met Pro Lys Asp Ser Phe His 
405 



Val Ala Tyr Gly Val Ala Met Asn 
345 350 

Thr Cys Pro Glu Pro Phe Ala Lys 
365 

Asp Pro His Ser Arg Pro Ser Phe 
380 

Thr lie Glu Glu Ser Gly Phe Phe 
395 400 

Cys Leu Gin Asp Asn Trp Lys His 
410 415 



Glu He Gin Glu Met Phe Asp Gin 

. 420 

Arg Thr Trp Glu Glu Glu Leu Thr 
435 440 

Gin Glu Glu Leu Leu Arg Arg Arg 
450 455 



Leu Arg Ala Lys Glu Lys Glu Leu 

425 430 

Arg Ala Ala Leu Gin Gin Lys Asn 
445 

Glu Gin Glu Leu Ala Glu Arg Glu 
460 



He Asp lie Leu Glu Arg Glu Leu Asn He He He His Gin Leu Cys 
465 470 475 480 

Gin Glu Lys Pro Arg Val Lys Lys Arg Lys Gly Lys Phe Arg Lys Ser 
485 490 495 

Arg Leu Lys Leu Lys Asp Gly Asn Arg He Ser Leu Pro Ser Gly Phe 
500 505 510 



Gin His Lys Phe Thr Val Gin Ala Ser Pro Thr Met Asp Lys Arg Lys 
515 520 525 

Ser Leu He Asn Ser Arg Ser Ser Pro Pro Ala Ser Pro Thr He He 
530 535 540 



Pro Arg Leu Arg Ala He Gin Cys Glu Thr Val Ser Gin He Ser Trp 
545 550 555 560 

Gly Gin Asn Thr Gin Gly His Leu Ser Glu Ser Ser Lys Thr Trp Gly 
565 .570 575 

Arg Ser Ser Val Val Pro Lys Glu Glu Gly Glu Glu Glu Glu Lys Arg 
580 585 590 

Ala Pro Lys Lys Lys Gly Arg Thr Trp Gly Pro Gly Thr Leu Gly Gin 
595 600 605 

Lys Glu Leu Ala Ser Gly Asp Glu Leu Lys Ser Leu Val Asp Gly Tyr 
610 615 620 

37 



Lys Gin Trp Ser Ser Ser Ala Pro Asn Leu Val Lys Gly Pro Arg Ser 
625 630 635 640 



Thr Pro Ala Leu Pro Gly Phe Thr Ser Leu Met Glu Met Glu Asp Glu 
645 650 655 

Asp Ser Glu Gly Pro Gly Ser Gly Glu Ser Arg Leu Gin His Ser Pro 
660 665 670 

Ser Gin Ser Tyr Leu Cys lie Pro Phe Pro Arg Gly Glu Pro Thr Pro 
675 680 685 

Val Asn Ser Ala Thr Ser Thr Pro Gin Leu Thr Pro Thr Asn Ser Leu 
690 695 700 

Lys Arg Gly Gly Ala His His Arg Arg Cys Glu Val Ala Leu Leu Gly 
705 710 715 720 

Cys Gly Ala Val Leu Ala Ala Thr Gly Leu Gly Phe Asp Leu Leu Glu 
725 730 735 

Ala Gly Lys Cys Gin Leu Leu Pro Leu Glu Glu Pro Glu Pro Pro Ala 

740 745 750 

Arg Glu Glu Lys Lys Arg Arg Glu Gly Leu Phe Gin Arg Ser Ser Arg 
755 760 765 

Pro Arg Arg Ser Thr Ser Pro Pro Ser Arg Lys Leu Phe Lys Lys Glu 
770 775 780 

Glu Pro Met Leu Leu Leu Gly Asp Pro Ser Ala Ser Leu Thr Leu Leu 
785 790 795 800 

Ser Leu Ser Ser lie Ser Glu Cys Asn Ser Thr Arg Ser Leu Leu Gin 
805 810 815 

Ser Asp Ser Asp Glu lie Val Val Tyr Glu Met Pro Val Ser Pro Val 
820 825 830 

Glu Ala Pro Pro Leu Ser Pro Cys Thr His Asn Pro Leu Val Asn Val 
835 840 845 

Arg Val Glu Arg Phe Lys Arg Asp Pro Asn Gin Ser Leu Thr Pro Thr 
850 855 860 

His Val Thr Leu Thr Thr Pro Ser Gin Pro Ser Ser His Arg Arg Thr 
865 870 875 880 

Pro Ser Asp Gly Ala Leu Lys Pro Glu Thr Leu Leu Ala Ser Arg Ser 
885 890 895 

Pro Ser Pro Ser Arg Asp Pro Gly Glu Phe Pro Arg Leu Pro Asp Pro 
900 905 910 

Asn Val Val Phe Pro Pro Thr Pro Arg Arg Trp Asn Thr Gin Gin Asp 
915 920 925 
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Ser Thr Leu Glu Arg 
930 

Pro Ser Ala Asn Arg 
945 

Ser His Ala Arg Ser 
965 

Pro Gly Pro Leu Pro 
980 

Glu Gly Gin Ser Gin 
995 

Asn Thr His Arg Pro 

1010 



Pro Lys Thr Leu Glu 
935 

Gin Arg Leu Asp Pro 
950 

Thr Ser Pro Ala Asn 
970 

Pro Thr Glu Arg Thr 
985 

Asp Ser Thr Val Pro 
1000 

Ala Pro Tyr Glu lie 
1015 



Phe Leu Pro Arg Pro Arg 
940 

Trp Trp Phe Val Ser Pro 
955 960 

Ser Ser Ser Thr Glu Thr 
975 

Leu Leu Asp Leu Asp Ala 
990 

Leu Cys Arg Ala Glu Leu 
1005 

Gin Gin Glu Phe Trp Ser 
1020 



<210> 17 

<211> 834 

<212> DNA 

<213> Homo sapiens 

<400> 17 

atgacatggc gggcagtggt 
tggttatcat gccctctctc 
ccaggacgac cagggctttg 
tgcccgctgt gaggtaaatg 
ctgccttgac ggcataaacc 
ctgcaccatc aacctggatg 
ggaccgtgtc cacgacttcg 
gcttgtctta cctgtcccag 
agctgtagtg gtacctgcca 
gatctcagtg aaggaggtgg 
ggccctggtg gtgtttgggg 
cctgagggcc tggcgccggg 
ctatgctcca gcgtgccagg 
cctgccacgt gacttgccgc 



caggatactg acctgggctg 
acccctacca cagctcccca 
ctctcaactt cacgtgccgc 
tggatgactg cctgatgcgg 
gcttctcctg cctctgtcct 
actgtgccag ccgcccatgc 
actgcctctg ccccagtggc 
accccccaac cacagtggac 
cggggccagc cccccacagc 
tgcggaggca agaggctggg 
ccctcactgc tgccctggtt 
gtgtctgccc ccctggaccc 
accaggagtg tcaggttagc 
ctgagcctgg aaagaccaca 



ccctacaggt gttggtaagt 60 
tgccgcaatg gcgggcagtg 120 
tgcttggtgg gctttgtggg 180 
ccttgtgcta acggtgccac 240 
gagggctttg ctggacgctt 300 
cagagagggg cccgctgtcg 360 
tatggtggca agacctgtga 420 
acccctctag ggcccacctc 480 
gcaggggctg gtctgctgcg 540 
ctaggtgagc ctagcttggt 600 
ctggctactg tgttgctgac 660 
tgttgctacc ctgccccaca 720 
atgctgccag cagggctccc 780 
gcactgtgat ggag 834 



<210> 18 
<211> 204 
<212> PRT 

<213> Homo sapiens 
<400> 18 

Met Arg Pro Cys Ala Asn Gly Ala Thr Cys Leu Asp Gly He Asn Arg 
15 10 15 

Phe Ser Cys Leu Cys Pro Glu Gly Phe Ala Gly Arg Phe Cys Thr He 
20 25 30 
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Asn Leu Asp Asp Cys Ala Ser Arg Pro Cys Gin Arg Gly Ala Arg Cys 
35 40 45 

Arg Asp Arg Val His Asp Phe Asp Cys Leu Cys Pro Ser Gly Tyr Gly 
50 55 60 

Gly Lys Thr Cys Glu Leu Val Leu Pro Val Pro Asp Pro Pro Thr Thr 
65 70 75 80 

Val Asp Thr Pro Leu Gly Pro Thr Ser Ala Val Val Val Pro Ala Thr 
85 90 95 

Gly Pro Ala Pro His Ser Ala Gly Ala Gly Leu Leu Arg lie Ser Val 
100 105 110 

Lys Glu Val Val Arg Arg Gin Glu Ala Gly Leu Gly Glu Pro Ser Leu 
115 120 125 

Val Ala Leu Val Val Phe Gly Ala Leu Thr Ala Ala Leu Val Leu Ala 
130 135 140 

Thr Val Leu Leu Thr Leu Arg Ala Trp Arg Arg Gly Val Cys Pro Pro 
145 150 155 160 

Gly Pro Cys Cys Tyr Pro Ala Pro His Tyr Ala Pro Ala Cys Gin Asp 
165 170 175 

Gin Glu Cys Gin Val Ser Met Leu Pro Ala Gly Leu Pro Leu Pro Arg 
180 185 190 

Asp Leu Pro Pro Glu Pro Gly Lys Thr Thr Ala Leu 
195 200 



<210> 19 

<211> 3981 

<212> DNA 

<213> Homo sapiens 

<400> 19 

atgcagaaag ccatccgact taatgatggc 
aaggacggca cgcgcaaagg ctacctgagc 
accaagtggt tcgcgctgct gcagaacctg 
cggccctcgg ggctttacct gctggagggc 
ccggcgctgt cggccaagga gccgctggag 
catgagaacc agaaagcctt ggagctgagg 
gtggcagcca ttgcacatgc cagctacagg 
cagaaatacc tgcacctgct gcagatcgtg 
cggcagcaga tcgaggatgg ggagatcgag 
ctgctcaagg acaatgagcg catccagtcc 
agcgacatca agaaaattaa gaaggtgcag 
aagtggaaga ccatcatcca ggactacatc 
aggaaccagg tggtgttcag catgctggag 
atccttgtca acaatttcct gcgcccgctg 
atcacacacg acgacgtcag cagcatcttc 
cagatctttt accaaggcct gaaggcccgc 
gacctatttg acatcctgct gcccatgctc 



cacgtcgcgc ccctgggact gctggcgcgc 60 
aagcggagtt cggacaacac aaaatggcaa 120 
ctcttctact tcgagagcga ctcgagctcg 180 
tgcgtctgcg accgcgcgcc ctcccccaag 240 
aaacagcatt acttcacggt gaacttcagc 300 
acagaggacg caaaagattg tgacgaatgg 360 
accctcgcca cagagcatga ggcattaatg 420 
gagacagaga agaccgtggc caagcagctt 480 
atcgagcggc tgaaggcaga gatcacatcc 540 
acccagactg tcgcccccaa cgatgaagac 600 
agcttcctgc ggggctggct gtgccggcgg 660 
cggtcacccc atgctgacag catgcgcaag 720 
gctgaggctg agtacgtgca gcagctgcac 780 
cggatggccg ccagctccaa gaagcctccc 840 
ctgaacagcg aaaccatcat gtttttacat 900 
atctccagct ggcccacgct ggtcctggct 960 
aacatctacc aagagttcgt ccgcaaccac 1020 



40 



cagtacagcc tgcagatcct ggcccactgc aagcagaacc gtgacttcga caagctgctg 1080 
aagcactacg aggccaagcc tgactgcgag gagaggacgc tggagacctt cctcacctac 1140 
cccatgttcc agatccccag gtacatcctg accctccatg agctcctggc ccacacgcct 1200 

catgagcacg ttgagcgcaa cagcctggac tacgccaagt ccaaactgga ggagctgtcc 1260 
agaataatgc acgatgaagt aagtgagacg gagaacatcc ggaaaaacct ggccatcgag 1320 
cgcatgatca tcgaaggctg tgagatcctc ctggacacca gccagacctt tgtgagacaa 1380 
ggttccctca ttcaggtgcc catgtctgaa aagggcaaga tcaccagggg gcgcctgggg 1440 
tctctctccc taaagaaaga gggcgagcga cagtgcttcc tgttttctaa gcatctgatt 1500 
atctgtacca gaggctctgg agggaagctt cacttgacca agaatggagt catatccctc 1560 
attgactgca ctttattgga ggagccagaa agcacggagg aggaagccaa aggatccggc 1620 
caagacatag atcacttgga ttttaaaatc ggggtggagc caaaggattc cccgcccttt 1680 
acagtcatcc tagtggcctc gtccagacag gagaaggcag cgtggaccag tgacatcagc 1740 
cagtgtgtgg ataacatccg atgcaatggg ctcatgatga acgcatttga agaaaattcc 1800 
aaggtcactg tgccgcagat gatcaagtcc gacgcctcct tatattgtga tgatgttgac 1860 
attcgcttca gcaaaaccat gaactcctgc aaagtgctgc agatccgcta cgccagtgtg 1920 
gagcggctgc tggagaggct gacggacctg cgcttcctga gcatcgactt cctcaacacc 1980 
ttcctgcact cctaccgcgt cttcaccacc gccatcgtgg tcctggacaa gctcattacc 2040 
atctacaaga agcctatcag tgccattcct gccaggtcgc tggagctcct gtttgccagt 2100 
ggccagaaca ataagctcct gtacggtgaa ccccccaagt ccccgcgcgc cacccgcaag 2160 
ttctcctcgc cgccacctct gtccatcacc aagacatcgt caccgagccg ccggcggaag 2220 
ctctccctga acatccccat catcactggc ggcaaggccc tggacctggc cgccctcagc 2280 
tgcaactcca atggctacac cagcatgtac tcggccatgt cacccttcag caaggccacg 2340 
ctggacacca gcaagctcta tgtgtccagc agcttcacca acaagattcc agatgagggc 2400 
gatacgaccc ctgagaagcc cgaagaccct tcagcgctca gcaagcagag ctcagaagtc 2460 
tccatgagag aggagtcaga tattgatcaa aaccagagtg atgatggtga tactgaaaca 2520 
tcaccaacta aatctccaac aacacccaaa tcagtcaaaa acaaaaattc ttcagagttc 2580 
ccactctttt cctataacaa tggagtcgtc atgacctcct gtcgtgaact ggacaataac 2640 
cgcagtgcct tgtcggccgc ctctgccttt gccatagcaa ccgccggggc caacgagggc 2700 
accccaaaca aggagaagta ccggaggatg tccttagcca gtgcagggtt tcccccagac 2760 
cagaggaatg gagacaagga gtttgtgatc cgcagagcag ccaccaatcg tgtcttgaac 2820 
gtgctccgcc actgggtgtc caagcactct caggactttg agaccaacga tgagctcaaa 2880 
tgcaaggtga tcggcttcct ggaagaagtc atgcacgacc cggagctcct gacccaggag 2940 
cggaaggctg cagccaacat catcaggact ctgacccagg aggacccagg tgacaaccag 3000 
atcacgctgg aggagatcac gcagatggct gaaggcgtga aggctgagcc ctttgaaaac 3060 
cactcagccc tggagatcgc ggagcagctg accctgctag atcacctcgt cttcaagaag 3120 
attccttatg aggagttctt cggacaagga tggatgaaac tggaaaagaa tgaaaggacc 3180 
ccttatatca tgaaaaccac taagcacttc aatgacatca gtaacttgat tgcttcagaa 3240 
atcatccgca atgaggacat caacgccagg gtgagcgcca tcgagaagtg ggtggccgta 3300 
gctgacatat gccgctgcct ccacaactac aatgccgtac tggagatcac ctcgtccatg 3360 
aaccgcagtg caatcttccg gctcaaaaag acgtggctca aagtctctaa gcagactaaa 3420 
gctttgattg ataagctcca aaagcttgtg tcatctgagg gcagatttaa gaatctcaga 3480 
gaagctttga aaaattgtga cccaccctgt gtcccttacc tggggatgta cctcaccgac 3540 
ctggccttca tcgaggaggg gacgcccaat tacacggaag acggcctggt caacttctcc 3600 
aagatgagga tgatatccca tattatccga gagattcgcc agtttcaaca aactgcctac 3660 
aaaatagagc accaagcaaa ggtaacgcaa tatttactgg accaatcttt tgtaatggat 3720 
gaagaaagcc tctacgagtc ttctctccga atagaaccaa aactccccac ctgaagctgt 3780 
gcccagccca gacccagctg ctcccgggga catgtgctag atgatactgt . acatattcgt 3840 
ttggtttcac tggattttct tcttcagtat gtgcttctcc aagaatacaa atcgtccttg 3900 
ttcttagatt cctgtagaac cggaatatga atttctgcac cgtttcagac ttcgcccacc 3960 
catccctccc ctcgcccgaa t 3981 



<210> 20 
<211> 1257 

<212> PRT 

<213> Homo sapiens 
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<400> 20 

Met Gin Lys Ala lie Arg Leu Asn Asp Gly His Val Ala Pro Leu Gly 
1 5 . 10 15 



Leu Leu Ala Arg Lys Asp Gly Thr Arg Lys Gly Tyr Leu Ser Lys Arg 
20 25 30 

Ser Ser Asp Asn Thr Lys Trp Gin Thr Lys Trp Phe Ala Leu Leu Gin 
35 40 45 

Asn Leu Leu Phe Tyr Phe Glu Ser Asp Ser Ser Ser Arg Pro Ser Gly 
50 55 60 

Leu Tyr Leu Leu Glu Gly Cys Val Cys Asp Arg Ala Pro Ser Pro Lys 
65 70 75 80 

Pro Ala Leu Ser Ala Lys Glu Pro Leu Glu Lys Gin His Tyr Phe Thr 
85 90 95 

Val Asn Phe Ser His Glu Asn Gin Lys Ala Leu Glu Leu Arg Thr Glu 
100 105 110 

Asp Ala Lys Asp Cys Asp Glu Trp Val Ala Ala lie Ala His Ala Ser 
115 120 125 

Tyr Arg Thr Leu Ala Thr Glu His Glu Ala Leu Met Gin Lys Tyr Leu 
130 135 140 

His Leu Leu Gin lie Val Glu Thr Glu Lys Thr Val Ala Lys Gin Leu 
145 150 155 160 

Arg Gin Gin He Glu Asp Gly Glu He Glu He Glu Arg Leu Lys Ala 
165 170 175 

Glu He Thr Ser Leu Leu Lys Asp Asn Glu Arg He Gin Ser Thr Gin 
180 185 190 

Thr Val Ala Pro Asn Asp Glu Asp Ser Asp He Lys Lys He Lys Lys 
195 200 205 

Val Gin Ser Phe Leu Arg Gly Trp Leu Cys Arg Arg Lys Trp Lys Thr 
210 215 220 

He He Gin Asp Tyr He Arg Ser Pro His Ala Asp Ser Met Arg Lys 
225 230 235 240 

Arg Asn Gin Val Val Phe Ser Met Leu Glu Ala Glu Ala Glu Tyr Val 
245 250 255 

Gin Gin Leu His He Leu Val Asn Asn Phe Leu Arg Pro Leu Arg Met 
260 265 270 

Ala Ala Ser Ser Lys Lys Pro Pro He Thr His Asp Asp Val Ser Ser 
275 280 285 

He Phe Leu Asn Ser Glu Thr He Met Phe Leu His Gin He Phe Tyr 
290 295 300 
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Gin Gly Leu Lys Ala Arg lie Ser Ser Trp Pro Thr Leu Val Leu Ala 
305 310 315 320 



Asp Leu Phe Asp lie Leu Leu Pro Met Leu Asn lie Tyr Gin Glu Phe 
325 330 335 

Val Arg Asn His Gin Tyr Ser Leu Gin lie Leu Ala His Cys Lys Gin 
340 345 350 

Asn Arg Asp Phe Asp Lys Leu Leu Lys His Tyr Glu Ala Lys Pro Asp 
355 360 365 

Cys Glu Glu Arg Thr Leu Glu Thr Phe Leu Thr Tyr Pro Met Phe Gin 
370 375 380 

lie Pro Arg Tyr lie Leu Thr Leu His Glu Leu Leu Ala His Thr Pro 
385 390 395 400 

His Glu His Val Glu Arg Asn Ser Leu Asp Tyr Ala Lys Ser Lys Leu 
405 410 415 

Glu Glu Leu Ser Arg lie Met His Asp Glu Val Ser Glu Thr Glu Asn 
420 425 430 

lie Arg Lys Asn Leu Ala lie Glu Arg Met lie lie Glu Gly Cys Glu 
435 440 445 

lie Leu Leu Asp Thr Ser Gin Thr Phe Val Arg Gin Gly Ser Leu lie 
450 455 460 

Gin Val Pro Met Ser Glu Lys Gly Lys lie Thr Arg Gly Arg Leu Gly 
465 470 475 480 

Ser Leu Ser Leu Lys Lys Glu Gly Glu Arg Gin Cys Phe Leu Phe Ser 
485 490 495 

Lys His Leu lie lie Cys Thr Arg Gly Ser Gly Gly Lys Leu His Leu 
500 505 510 

Thr Lys Asn Gly Val lie Ser Leu lie Asp Cys Thr Leu Leu Glu Glu 
515 520 525 

Pro Glu Ser Thr Glu Glu Glu Ala Lys Gly Ser Gly Gin Asp lie Asp 
530 535 540 

His Leu Asp Phe Lys lie Gly Val Glu Pro Lys Asp Ser Pro Pro Phe 
545 550 555 560 

Thr Val lie Leu Val Ala Ser Ser Arg Gin Glu Lys Ala Ala Trp Thr 
565 570 575 

Ser Asp lie Ser Gin Cys Val Asp Asn lie Arg Cys Asn Gly Leu Met 
580 585 590 

Met Asn Ala Phe Glu Glu Asn Ser Lys Val Thr Val Pro Gin Met lie 
595 600 605 
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Lys Ser Asp Ala Ser Leu Tyr Cys Asp Asp Val Asp lie Arg Phe Ser 
610 615 620 



Lys Thr Met Asn Ser Cys Lys Val Leu Gin lie Arg Tyr Ala Ser Val 
625 630 635 640 

Glu Arg Leu Leu Glu Arg Leu Thr Asp Leu Arg Phe Leu Ser lie Asp 
645 650 655 

Phe Leu Asn Thr Phe Leu His Ser Tyr Arg Val Phe Thr Thr Ala lie 
660 665 670 

Val Val Leu Asp Lys Leu lie Thr lie Tyr Lys Lys Pro lie Ser Ala 
675 680 685 

lie Pro Ala Arg Ser Leu Glu Leu Leu Phe Ala Ser Gly Gin Asn Asn 
690 695 700 

Lys Leu Leu Tyr Gly Glu Pro Pro Lys Ser Pro Arg Ala Thr Arg Lys 
705 710 715 720 

Phe Ser Ser Pro Pro Pro Leu Ser lie Thr Lys Thr Ser Ser Pro Ser 
725 730 735 

Arg Arg Arg Lys Leu Ser Leu Asn lie Pro lie lie Thr Gly Gly Lys 
740 745 750 

Ala Leu Asp Leu Ala Ala Leu Ser Cys Asn Ser Asn Gly Tyr Thr Ser 
755 760 765 

Met Tyr Ser Ala Met Ser Pro Phe Ser Lys Ala Thr Leu Asp Thr Ser 
770 775 780 

Lys Leu Tyr Val Ser Ser Ser Phe Thr Asn Lys lie Pro Asp Glu Gly 
785 790 795 800 

Asp Thr Thr Pro Glu Lys Pro Glu Asp Pro Ser Ala Leu Ser Lys Gin 
805 810 815 

Ser Ser Glu Val Ser Met Arg Glu Glu Ser Asp lie Asp Gin Asn Gin 
820 825 830 

Ser Asp Asp Gly Asp Thr Glu Thr Ser Pro Thr Lys Ser Pro Thr Thr 
835 840 845 

Pro Lys Ser Val Lys Asn Lys Asn Ser Ser Glu Phe Pro Leu Phe Ser 
850 855 860 

Tyr Asn Asn Gly Val Val Met Thr Ser Cys Arg Glu Leu Asp Asn Asn 
865 870 875 880 

Arg Ser Ala Leu Ser Ala Ala Ser Ala Phe Ala lie Ala Thr Ala Gly 
885 890 895 

Ala Asn Glu Gly Thr Pro Asn Lys Glu Lys Tyr Arg Arg Met Ser Leu 
900 905 910 
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Ala Ser Ala Gly Phe Pro Pro Asp Gin Arg Asn Gly Asp Lys Glu Phe 
915 920 925 

Val lie Arg Arg Ala Ala Thr Asn Arg Val Leu Asn Val Leu Arg His 
930 935 940 

Trp Val Ser Lys His Ser Gin Asp Phe Glu Thr Asn Asp Glu Leu Lys 
945 950 955 960 

Cys Lys Val lie Gly Phe Leu Glu Glu Val Met His Asp Pro Glu Leu 
965 970 975 

Leu Thr Gin Glu Arg Lys Ala Ala Ala Asn lie lie Arg Thr Leu Thr 
980 985 990 

Gin Glu Asp Pro Gly Asp Asn Gin lie Thr Leu Glu Glu lie Thr Gin 
995 1000 1005 

Met Ala Glu Gly Val Lys Ala Glu Pro Phe Glu Asn His Ser Ala Leu 
1010 1015 1020 

Glu lie Ala Glu Gin Leu Thr Leu Leu Asp His Leu Val Phe Lys Lys 
1025 1030 1035 1040 

lie Pro Tyr Glu Glu Phe Phe Gly Gin Gly Trp Met Lys Leu Glu Lys 
1045 1050 1055 

Asn Glu Arg Thr Pro Tyr lie Met Lys Thr Thr Lys His Phe Asn Asp 
1060 1065 1070 



lie Ser Asn Leu lie Ala Ser Glu 
1075 1080 

Ala Arg Val Ser Ala lie Glu Lys 
1090 1095 

Arg Cys 
1105 

Asn Arg 



Lys Gin 



Glu Gly Arg Phe Lys Asn Leu Arg 
1155 1160 

Pro Cys Val Pro Tyr Leu Gly Met 
1170 1175 

Glu Glu Gly Thr Pro Asn Tyr Thr 
1185 1190 

Lys Met Arg Met lie Ser His lie 
1205 



lie lie Arg Asn Glu Asp lie Asn 
1085 

Trp Val Ala Val Ala Asp lie Cys 
1100 

Leu Glu lie Thr Ser Ser Met 
1115 1120 

Lys Thr Trp Leu Lys Val Ser 
1130 1135 

Leu Gin Lys Leu Val Ser Ser 
1150 

Glu Ala Leu Lys Asn Cys Asp Pro 
1165 

Tyr Leu Thr Asp Leu Ala Phe lie 
1180 

Glu Asp Gly Leu Val Asn Phe Ser 
1195 1200 

lie Arg Glu He Arg Gin Phe Gin 
1210 1215 



Leu His Asn Tyr Asn Ala Val 
1110 

Ser Ala He Phe Arg Leu Lys 

1125 

Thr Lys Ala Leu He Asp Lys 
1140 1145 
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Gin Thr Ala Tyr Lys lie Glu His Gin Ala Lys Val Thr Gin Tyr Leu 
1220 1225 1230 

Leu Asp Gin Ser Phe Val Met Asp Glu Glu Ser Leu Tyr Glu Ser Ser 
1235 1240 1245 

Leu Arg lie Glu Pro Lys Leu Pro Thr 
1250 1255 



<210> 21 
<211> 480 
<212> DNA 

<213> Homo sapiens 
<400> 21 

atggtcctga gtggggcgct 
ctgcataata accagcttct 
aagatctgca tacttcctaa 
atccagggag ggagccgctg 
ctggagcagc cagtgaacat 
accttctacc ggcgggacat 
tggttcctgt gcacggtgcc 
aatggtggct ggaatgcccc 



gtgcttcaga atgaaggact 
agctggaggg ctgcatgcag 
cagaggcttg gcccgcacca 
cctggcatgt gtggagacag 
catggagctc tatcttggtg 
ggggctcacc tccagcttcg 
tgaagccgat cagcctgtca 
catcacagac ttctacttcc 



cggcattgaa ggtgctttat 60 
ggaaggtctc cctcctagag 120 
aggtccccat tttcctgggg 180 
aagaggggcc ttccctacag 240 
ccaaggaatc caagagcttc 300 
agtcggctgc ctacccgggc 360 
gactcaccca gcttcccgag 420 
agcagtgtga ctagggcaac 480 



<210> 22 
<211> 157 
<212> PRT 

<213> Homo sapiens 
<400> 22 

Met Val Leu Ser Gly Ala Leu Cys Phe Arg Met Lys Asp Ser Ala Leu 
15 10 15 

Lys Val Leu Tyr Leu His Asn Asn Gin Leu Leu Ala Gly Gly Leu His 
20 25 30 

Ala Gly Lys Val Ser Leu Leu Glu Lys lie Cys lie Leu Pro Asn Arg 
35 40 45 

Gly Leu Ala Arg Thr Lys Val Pro lie Phe Leu Gly lie Gin Gly Gly 
50 55 60 

Ser Arg Cys Leu Ala Cys Val Glu Thr Glu Glu Gly Pro Seir Leu Gin 
65 70 75 80 

Leu Glu Gin Pro Val Asn lie Met Glu Leu Tyr Leu Gly Ala Lys Glu 
85 90 95 

Ser Lys Ser Phe Thr Phe Tyr Arg Arg Asp Met Gly Leu Thr Ser Ser 
100 105 110 

Phe Glu Ser Ala Ala Tyr Pro Gly Trp Phe Leu Cys Thr Val Pro Glu 
115 120 125 
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Ala Asp Gin Pro Val Arg Leu Thr Gin Leu Pro Glu Asn Gly Gly Trp 
130 135 140 

Asn Ala Pro lie Thr Asp Phe Tyr Phe Gin Gin Cys Asp 
145 150 155 



<210> 23 
<211> 1599 
<212> DNA 

<213> Homo sapiens 
<400> 23 

ttactatgag tctgctaaac tgtgaaaaca 
actgtgtggc catggccagc tcctgtagcg 
ctgccagcac ggggaacctc ttcagctcct 
agtttggccc acccctggaa agcaagtatg 
aagcagtgca aacgccatgc agccataggt 
gggatgcagg tcacaaatat ccagttgaca 
cagacaattt tgcaaaacgt gagattattt 
gtttgcacaa gatggaactg agacatcttg 
ttatggattg tccccaatgc cagcctccct 
tgaagggttg tccaaggagg caggtatctt 
aagataaaaa gatccatgac cagaactgcc 
atactatact catcagagaa cagatgccta 
cagccccaat tccatgcaca ttccgtactt 
acttggcacg ccacctacaa gagaacaccc 
ttcatagttt gagccttata cccgactctg 
aaagtattca ccagttagag ggtcgccttg 
ctgataaaat ggaaactcag agtatgtatg 
ttgaggacaa agttgctgaa attgaagcac 
ttgggaatga atttgaaatg ttaagaagag 
ttcatagccc tggattctac acgggtaaac 
ttccgttacc gactgctcag cgctgtgcaa 
aaggagagta tgacagccac ctcccttggc 
ttgatcagtc tcaagcacct gtaaggcaaa 
agctgcttgc tttccagcga cccacaatcc 
cttttatgca tctggaagcc ctaagacaaa 
tgcactgtga ggtctccacc cgctttgaca 
cacaaagtac tgatgcaggg gtatagcttg 



ggtgtggatc cagccagtct caaagtgact 60 
cagcaacaaa aaatgatagt gtgggcagaa 120 
ttatggagga gatccaggga tatgatgtag 180 
aatgccccat ctgcttgatg gcattacgag 240 
tctgcaaagc ctgcatcata aaatcaataa 300 
atgaaatact gctggaaaat aaactatttc 360 
ctctgatagt gaagtgtcca aatgaaggtt 420 
aggatcatca aacacattgt gagtttgctc 480 
tccaaaaatt ccatattaat atttacatta 540 
gtgacaactg tgctgcatca atggcatttg 600 
ctttggcaaa tgtcatctgt gagtactgca 660 
actttatgac ctatgaccta gaccgcccta 720 
ttcgtagcca tgaaaagatg cggaggaatc 780 
aatcaaacat gagaatgttg gcccaggctg 840 
ggtatatctc agaggtccgg aatttccagg 900 
taagacaatg tcatcaaatc cgggagctga 960 
taagtgagct caaacgaacc attcgaaccc 1020 
agcagtgcaa tggaatttac atttggaaga 1080 
cagaaaccga agagcagaaa cctgttgtga 1140 
acaggtacaa actgtgcatg cgcttgcacc 1200 
actatatatc cctttttgtc cacacaatgc 1260 
ccttccagga tacaatatgc cttacaattc 1320 
accacgaaga gataatggat gccaaaccag 1380 
cacggaaccc aaaaggtttt ggctatgtaa 1440 
gaactttcat taaggatgac acattattag 1500 
tggatagcct tcagagggag ggttttcagc 1560 
ccctcactt 1599 



<210> 24 
<211> 526 
<212> PRT 

<213> Homo sapiens 
<400> 24 

Met Ser Leu Leu Asn Cys Glu Asn Arg Cys Gly Ser Ser Gin Ser Gin 
15 10 15 

Ser Asp Tyr Cys Val Ala Met Ala Ser Ser Cys Ser Ala Ala Thr Lys 
20 25 30 

Asn Asp Ser Val Gly Arg Thr Ala Ser Thr Gly Asn Leu Phe Ser Ser 
35 40 45 
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Phe Met Glu Glu lie Gin Gly Tyr Asp Val Glu Phe Gly Pro Pro Leu 
50 55 60 



Glu Ser Lys Tyr Glu Cys Pro lie Cys Leu Met Ala Leu Arg Glu Ala 
65 70 75 80 

Val Gin Thr Pro Cys Ser His Arg Phe Cys Lys Ala Cys lie lie Lys 
85 90 95 

Ser lie Arg Asp Ala Gly His Lys Tyr Pro Val Asp Asn Glu lie Leu 
100 105 110 

Leu Glu Asn Lys Leu Phe Pro Asp Asn Phe Ala Lys Arg Glu lie lie 
115 120 125 

Ser Leu lie Val Lys Cys Pro Asn Glu Gly Cys Leu His Lys Met Glu 
130 135 140 

Leu Arg His Leu Glu Asp His Gin Thr His Cys Glu Phe Ala Leu Met 
145 150 155 160 

Asp Cys Pro Gin Cys Gin Pro Pro Phe Gin Lys Phe His lie Asn lie 
165 170 175 

Tyr lie Met Lys Gly Cys Pro Arg Arg Gin Val Ser Cys Asp Asn Cys 

180 185 190 

Ala Ala Ser Met Ala Phe Glu Asp Lys Lys lie His Asp Gin Asn Cys 
195 200 205 

Pro Leu Ala Asn Val lie Cys Glu Tyr Cys Asn Thr lie Leu lie Arg 
210 215 220 

Glu Gin Met Pro Asn Phe Met Thr Tyr Asp Leu Asp Arg Pro Thr Ala 
225 230 235 240 

Pro lie Pro Cys Thr Phe Arg Thr Phe Arg Ser His Glu Lys Met Arg 
245 250 255 

Arg Asn His Leu Ala Arg His Leu Gin Glu Asn Thr Gin Ser Asn Met 
260 265 270 

Arg Met Leu Ala Gin Ala Val His Ser Leu Ser Leu lie Pro Asp Ser 
275 280 285 

Gly Tyr lie Ser Glu Val Arg Asn Phe Gin Glu Ser lie His Gin Leu 
290 295 300 

Glu Gly Arg Leu Val Arg Gin Cys His Gin lie Arg Glu Leu Thr Asp 
305 310 315 320 

Lys Met Glu Thr Gin Ser Met Tyr Val Ser Glu Leu Lys Arg Thr lie 
325 330 335 

Arg Thr Leu Glu Asp Lys Val Ala Glu lie Glu Ala Gin Gin Cys Asn 
340 345 350 
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Gly lie Tyr lie Trp Lys lie Gly Asn Glu Phe Glu Met Leu Arg Arg 
355 360 365 

Ala Glu Thr Glu Glu Gin Lys Pro Val Val lie His Ser Pro Gly Phe 
370 375 380 

Tyr Thr Gly Lys His Arg Tyr Lys Leu Cys Met Arg Leu His Leu Pro 
385 390 395 400 

Leu Pro Thr Ala Gin Arg Cys Ala Asn Tyr lie Ser Leu Phe Val His 
405 410 415 

Thr Met Gin Gly Glu Tyr Asp Ser His Leu Pro Trp Pro Phe Gin Asp 
420 425 430 

Thr lie Cys Leu Thr lie Leu Asp Gin Ser Gin Ala Pro Val Arg Gin 
435 440 445 

Asn His Glu Glu lie Met Asp Ala Lys Pro Glu Leu Leu Ala Phe Gin 
450 455 460 

Arg Pro Thr lie Pro Arg Asn Pro Lys Gly Phe Gly Tyr Val Thr Phe 
465 470 475 480 

Met His Leu Glu Ala Leu Arg Gin Arg Thr Phe lie Lys Asp Asp Thr 
485 490 495 

Leu Leu Val His Cys Glu Val Ser Thr Arg Phe Asp Met Asp Ser Leu 
500 505 510 

Gin Arg Glu Gly Phe Gin Pro Gin Ser Thr Asp Ala Gly Val 
515 520 525 



<210> 25 

<211> 1097 

<212> DNA 

<213> Homo sapiens 

<400> 25 

agtcatgtgc tcagggaatc agacttctca gaatcaaaca gcaagcactg atttcaccct 60 
cacgggactc tttgctgaga gcaagcatgc tgccctcctc tacaccgtga ccttccttct 120 
tttcttgatg gccctcactg ggaatgccct cctcatcctc ctcatccact cagagccccg 180 
cctccacacc cccatgtact tcttcatcag ccagctcgcg ctcatggatc tcatgtacct 240 
atgcgtgact gtgcccaaga tgcttgtggg ccaggtcact ggagatgata ccatttcccc 300 
gtcaggctgt gggatccaga tgttcttcta cctgaccctg gctggagctg aggttttcct 360 
cctggctgcc atggcctatg accgatatgc tgctgtttgc agacctctcc attacccact 420 
gctgatgaac cagagggtgt gccagctcct ggtgtcagcc tgctgggttt tgggaatggt 480 
tgatggtttg ttgctcaccc ccattaccat gagcttcccc ttttgccagt ctaggaaaat 540 
cctgagtttt ttctgtgaga ctcctgccct gctgaagctc tcctgctctg acgtctccct 600 
ctataagacg ctcatgtacc tgtgctgcat cctcatgctt ctcgccccca ccatggtcat 660 
ctccagctca tacaccctca tcctgcatct catccacagg atgaattctg ccgccggcca 720 
caggaaggcc ttggccacct gctcctccca catgatcata gtgctgctgc tcttcggtgc 780 
ttccttctac acctacatgc tcccgagttc ctaccacaca gctgagcagg acatgatggt 840 
gtctgccttt tacaccatct tcactcctgt gctgaacccc ctcattcaca gtctccgcaa 900 
caaagatgtc accagggctc tgaggagcat gatgcagtca agaatgaacc aagaaaagta 960 
gtaaagggca agcattgtcc cctcctcttt ctataattcc gttactccct atctctcctc 1020 
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tcttttgccc 
ttatacgtgg 



tcaggtctcc gggtccccag cacaaagccc actcatattt tccttctttc 1080 
cgttttc 1097 



<210> 26 
<211> 318 
<212> PRT 

<213> Homo sapiens 
<400> 26 

Met Cys Ser Gly Asn Gin Thr Ser Gin Asn Gin Thr Ala Ser Thr Asp 
15 10 15 

Phe Thr Leu Thr Gly Leu Phe Ala Glu Ser Lys His Ala Ala Leu Leu 
20 25 30 

Tyr Thr Val Thr Phe Leu Leu Phe Leu Met Ala Leu Thr Gly Asn Ala 
35 40 45 

Leu Leu lie Leu Leu lie His Ser Glu Pro Arg Leu His Thr Pro Met 
50 55 60 

Tyr Phe Phe lie Ser Gin Leu Ala Leu Met Asp Leu Met Tyr Leu Cys 
65 70 75 80 

Val Thr Val Pro Lys Met Leu Val Gly Gin Val Thr Gly Asp Asp Thr 
85 90 95 

lie Ser Pro Ser Gly Cys Gly lie Gin Met Phe Phe Tyr Leu Thr Leu 
100 105 110 

Ala Gly Ala Glu Val Phe Leu Leu Ala Ala Met Ala Tyr Asp Arg Tyr 
115 120 125 

Ala Ala Val Cys Arg Pro Leu His Tyr Pro Leu Leu Met Asn Gin Arg 
130 135 140 

Val Cys Gin Leu Leu Val Ser Ala Cys Trp Val Leu Gly Met Val Asp 
145 150 155 160 

Gly Leu Leu Leu Thr Pro lie Thr Met Ser Phe Pro Phe Cys Gin Ser 
165 170 175 

Arg Lys lie Leu Ser Phe Phe Cys Glu Thr Pro Ala Leu Leu Lys Leu 
180 185 190 

Ser Cys Ser Asp Val Ser Leu Tyr Lys Thr Leu Met Tyr Leu Cys Cys 
195 200 205 

He Leu Met Leu Leu Ala Pro Thr Met Val He Ser Ser Ser Tyr Thr 
210 215 220 

Leu He Leu His Leu He His Arg Met Asn Ser Ala Ala Gly His Arg 
225 230 235 240 

Lys Ala Leu Ala Thr Cys Ser Ser His Met He He Val Leu Leu Leu 
245 250 255 
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Phe Gly Ala Ser Phe Tyr Thr Tyr Met Leu Pro Ser Ser Tyr His Thr 
260 265 270 

Ala Glu Gin Asp Met Met Val Ser Ala Phe Tyr Thr lie Phe Thr Pro 
275 280 285 

Val Leu Asn Pro Leu lie His Ser Leu Arg Asn Lys Asp Val Thr Arg 
290 295 300 



Ala Leu Arg Ser Met Met Gin Ser Arg Met Asn Gin Glu Lys 
305 310 315 



<210> 27 

<211> 1606 

<212> DNA 

<213> Homo sapiens 

<400> 27 

atggctatga aatggacttc 
gggagttgtg gaaatgtgcc 
acaatcctgg ataaacttat 
tccattcttg ttgatcccaa 
gtaattaaag atgattttgc 
gatcttccaa aacatatatt 
tattctggtt atactgagaa 
aacctacaag aatcaaggtc 
ctgctggctg agctattaaa 
acatttgaga aatacagtgg 
tcagaattaa gtggttcgat 
tattttgact tttggttcca 
gttctaggta agtcatgttt 
cgaaactact ggtatttgga 
agactctact gcaaacctgt 
agctctgatg aagacggtgt 
gaaaaagctg atcttatcac 
ggaaggaaac caaatacctt 
gaatgtctta tcctagatca 
agcatctatg agatgatcta 
caacatgata acattgctca 
acaaagtcaa gtacagattt 
agatataaag agagtgttat 
ctggatcgag cagtcttctg 
cgagttgcag cccgtgacct 
ctgctggcct gtgtggcaac 
tggaagttta ctagaaaagt 



agtccttctg ttgatacagc 
gctgtggccc atggaatata 
gcagataagt catgaggtga 
cataacatct gttactaaat 
agggtttttt ttcacacaac 
ttggtttaaa tgtgttccct 
gttctttaaa gatgtagttt 
tgatgtcgtt catgcaaatg 
aatatccttt gtgtacagtc 
aggatttcta cttccacctt 
gacattcatg gagacagtaa 
aacatttgat atgaagaagg 
tttatctgag ataatgggaa 
atttcctcgc ccactcttac 
caaccccctg cctaaggaga 
tgtgttttct ctggagtcag 
ttcggccctg gctcagattc 
aagatccaat actcagtggc 
tccccaaacc aaagccttta 
ccgtggagtc ccttccatgg 
catgaaggcc aagggagcag 
gctcgatata tctgtgttcg 
gaaattatca agaattcaac 
gattgaattt gtcatgcgcc 
cacctggttc cagtaccact 
tgtgacattt atcatcacaa 
gaagaaggaa aaaagggatt 



tgagctatta ctctagctct 60 
gtccttggat gaatataaag 120 
ctgttctaac attgtcagct 180 
ttgaggttta ttctatatct 240 
agattactaa atggatacat 300 
tcaagaatat tctttgggaa 360 
tgaacaagaa acttatgaca 420 
ccattggtcc ctttggagag 480 
tccacttctc tcctggctac 540 
cctatggagc tgttattctg 600 
gaaatattat atatgtgttt 660 
gagaccagtt ttacagtgaa 720 
aagctgaaat gtggctcatt 780 
ctaattttga atttgttgta 840 
aaatggaaga atttgcccag 900 
ctgtgcaaaa ccttacagaa 960 
cacaaaaagt catgaagttc 1020 
ataggtggat cccacagaat 1080 
taacttatgg tggaacaaat 1140 
gcattccttt gtttgcggac 1200 
ctgttatatt ggacttgagc 1260 
tatctttatt tttatccttc 1320 
atgatcaacc agtgaagccc 1380 
acaaaggagc caaacacctt 1440 
ctttggatgt gattgggttt 1500 
agtgttgtct gttttgtttc 1560 
agttat 1606 



<210> 28 
<211> 533 
<212> PRT 

<213> Homo sapiens 
<400> 28 

Met Ala Met Lys Trp Thr Ser Val Leu Leu Leu lie Gin Leu Ser Tyr 
15 10 15 
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Tyr Ser Ser Ser Gly Ser Cys Gly Asn Val Pro Leu Trp Pro Met Glu 
20 25 30 



Tyr Ser Pro Trp Met Asn lie Lys Thr lie Leu Asp Lys Leu Met Gin 
35 40 45 

lie Ser His Glu Val Thr Val Leu Thr Leu Ser Ala Ser lie Leu Val 
50 55 60 

Asp Pro Asn lie Thr Ser Val Thr Lys Phe Glu Val Tyr Ser lie Ser 
65 70 75 80 

Val lie Lys Asp Asp Phe Ala Gly Phe Phe Phe Thr Gin Gin lie Thr 
85 90 95 

Lys Trp lie His Asp Leu Pro Lys His lie Phe Trp Phe Lys Cys Val 
100 105 110 

Pro Phe Lys Asn lie Leu Trp Glu Tyr Ser Gly Tyr Thr Glu Lys Phe 
115 120 125 

Phe Lys Asp Val Val Leu Asn Lys Lys Leu Met Thr Asn Leu Gin Glu 
130 135 140 

Ser Arg Ser Asp Val Val His Ala Asn Ala lie Gly Pro Phe Gly Glu 
145 150 155 160 

Leu Leu Ala Glu Leu Leu Lys lie Ser Phe Val Tyr Ser Leu His Phe 
165 170 175 

Ser Pro Gly Tyr Thr Phe Glu Lys Tyr Ser Gly Gly Phe Leu Leu Pro 
180 185 190 

Pro Ser Tyr Gly Ala Val lie Leu Ser Glu Leu Ser Gly Ser Met Thr 
195 200 205 

Phe Met Glu Thr Val Arg Asn lie lie Tyr Val Phe Tyr Phe Asp Phe 
210 215 220 

Trp Phe Gin Thr Phe Asp Met Lys Lys Gly Asp Gin Phe Tyr Ser Glu 
225 230 235 240 

Val Leu Gly Lys Ser Cys Phe Leu Ser Glu lie Met Gly Lys Ala Glu 
245 250 255 

Met Trp Leu lie Arg Asn Tyr Trp Tyr Leu Glu Phe Pro Arg Pro Leu 
260 265 270 

Leu Pro Asn Phe Glu Phe Val Val Arg Leu Tyr Cys Lys Pro Val Asn 
275 280 285 

Pro Leu Pro Lys Glu Lys Met Glu Glu Phe Ala Gin Ser Ser Asp Glu 
290 295 300 

Asp Gly Val Val Phe Ser Leu Glu Ser Ala Val Gin Asn Leu Thr Glu 
305 310 315 320 
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Glu Lys Ala Asp Leu lie Thr Ser Ala Leu Ala Gin lie Pro Gin Lys 
325 330 335 



Val Met Lys Phe Gly Arg Lys Pro Asn Thr Leu Arg Ser Asn Thr Gin 
340 345 350 

Trp His Arg Trp lie Pro Gin Asn Glu Cys Leu lie Leu Asp His Pro 
355 360 365 

Gin Thr Lys Ala Phe He Thr Tyr Gly Gly Thr Asn Ser He Tyr Glu 
370 375 380 

Met He Tyr Arg Gly Val Pro Ser Met Gly He Pro Leu Phe Ala Asp 
385 390 395 400 

Gin His Asp Asn He Ala His Met Lys Ala Lys Gly Ala Ala Val He 
405 410 415 

Leu Asp Leu Ser Thr Lys Ser Ser Thr Asp Leu Leu Asp He Ser Val 

420 425 430 

Phe Val Ser Leu Phe Leu Ser Phe Arg Tyr Lys Glu Ser Val Met Lys 
435 440 445 

Leu Ser Arg He Gin His Asp Gin Pro Val Lys Pro Leu Asp Arg Ala 
450 455 460 

Val Phe Trp He Glu Phe Val Met Arg His Lys Gly Ala Lys His Leu 
465 470 475 480 

Arg Val Ala Ala Arg Asp Leu Thr Trp Phe Gin Tyr His Ser Leu Asp 
485 490 495 

Val He Gly Phe Leu Leu Ala Cys Val Ala Thr Val Thr Phe He He 
500 505 510 

Thr Lys Cys Cys Leu Phe Cys Phe Trp Lys Phe Thr Arg Lys Val Lys 
515 520 525 

Lys Glu Lys Arg Asp 
530 



<210> 29 

<211> 1726 

<212> DNA 

<213> Homo sapiens 

<400> 29 

agacggtgct ggtgactcgt ccacactgct cgcttcggat actccaggcg tctcccgttg 60 
cggccgctcc ctgccttaga ggccagcctt ggacacttgc tgcccctttc cagcccggat 120 
tctgggatcc ttccctctga gccaacatct gggtcctgcc ttcgacacca ccccaaggct 180 
tcctaccttg cgtgcctgga gtctgcccca ggggcccttg tcctggccat ggcccagaag 240 
ggggtcctgg ggcctgggca gctgggggct gtggccattc tgctctatct tggattactc 300 
cggtcgggga caggagcgga aggggcagaa gctccctgcg gtgtggcccc ccaagcacgc 360 
atcacaggtg gcagcagtgc agtcgccggt cagtggccct ggcaggtcag catcacctat 420 
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gaaggcgtcc atgtgtgtgg tggctctctc gtgtctgagc agtgggtgct gtcagctgct 480 
cactgcttcc ccagcgagca ccacaagggc tcccagggcg acattgcact cctccaactc 540 
agcagaccca ccagctactc ccgctacatc cggcccatct gcctccctgc agccaacgcc 600 
tccttcccca acggcctcca ctgcactgtc actggctggg gtcatgtggc cccctcagtg 660 
agcctcctga cgcccaagcc actgcagcaa ctcgaggtgc ctctgatcag tcgtgagacg 720 
tgtaactgcc tgtacaacat cgacgccaag cctgaggagc cgcactttgt ccaagaggac 780 
atggtgtgtg ctggctatgt ggaggggggc aaggacgcct gccagggtga ctctggggac 840 
ccactctcct gccctgtgga gggtctctgg tacctgacgg gcattgtgag ctggggagat 900 
gcctgtgggg cccgcaacag gcctggtgtg tacactctgg cctccagcta tgcctcctgg 960 
atccaaagca aggtgacaga actccagcct cgtgtggtgc cccaaaccca ggagtcccag 1020 
cccgacagca acctctgtgg cagccacctg gccttcagct ctgccccagc ccagggcttg 1080 
ctgaggccca tccttttcct gcctctgggc ctggctctgg gcctcctctc cccatggctc 1140 
agcgagcact gagctggccc tacttccagg atggatgcat cacactcaag gacaggagcc 1200 
tggtccttcc ctgatggcct ttggacccag ggcctgactt gagccactcc ttccttcagg 1260 
actctgcggg aggctggggc cccatcttga tctttgagcc cattcttctg ggtgtgcttt 1320 
ttgggaccat cactgagagt caggagtttt actgcctgta gcaatggcca gagcctctgg 1380 
cccctcaccc accatggacc agcccattgg ccgagctcct ggggagctcc tgggaccctt 1440 
ggctatgaaa atgagccctg gctcccacct gtttctggaa gactgctccc ggcccgcctg 1500 
cccagactga tgagcacatc tctctgccct ctccctgtgt tctgggctgg ggccaccttt 1560 
gtgcagcttc gaggacagga aaggccccaa tcttgcccac tggccgctga gcgcccccga 1620 
gccctgactc ctggactccg gaggactgag cccccaccgg aactgggctg gcgcttggat 1680 
ctggggtggg agtaacaggg cagaaatgat taaaatgttt gagcac 1726 



<210> 30 
<211> 307 
<212> PRT 

<213> Homo sapiens 

<400> 30 

Met Ala Gin Lys Gly Val Leu Gly Pro Gly Gin Leu Gly Ala Val Ala 
15 10 15 

lie Leu Leu Tyr Leu Gly Leu Leu Arg Ser Gly Thr Gly Ala Glu Gly 
20 25 30 

Ala Glu Ala Pro Cys Gly Val Ala Pro Gin Ala Arg lie Thr Gly Gly 
35 40 45 

Ser Ser Ala Val Ala Gly Gin Trp Pro Trp Gin Val Ser lie Thr Tyr 
50 55 60 

Glu Gly Val His Val Cys Gly Gly Ser Leu Val Ser Glu Gin Trp Val 
65 70 75 80 

Leu Ser Ala Ala His Cys Phe Pro Ser Glu His His Lys Gly Ser Gin 
85 90 95 

Gly Asp lie Ala Leu Leu Gin Leu Ser Arg Pro Thr Ser Tyr Ser Arg 

100 105 110 

Tyr lie Arg Pro lie Cys Leu Pro Ala Ala Asn Ala Ser Phe Pro Asn 
115 120 125 

Gly Leu His Cys Thr Val Thr Gly Trp Gly His Val Ala Pro Ser Val 
130 135 140 
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Ser Leu Leu Thr Pro Lys Pro Leu Gin Gin Leu 
145 150 155 



Glu Val 



Pro Leu 



He 
160 



Ser Arg Glu Thr Cys Asn Cys Leu Tyr Asn He Asp Ala Lys Pro Glu 
165 170 175 

Glu Pro His Phe Val Gin Glu Asp Met Val Cys Ala Gly Tyr Val Glu 
180 185 190 

Gly Gly Lys Asp Ala Cys Gin Gly Asp Ser Gly Asp Pro Leu Ser Cys 
195 200 205 

Pro Val Glu Gly Leu Trp Tyr Leu Thr Gly He Val Ser Trp Gly Asp 
210 215 220 

Ala Cys Gly Ala Arg Asn Arg Pro Gly Val Tyr Thr Leu Ala Ser Ser 
225 230 235 240 

Tyr Ala Ser Trp He Gin Ser Lys Val Thr Glu Leu Gin Pro Arg Val 
245 250 255 

Val Pro Gin Thr Gin Glu Ser Gin Pro Asp Ser Asn Leu Cys Gly Ser 
260 265 270 

His Leu Ala Phe Ser Ser Ala Pro Ala Gin Gly Leu Leu Arg Pro He 
275 280 285 

Leu Phe Leu Pro Leu Gly Leu Ala Leu Gly Leu Leu Ser Pro Trp Leu 
290 295 300 

Ser Glu His 
305 



<210> 31 

<211> 1161 

<212> DNA 

<213> Homo sapiens 

<400> 31 

atggcccaga agggggtcct ggggcctggg cagctggggg ctgtggccat tctgctctat 60 
cttggattac tccggtcggg gacaggagcg gaaggggcag aagggaatgc ccagattggt 120 
gtggtggaaa cagacacagt tgtggactcc ggaacaattg tgagactggg cagcatcggg 180 
gagcatggtg gaggttgggg ggtgctgggc tcggaggcaa tgcccaactc agccagcaga 240 
agcccgcctg tctacggagg ggctgctgtt ccaatcaagc atccacaggc aaagggaagt 300 
ttgccagaca ctccctgcgg tgtggccccc caagcacgca tcacaggtgg cagcagtgca 360 
gtcgccggtc agtggccctg gcaggtcagc atcacctatg aaggcgtcca tgtgtgtggt 420 
ggctctctcg tgtctgagca gtgggtgctg tcagctgctc actgcttccc cagcgagcac 480 
cacaaggaag cctatgaggt caagctgggg gcccaccagc tagactccta ctccgaggac 540 
gccaaggtca gcaccctgaa ggacatcatc ccccacccca gctacctcca ggagggctcc 600 
cagggcgaca ttgcactcct ccaactcagc agacccatca ccttctcccg ctacatccgg 660 
cccatctgcc tccctgcagc caacgcctcc ttccccaacg gcctccactg cactgtcact 720 
ggctggggtc atgtggcccc ctcagtgagc ctcctgacgc ccaagccact gcagcaactc 780 
gaggtgcctc tgatcagtcg tgagacgtgt aactgcctgt acaacatcga cgccaagcct 840 
gaggagccgc actttgtcca agaggacatg gtgtgtgctg gctatgtgga ggggggcaag 900 
gacgcctgcc agggtgactc tgggggccca ctctcctgcc ctgtggaggg tctctggtac 960 
ctgacgggca ttgtgagctg gggagatgcc tgtggggccc gcaacaggcc tggtgtgtac 1020 
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actctggcct 
cccatcttga 
caggagtttt 



ccagctatgc ctcctggatc caaagcaagg actctgcggg aggctggggc 1080 
tctttgagcc cattcttctg ggtgtgcttt ttgggaccat cactgagagt 1140 
actgcctgta g 1161 



<210> 32 

<211> 386 

<212> PRT 

<213> Homo sapiens 

<400> 32 

Met Ala Gin Lys Gly Val Leu Gly Pro Gly Gin Leu Gly Ala Val Ala 
15 10 15 

lie Leu Leu Tyr Leu Gly Leu Leu Arg Ser Gly Thr Gly Ala Glu Gly 
20 25 30 

Ala Glu Gly Asn Ala Gin He Gly Val Val Glu Thr Asp Thr Val Val 
35 40 45 

Asp Ser Gly Thr He Val Arg Leu Gly Ser He Gly Glu His Gly Gly 
50 55 60 

Gly Trp Gly Val Leu Gly Ser Glu Ala Met Pro Asn Ser Ala Ser Arg 
65 70 75 80 

Ser Pro Pro Val Tyr Gly Gly Ala Ala Val Pro He Lys His Pro Gin 
85 90 95 

Ala Lys Gly Ser Leu Pro Asp Thr Pro Cys Gly Val Ala Pro Gin Ala 
100 105 110 

Arg He Thr Gly Gly Ser Ser Ala Val Ala Gly Gin Trp Pro Trp Gin 
115 120 125 

Val Ser He Thr Tyr Glu Gly Val His Val Cys Gly Gly Ser Leu Val 
130 135 140 

Ser Glu Gin Trp Val Leu Ser Ala Ala His Cys Phe Pro Ser Glu His 
145 150 155 160 

His Lys Glu Ala Tyr Glu Val Lys Leu Gly Ala His Gin Leu Asp Ser 
165 170 175 

Tyr Ser Glu Asp Ala Lys Val Ser Thr Leu Lys Asp He He Pro His 
180 185 190 

Pro Ser Tyr Leu Gin Glu Gly Ser Gin Gly Asp He Ala Leu Leu Gin 
195 200 205 

Leu Ser Arg Pro He Thr Phe Ser Arg Tyr He Arg Pro He Cys Leu 
210 215 220 

Pro Ala Ala Asn Ala Ser Phe Pro Asn Gly Leu His Cys Thr Val Thr 
225 230 235 240 

Gly Trp Gly His Val Ala Pro Ser Val Ser Leu Leu Thr Pro Lys Pro 
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245 



250 



255 



Leu Gin Gin Leu Glu Val Pro Leu 
260 

Leu Tyr Asn He Asp Ala Lys Pro 
275 280 

Asp Met Val Cys Ala Gly Tyr Val 
290 295 

Gly Asp Ser Gly Gly Pro Leu Ser 
305 310 

Leu Thr Gly He Val Ser Trp Gly 
325 

Pro Gly Val Tyr Thr Leu Ala Ser 
340 

Lys Asp Ser Ala Gly Gly Trp Gly 
355 360 

Leu Leu Gly Val Leu Phe Gly Thr 
370 375 

Cys Leu 
385 



<210> 33 
<211> 882 
<212> DNA 

<213> Homo sapiens 
<400> 33 

agate tgcgg aaggggcaga agctccctgc ggtgtggccc cccaagcacg catcacaggt 60 
ggcagcagtg cagtcgccgg tcagtggccc tggcaggtca gcatcaccta tgaaggcgtc 120 
catgtgtgtg gtggctctct cgtgtctgag cagtgggtgc tgtcagctgc tcactgcttc 180 
cccagcgagc accacaagga agcctatgag gtcaagctgg gggcccacca gctagactcc 240 
tactccgagg acgccaaggt cagcaccctg aaggacatca tcccccaccc cagctacctc 300 
caggagggct cccagggcga cattgcactc ctccaactca gcagacccat caccctctcc 360 
cgctacatcc ggcccatctg cctccctgca gccaacgcct ccttccccaa cggcctccac 420 
tgcactgtca ctggctgggg tcatgtggcc ccctcagtga gcctcctgac gcccaagcca 480 
ctgcagcaac tcgaggtgcc tctgatcagt cgtgagacgt gtaactgcct gtacaacatc 540 
gacgccaagc ctgaggagcc gcactttgtc caagaggaca tggtgtgtgc tggctatgtg 600 
gaggggggca aggacgcctg ccagggtgac tctgggggcc cactctcctg ccctgtggag 660 
ggtctctggt acctgacggg cattgtgagc tggggagatg cctgtggggc ccgcaacagg 720 
cctggtgtgt acactctggc ctccagctat gcctcctgga tccaaagcaa ggtgacagaa 780 
ctccagcctc gtgtggtgcc ccaaacccag gagtcccagc ccgacagcaa cctctgtggc 840 
agccacctgg ccttcagctc tgccccagcc cagggcgtcg ac 882 



<210> 34 
<211> 882 
<212> DNA 

<213> Homo sapiens 



He Ser Arg Glu Thr Cys Asn Cys 
265 270 

Glu Glu Pro His Phe Val Gin Glu 
285 

Glu Gly Gly Lys Asp Ala Cys Gin 
300 

Cys Pro Val Glu Gly Leu Trp Tyr 

315 320 

Asp Ala Cys Gly Ala Arg Asn Arg 
330 335 

Ser Tyr Ala Ser Trp He Gin Ser 
345 350 

Pro He Leu He Phe Glu Pro He 
365 

He Thr Glu Ser Gin Glu Phe Tyr 
380 
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<400> 34 

agate tgcgg aaggggcaga agctccctgc ggtgtggccc cccaagcacg catcacaggt 60 
ggcagcagtg cagtcgccgg tcagtggccc tggcaggtca gcatcaccta tgaaggcgtc 120 
catgtgtgtg gtggctctct cgtgtctgag cagtgggtgc tgtcagctgc tcactgcttc 180 
cccagcgagc accacaagga agcctatgag gtcaagctgg gggcccacca gctagactcc 240 
tactccgagg acgccaaggt cagcaccctg aaggacatca tcccccaccc cagctacctc 300 
caggagggct cccagggcga cattgcactc ctccaactca gcagacccat caccttctcc 360 
cgctacatcc ggcccatctg cctccctgca gccaacgcct ccttccccaa cggcctccac 420 
tgcactgtca ctggctgggg tcatgtggcc ccctcagtga gcctcctgac gcccaagcca 480 
ctgcagcaac tcgaggtgcc tctgatcagt cgtgagacgt gtaactgcct gtacaacatc 540 
gacgccaagc ctgaggagcc gcactttgtc caagaggaca tggtgtgtgc tggctatgtg 600 
gaggggggca aggacgcctg ccagggtgac tctgggggcc cactctcctg ccctgtggag 660 
ggtctctggt acctgacggg cattgtgagc tggggagatg cctgtggggc ccgcaacagg 720 
cctggtgtgt acactctggc ctccagctat gcctcctgga tccaaagcaa ggtgacagaa 780 
ctccagcctc gtgtggtgcc ccaaacccag gagtcccagc ccgacagcaa cctctgtggc 840 
agccacctgg ccttcagctc tgccccagcc cagggcgtcg ac 882 



<210> 35 

<211> 2940 

<212> DNA 

<213> Homo sapiens 

<400> 35 

atggccaccg cggcaacctc acccgcgctg aagcggctgg atctgcgcga ccctgcggct 60 
cttttcgaga cgcatggagc ggaggagatc cgcgggctgg agcgccaggt tcgggccgag 120 
atcgagcaca agaaggagga gctgcggcag atggtgggcg aacggtaccg cgacctgatc 180 
gaggcggccg acaccatcgg ccagatgcgc cgctgcgccg tggggctagt ggacgccgtg 240 
aaggccaccg accagtactg cgcccgcctc cgccaggccg gctcggccgc gccccggcca 300 
ccgcgggccc agcagccaca gcagccatcc caagagaagt tctacagcat ggctgcccag 360 
atcaagctac tcttagaaat tccggagaag atctggagct cgatggaagc ctctcagtgt 420 
ctccacgcca cacagctcta cctgctctgc tgccacctcc acagcctgct ccagctggat 480 
tcttctagtt cccgatacag tcccgtcctc tccccggttc ctatactcat ccggcaggtg 540 
gcagccgcca gccacttccg gtcaactatt ctgcatgaaa gcaagatgtt gctcaaatgc 600 
caaggtgtgt ctgaccaagc tgtggccgag gccctgtgct ctataatgct cttagaagag 660 
agttctcctc gccaagccct cacagacttc ctgctggcca gaaaggcaac tattcagaaa 720 
cttctcaacc agccacacca tggtgctggt atcaaggctc agatttgctc attagtggag 780 
ttgctggcca ccactctgaa gcaagctcat gcccttttct acactttgcc agaaggactg 840 
ctgccagatc cagccctgcc atgtggcttg ctcttctcta ctctggagac catcacaggc 900 
cagcatcctg ccaagggcac tggtgtcctg caggaagaga tgaaactctg cagctggttt 960 
aaacacctgc cagcatccat cgtcgagttc cagccaacac tccgaaccct tgcacatccc 1020 
atcagtcagg aatacctgaa agacacgctg cagaaatgga tccacatgtg taatgaagac 1080 
attaaaaatg ggatcaccaa cctgctcatg tacgtgaaga gcatgaaggg tctcgcggga 1140 
atccgggacg ccatgtggga gttacttacc aatgagtcca ccaatcacag ctgggatgtg 1200 
ctatgtcggc ggcttctgga gaagccgctc ttgttctggg aagatatgat gcagcaactg 1260 
ttccttgacc gattacagac tctgacaaaa gaaggctttg actccatctc cagtagctcc 1320 
aaggagctct tggtttcagc tttgcaggaa cttgaaagca gcaccagcaa ctccccttca 1380 
aataagcaca tccactttga gtacaacatg tcgctcttcc tctggtctga gagtcctaat 1440 
gacctgcctt ccgatgcggc ctgggtcagc gtggcaaacc ggggtcagtt aggggtcgct 1500 
ggcctGtcta tgaaagcaca agccatcagc ccttgtgtac agaacttctg ttctgccctg 1560 
gattctaagc tgaaggttaa actagatgac ctcctggctt acctcccctc tgatgactca 1620 
tcactgccca aggacgtttc tcccacacag gccaagagtt ctgcctttga cagatacgca 1680 
gatgcgggga ccgtgcagga gatgctgcgg actcagtccg tggcatgcat caagcacatc 1740 
gtggactgca tccgggcaga gctacagagc attgaagaag gtgtgcaagg gcaacaggat 1800 
gccctcaaca gtgccaagct gcactcagtt cttttcatgg ccagactctg ccagtccctg 1860 
ggagagctgt gcccccatct gaagcagtgc atcctgggaa aatcagagag ctcagagaaa 1920 
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ccagcaaggg agtttagggc tctgagaaaa cagggaaagg tgaaaactca ggaaatcatt 1980 
cctacacagg ccaagtggca agaggttaaa gaagtactcc tccagcagag cgtgatgggc 2040 

taccaggtct ggagcagtgc agttgtgaaa gttttgattc atggattcac ccagtcatta 2100 
cttctagatg atgctggctc agttctggcc acagccacca gctgggatga gctagaaatt 2160 
caggaggagg cagagtctgg cagcagtgtc acatccaaga tccgactccc tgcacagccg 2220 
tcctggtatg tacagtcctt cctgtttagt ttatgccagg aaattaatcg ggttggaggc 2280 
catgccttgc caaaggtgac attacaggag atgctgaaaa gctgtatggt tcaagtagta 2340 
gctgcctatg aaaaactctc cgaagaaaaa cagattaaga aagaaggtgc atttccagtc 2400 
acccagaacc gggcgctgca gctgctttat gatctgcgtt acctcaacat tgttctgaca 2460 
gccaagggtg acgaggtgaa gagtagccgg agcaagccag actccagaat tgagaaagtg 2520 
actgaccacc tggaagccct cattgatcca tttgacctgg acgttttcac gccacacctc 2580 
aacagcaacc ttcatcgcct ggtgcagcga acttctgttc tgtttggatt ggtgactggt 2640 
acagagaatc agctcgcccc ccggagcagt acgttcaact cccaagaacc ccataacatc 2700 
ctgccgctgg catccagtca gatcaggttt ggacttctcc cactgagcat gacaagcact 2760 
cgaaaggcta aatcaaccag aaacatcgaa acaaaagctc aggttgtccc cccggcacgc 2820 
tccacagctg gtgacccgac agttcctggc tccttgttca gacagcttgt cagtgaagaa 2880 
gacaacacgt ctgcaccttc attattcaaa cttggctggc tctctagtat gactaagtaa 2940 



<210> 36 
<211> 979 

<212> PRT 

<213> Homo sapiens 
<400> 36 

Met Ala Thr Ala Ala Thr Ser Pro Ala Leu Lys Arg Leu Asp Leu Arg 
1 5 10 15 

Asp Pro Ala Ala Leu Phe Glu Thr His Gly Ala Glu Glu lie Arg Gly 
20 25 30 

Leu Glu Arg Gin Val Arg Ala Glu lie Glu His Lys Lys Glu Glu Leu 
35 40 45 

Arg Gin Met Val Gly Glu Arg Tyr Arg Asp Leu lie Glu Ala Ala Asp 
50 55 60 

Thr lie Gly Gin Met Arg Arg Cys Ala Val Gly Leu Val Asp Ala Val 
65 70 75 80 

Lys Ala Thr Asp Gin Tyr Cys Ala Arg Leu Arg Gin Ala Gly Ser Ala 
85 90 95 

Ala Pro Arg Pro Pro Arg Ala Gin Gin Pro Gin Gin Pro Ser Gin Glu 
100 105 110 

Lys Phe Tyr Ser Met Ala Ala Gin lie Lys Leu Leu Leu Glu lie Pro 
115 120 125 

Glu Lys lie Trp Ser Ser Met Glu Ala Ser Gin Cys Leu His Ala Thr 
130 135 140 

Gin Leu Tyr Leu Leu Cys Cys His Leu His Ser Leu Leu Gin Leu Asp 
145 150 155 160 

Ser Ser Ser Ser Arg Tyr Ser Pro Val Leu Ser Pro Val Pro lie Leu 
165 170 175 
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He Arg Gin Val Ala Ala Ala Ser His Phe Arg Ser Thr He Leu His 
180 185 190 

Glu Ser Lys Met Leu Leu Lys Cys Gin Gly Val Ser Asp Gin Ala Val 
195 200 205 

Ala Glu Ala Leu Cys Ser He Met Leu Leu Glu Glu Ser Ser Pro Arg 
210 215 220 

Gin Ala Leu Thr Asp Phe Leu Leu Ala Arg Lys Ala Thr He Gin Lys 
225 230 235 240 

Leu Leu Asn Gin Pro His His Gly Ala Gly He Lys Ala Gin He Cys 
245 250 255 

Ser Leu Val Glu Leu Leu Ala Thr Thr Leu Lys Gin Ala His Ala Leu 
260 265 270 

Phe Tyr Thr Leu Pro Glu Gly Leu Leu Pro Asp Pro Ala Leu Pro Cys 

275 280 285 

Gly Leu Leu Phe Ser Thr Leu Glu Thr He Thr Gly Gin His Pro Ala 
290 295 300 

Lys Gly Thr Gly Val Leu Gin Glu Glu Met Lys Leu Cys Ser Trp Phe 
305 310 315 320 

Lys His Leu Pro Ala Ser He Val Glu Phe Gin Pro Thr Leu Arg Thr 
325 330 335 

Leu Ala His Pro He Ser Gin Glu Tyr Leu Lys Asp Thr Leu Gin Lys 
340 345 350 

Trp He His Met Cys Asn Glu Asp He Lys Asn Gly He Thr Asn Leu 
355 360 365 

Leu Met Tyr Val Lys Ser Met Lys Gly Leu Ala Gly He Arg Asp Ala 
370 375 380 

Met Trp Glu Leu Leu Thr Asn Glu Ser Thr Asn His Ser Trp Asp Val 
385 390 395 400 

Leu Cys Arg Arg Leu Leu Glu Lys Pro Leu Leu Phe Trp Glu Asp Met 

405 410 415 

Met Gin Gin Leu Phe Leu Asp Arg Leu Gin Thr Leu Thr Lys Glu Gly 
420 425 430 

Phe Asp Ser He Ser Ser Ser Ser Lys Glu Leu Leu Val Ser Ala Leu 
435 440 445 

Gin Glu Leu Glu Ser Ser Thr Ser Asn Ser Pro Ser Asn Lys His He 
450 455 460 

His Phe Glu Tyr Asn Met Ser Leu Phe Leu Trp Ser Glu Ser Pro Asn 
465 470 475 480 
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Asp Leu Pro Ser Asp Ala Ala Trp Val Ser Val Ala Asn Arg Gly Gin 
485 490 495 



Leu Gly Val Ala Gly Leu Ser Met Lys Ala Gin Ala lie Ser Pro Cys 
500 505 510 

Val Gin Asn Phe Cys Ser Ala Leu Asp Ser Lys Leu Lys Val Lys Leu 
515 520 525 

Asp Asp Leu Leu Ala Tyr Leu Pro Ser Asp Asp Ser Ser Leu Pro Lys 
530 535 540 

Asp Val Ser Pro Thr Gin Ala Lys Ser Ser Ala Phe Asp Arg Tyr Ala 
545 550 555 560 

Asp Ala Gly Thr Val Gin Glu Met Leu Arg Thr Gin Ser Val Ala Cys 
565 570 575 

lie Lys His lie Val Asp Cys lie Arg Ala Glu Leu Gin Ser lie Glu 
580 585 590 

Glu Gly Val Gin Gly Gin Gin Asp Ala Leu Asn Ser Ala Lys Leu His 
595 600 605 

Ser Val Leu Phe Met Ala Arg Leu Cys Gin Ser Leu Gly Glu Leu Cys 
610 615 620 

Pro His Leu Lys Gin Cys lie Leu Gly Lys Ser Glu Ser Ser Glu Lys 
625 630 635 640 

Pro Ala Arg Glu Phe Arg Ala Leu Arg Lys Gin Gly Lys Val Lys Thr 
645 650 655 

Gin Glu lie lie Pro Thr Gin Ala Lys Trp Gin Glu Val Lys Glu Val 
660 665 670 

Leu Leu Gin Gin Ser Val Met Gly Tyr Gin Val Trp Ser Ser Ala Val 
675 680 685 

Val Lys Val Leu lie His Gly Phe Thr Gin Ser Leu Leu Leu Asp Asp 
690 695 700 

Ala Gly Ser Val Leu Ala Thr Ala Thr Ser Trp Asp Glu Leu Glu lie 
705 710 715 720 

Gin Glu Glu Ala Glu Ser Gly Ser Ser Val Thr Ser Lys lie Arg Leu 
725 730 735 

Pro Ala Gin Pro Ser Trp Tyr Val Gin Ser Phe Leu Phe Ser Leu Cys 
740 745 750 

Gin Glu lie Asn Arg Val Gly Gly His Ala Leu Pro Lys Val Thr Leu 
755 760 765 



Gin Glu Met Leu Lys Ser Cys Met Val Gin Val Val Ala Ala Tyr Glu 
770 775 780 
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Lys Leu Ser Glu Glu Lys Gin lie Lys Lys 
785 790 



Glu 
795 



Gly Ala 



Phe Pro Val 
800 



Thr Gin Asn Arg Ala Leu Gin Leu Leu Tyr Asp Leu Arg Tyr Leu Asn 
805 810 815 

He Val Leu Thr Ala Lys Gly Asp Glu Val Lys Ser Ser Arg Ser Lys 
820 825 830 

Pro Asp Ser Arg He Glu Lys Val Thr Asp His Leu Glu Ala Leu He 
835 840 845 

Asp Pro Phe Asp Leu Asp Val Phe Thr Pro His Leu Asn Ser Asn Leu 
850 855 860 

His Arg Leu Val Gin Arg Thr Ser Val Leu Phe Gly Leu Val Thr Gly 
865 870 875 880 

Thr Glu Asn Gin Leu Ala Pro Arg Ser Ser Thr Phe Asn Ser Gin Glu 
885 890 895 

Pro His Asn He Leu Pro Leu Ala Ser Ser Gin He Arg Phe Gly Leu 
900 905 910 

Leu Pro Leu Ser Met Thr Ser Thr Arg Lys Ala Lys Ser Thr Arg Asn 
915 920 925 

He Glu Thr Lys Ala Gin Val Val Pro Pro Ala Arg Ser Thr Ala Gly 
930 935 940 

Asp Pro Thr Val Pro Gly Ser Leu Phe Arg Gin Leu Val Ser Glu Glu 
945 950 955 960 

Asp Asn Thr Ser Ala Pro Ser Leu Phe Lys Leu Gly Trp Leu Ser Ser 
965 970 975 

Met Thr Lys 



<210> 37 
<211> 1787 
<212> DNA 

<213> Homo sapiens 
<400> 37 

cccacaatgg cttattcaga agagcataaa 
tccggcaact ccatttcctt ggactttgag 
ttggaagagc gctacaaatg tgccttctgc 
ggatgtgggc accgcttctg ccagcactgc 
ccaatctgcc ctgtagataa agaggtcatc 
tgcaaaagag aagtcctcaa cttatatgta 
aaggttattc tgggccggta ccagcaggtc 
caccttcagc agtgcttatt tcaacctgtg 
gtcctacgga aagacctgaa agagcatttg 
tgcctttatt gcaaaaagga tgtggtagtc 



ggtatgccct gtggtttcat ccgccagaat 60 
cccagtatag agtaccagtt tgtggagcgg 120 
cactcggtgc ttcacaaccc ccaccagaca 180 
atcctgtccc tgagagaatt aaacacagtg 240 
aaatctcagg aggtttttaa agacaattgt 300 
tattgcagca atgctcctgg atgtaatgcc 360 
ccactggcct gttgttatct gttgcaggat 420 
cagtgttcta atgagaagtg ccgggagcca -480 
agtgcatcct gtcagtttcg aaaggaaaaa 540 
atcaatctac agaatcatga ggaaaacttg 600 
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tgtcctgaat acccagtatt ttgtcccaac aattgtgcga agattattct aaaaactgag 660 
gtagatgaac acctggctgt atgtcctgaa gctgagcaag actgtccttt taagcactat 720 
ggctgtgctg taacggataa acggaggaac ctgcagcaac atgagcattc agccttacgg 780 
gagcacatgc gtttggtttt agaaaagaat gtccaattag aagaacagat ttctgactta 840 
cacaagagcc tagaacagaa agaaagtaaa atccagcagc tagcagaaac tataaagaaa 900 
cttgaaaagg agttcaagca gtttgcacag ttgtttggca aaaatggaag cttcctccca 960 
aacatccagg tttttgccag tcacattgac aagtcagctt ggctagaagc tcaagtgcat 1020 
caattattac aaatggttaa ccagcaacaa aataaatttg acctgagacc tttgatggaa 1080 
gcagttgata cagtgaaaca gaaaattacc ctgctagaaa acaatgatca aagattagcc 1140 
gttttagaag aggaaactaa caaacatgat acccacatta atattcataa agcacagctg 1200 
agtaaaaatg aagagcgatt taaactgctg gagggtactt gctataatgg aaagctcatt 1260 
tggaaggtga cagattacaa gatgaagaag agagaggcgg tggatgggca cacagtgtcc 1320 
atcttcagcc agtccttcta caccagccgc tgtggctacc ggctctgtgc tagagcatac 1380 
ctgaatgggg atgggtcagg gagggggtca cacctgtccc tatactttgt ggtcatgcga 1440 
ggagagtttg actcactgtt gcagtggcca ttcaggcaga gggtgaccct gatgcttctg 1500 
gaccagagtg gcaaaaagaa cattatggag accttcaaac ctgaccccaa tagcagcagc 1560 
tttaaaagac ctgatgggga gatgaacatt gcatctggct gtccccgctt tgtggctcat 1620 
tctgttttgg agaatgccaa gaacgcctac attaaagatg acactctgtt cttgaaagtg 1680 
gccgtggact taactgacct ggaggatctc tagtcactgt tatggggtga taagaggact 1740 
tcttggggcc agaactgtgg aggagagcac atttgattat catattg 1787 



<210> 38 
<211> 568 
<212> PRT 

<213> Homo sapiens 
<400> 38 

Met Ala Tyr Ser Glu Glu His Lys Gly Met Pro Cys Gly Phe lie Arg 
15 10 15 

Gin Asn Ser Gly Asn Ser lie Ser Leu Asp Phe Glu Pro Ser lie Glu 
20 25 30 

Tyr Gin Phe Val Glu Arg Leu Glu Glu Arg Tyr Lys Cys Ala Phe Cys 
35 40 45 

His Ser Val Leu His Asn Pro His Gin Thr Gly Cys Gly His Arg Phe 
50 55 60 

Cys Gin His Cys lie Leu Ser Leu Arg Glu Leu Asn Thr Val Pro lie 
65 70 75 80 

Cys Pro Val Asp Lys Glu Val lie Lys Ser Gin Glu Val Phe Lys Asp 
85 90 95 

Asn Cys Cys Lys Arg Glu Val Leu Asn Leu Tyr Val Tyr Cys Ser Asn 
100 105 110 

Ala Pro Gly Cys Asn Ala Lys Val lie Leu Gly Arg Tyr Gin Gin Val 
115 120 125 

Pro Leu Ala Cys Cys Tyr Leu Leu Gin Asp His Leu Gin Gin Cys Leu 
130 135 140 

Phe Gin Pro Val Gin Cys Ser Asn Glu Lys Cys Arg Glu Pro Val Leu 
145 150 155 160 
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Arg Lys Asp Leu Lys Glu His Leu Ser Ala Ser Cys Gin Phe Arg Lys 
165 170 175 



Glu Lys Cys Leu Tyr Cys Lys Lys Asp Val Val Val lie Asn Leu Gin 
180 185 190 

Asn His Glu Glu Asn Leu Cys Pro Glu Tyr Pro Val Phe Cys Pro Asn 
195 200 205 

Asn Cys Ala Lys lie lie Leu Lys Thr Glu Val Asp Glu His Leu Ala 
210 215 220 

Val Cys Pro Glu Ala Glu Gin Asp Cys Pro Phe Lys His Tyr Gly Cys 
225 230 235 240 

Ala Val Thr Asp Lys Arg Arg Asn Leu Gin Gin His Glu His Ser Ala 
245 250 255 

Leu Arg Glu His Met Arg Leu Val Leu Glu Lys Asn Val Gin Leu Glu 
260 265 270 

Glu Gin lie Ser Asp Leu His Lys Ser Leu Glu Gin Lys Glu Ser Lys 
275 280 285 

lie Gin Gin Leu Ala Glu Thr lie Lys Lys Leu Glu Lys Glu Phe Lys 
290 295 300 

Gin Phe Ala Gin Leu Phe Gly Lys Asn Gly Ser Phe Leu Pro Asn lie 
305 310 315 320 

Gin Val Phe Ala Ser His lie Asp Lys Ser Ala Trp Leu Glu Ala Gin 
325 330 335 

Val His Gin Leu Leu Gin Met Val Asn Gin Gin Gin Asn Lys Phe Asp 
340 345 350 

Leu Arg Pro Leu Met Glu Ala Val Asp Thr Val Lys Gin Lys lie Thr 
355 360 365 

Leu Leu Glu Asn Asn Asp Gin Arg Leu Ala Val Leu Glu Glu Glu Thr 
370 375 380 

Asn Lys His Asp Thr His lie Asn lie His Lys Ala Gin Leu Ser Lys 
385 390 395 400 

Asn Glu Glu Arg Phe Lys Leu Leu Glu Gly Thr Cys Tyr Asn Gly Lys 
405 410 415 

Leu lie Trp Lys Val Thr Asp Tyr Lys Met Lys Lys Arg Glu Ala Val 
420 425 430 

Asp Gly His Thr Val Ser lie Phe Ser Gin Ser Phe Tyr Thr Ser Arg 
435 440 445 

Cys Gly Tyr Arg Leu Cys Ala Arg Ala Tyr Leu Asn Gly Asp Gly Ser 
450 455 460 
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Gly Arg 
465 



Gly Ser 



His Leu Ser Leu Tyr Phe Val Val Met Arg Gly Glu 
470 475 480 



Phe Asp Ser Leu Leu Gin Trp Pro Phe Arg Gin Arg Val Thr Leu Met 
485 490 495 

Leu Leu Asp Gin Ser Gly Lys Lys Asn lie Met Glu Thr Phe Lys Pro 
500 505 510 

Asp Pro Asn Ser Ser Ser Phe Lys Arg Pro Asp Gly Glu Met Asn He 
515 520 525 

Ala Ser Gly Cys Pro Arg Phe Val Ala His Ser Val Leu Glu Asn Ala 

530 535 540 

Lys Asn Ala Tyr He Lys Asp Asp Thr Leu Phe Leu Lys Val Ala Val 
545 550 555 560 

Asp Leu Thr Asp Leu Glu Asp Leu 
565 



<210> 39 

<211> 622 

<212> DNA 

<213> Homo sapiens 



<400> 39 

ctcctttcca aagaaccatg agttcccaca 
ccgccgtcag cagcctggtc caccggcagc 
tcctccattt ctaccgcgac gacgtgaccc 
cccaggagaa gcgacagggc gcccagagtc 
tctgcgatgc catccagaag ccgtcctggg 
gagccgcgtt ggccctggag acgaacctga 
gcgcaaagca tgcagactct cacccctgcg 
cctctgtcag acctgggaaa gcgtccaccc 
ttttttcttt ctttcttttt gaaagagtct 
gcaccacatt cattccttcc ccagctcact 
tttagagaat taggatgaac ta 



<210> 40 

<211> 201 

<212> PRT 

<213> Homo sapiens 



tcagccagaa ttactgcacc gaagtggaag 60 
tgcgggcttc ccttacctac ctctctctca 120 
tggagggcat gggccacttc cgagagctgg 180 
tgtggaagac gcaaaaccag cgcggagccc 240 
atgaaaagga cagcagtttg ggcgccctgc 300 
accaggccct gctggatctg cacgccctgg 360 
gcttcctgga gaaccacttc cggccacatc 420 
gagctgctcc cttcaacctc aagatacatt 480 
ccctgcgtgt agacccctgg actattgatt 540 
actccaacaa ggtaccaaat ataccaaata 600 

622 



<220> 

<221> VARIANT 
<222> (196) . . (196) 

<223> Wherein Xaa is any amino acid as defined by the 
specification. 

<400> 40 

Met Ser Ser His He Ser Gin Asn Tyr Cys Thr Glu Val Glu Ala Ala 
15 10 15 
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Val Ser Ser Leu Val His Arg Gin Leu Arg Ala Ser Leu 
20 25 



Thr Tyr Leu 
30 



Ser Leu lie Leu His Phe Tyr Arg Asp Asp Val Thr Leu Glu Gly Met 
35 40 45 

Gly His Phe Arg Glu Leu Ala Gin Glu Lys Arg Gin Gly Ala Gin Ser 
50 55 60 

Leu Trp Lys Thr Gin Asn Gin Arg Gly Ala Leu Cys Asp Ala lie Gin 
65 70 75 80 

Lys Pro Ser Trp Asp Glu Lys Asp Ser Ser Leu Gly Ala Leu Arg Ala 
85 90 95 

Ala Leu Ala Leu Glu Thr Asn Leu Asn Gin Ala Leu Leu Asp Leu His 
100 105 110 

Ala Leu Gly Ala Lys His Ala Asp Ser His Pro Cys Gly Phe Leu Glu 
115 120 125 

Asn His Phe Arg Pro His Pro Ser Val Arg Pro Gly Lys Ala Ser Thr 
130 135 140 

Arg Ala Ala Pro Phe Asn Leu Lys lie His Phe Phe Ser Phe Phe Leu 
145 150 155 160 

Phe Glu Arg Val Ser Leu Arg Val Asp Pro Trp Thr lie Asp Cys Thr 
165 170 175 

Thr Phe lie Pro Ser Pro Ala His Tyr Ser Asn Lys Val Pro Asn lie 
180 185 190 

Pro Asn lie Xaa Arg lie Arg Met Asn 
195 200 



<210> 41 

<211> 781 

<212> DNA 

<213> Homo sapiens 

<400> 41 

atttactatt aatctacaag ttgggtgtta 
ttctagagca agggcttccc cataatcctg 
tctgacccca ctgaagtgtt tatcctcttc 
atgtgctctg agaggtgctc tgagagatgc 
cctcattttc ttcctctcca gtgtgtcaat 
ccttttcctg atccaaagtg ggaccttctt 
gctgccgggc cccctctggt cttcctgctg 
gcccgggcca accgcagcca gcgaggggtg 
gagctggccg tgtgtgatgc agtcactggc 
tcaggtgtgc tggaggtgga ggtgttgggc 
tgccaacact tctttgtcac ctgcttcgag 
gtaggtggag gggctgccgc aggggtgtgg 
gccaagcagt cctatgtgcg ggcattgacc 
t 



tgcaagtcct atatatggag tcccccaaac 60 
gcaggcaggc ctcccctggg gttcccaact 120 
tctaatccca gcctcctttt ccctgtctcc 180 
tcccgctccc ccagactccc tctacatccc 240 
ggggtcctaa ccccaccctc gacattgtcg 300 
ttcccccgag tggtcctgcc taggggtgcc 360 
gagactgggg cctttcggga gtcagcaggc 420 
agcaatactt cactggcgag tcatcagggt 480 
tgggtgacag acccccggac cgctgtggac 540 
gaggtgcctg cagctggcgg cagttccctc 600 
gccaataact ctgaagaagg tggcccaggg 660 
accggggggc actgggtgtc tgagtgcaag 720 
gctgatgccc agggctgtgt ggactggtga 780 

781 
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<210> 42 

<211> 237 

<212> PRT 

<213> Homo sapiens 

<400> 42 

Ser Lys Gly Phe Pro lie lie Leu Ala Gly Arg Pro Pro Leu Gly Phe 
15 10 15 

Pro Thr Ser Asp Pro Thr Glu Val Phe lie Leu Phe Ser Asn Pro Ser 
20 25 30 

Leu Leu Phe Pro Val Ser Met Cys Ser Glu Arg Cys Ser Glu Arg Cys 
35 40 45 

Ser Arg Ser Pro Arg Leu Pro Leu His Pro Pro His Phe Leu Pro Leu 
50 55 60 

Gin Cys Val Asn Gly Val Leu Thr Pro Pro Ser Thr Leu Ser Pro Phe 
65 70 75 80 

Pro Asp Pro Lys Trp Asp Leu Leu Phe Pro Arg Val Val Leu Pro Arg 
85 90 95 

Gly Ala Ala Ala Gly Pro Pro Leu Val Phe Leu Leu Glu Thr Gly Ala 
100 105 110 

Phe Arg Glu Ser Ala Gly Ala Arg Ala Asn Arg Ser Gin Arg Gly Val 
115 120 125 

Ser Asn Thr Ser Leu Ala Ser His Gin Gly Glu Leu Ala Val Cys Asp 
130 135 140 

Ala Val Thr Gly Trp Val Thr Asp Pro Arg Thr Ala Val Asp Ser Gly 
145 150 155 160 

Val Leu Glu Val Glu Val Leu Gly Glu Val Pro Ala Ala Gly Gly Ser 
165 170 175 

Ser Leu Cys Gin His Phe Phe Val Thr Cys Phe Glu Ala Asn Asn Ser 
180 185 190 

Glu Glu Gly Gly Pro Gly Val Gly Gly Gly Ala Ala Ala Gly Val Trp 
195 200 205 

Thr Gly Gly His Trp Val Ser Glu Cys Lys Ala Lys Gin Ser Tyr Val 
210 215 220 

Arg Ala Leu Thr Ala Asp Ala Gin Gly Cys Val Asp Trp 
225 230 235 



<210> 43 
<211> 1018 
<212> DNA 
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<213> Homo sapiens 



<400> 43 

ggcgcccagc ggcttgcacc tgttcgtccg aagaggttgt cataggattt tctgatcacc 60 
actcaatcat atctacttac acaagcagtc aagcagtcaa caaagaagaa atttcttttt 120 
tcggagacaa agagatattt cacacagtat agttttgccg gctgcagttt cttcagctca 180 
tccggttcct aagcacataa agaagccaga ctatgtgacg acaggcattg taccagactg 240 
gggagacagc atagaagtta agaatgaaga tcagattcaa gggcttcatc aggcttgtca 300 
gctggcccgc cacgtcctcc tcttggctgg gaagagttta aaggttgaca tgacaactga 360 
agagatagat gctcttgttc atcgggaaat catcagtcat aatgcctatc cctcacctct 420 
aggctatgga ggttttccaa aatctgtttg tacctctgta aacaacgtgc tctgtcatgg 480 
tattcctgac agtcgacctc ttcaggatgg agatattatc aacattgatg tcacagtcta 540 
ttacaatggc taccatggag acacctctga aacatttttg gtgggcaatg tggacgaatg 600 
tggtaaaaag ttagtggagg ttgccaggag gtgtagagat gaagcaattg cagcttgcag 660 
agcaggggct cccttctctg taattggaaa cacaatcagc cacataactc atcagaatgg 720 
ttttcaagtc tgtccacatt ttgtgggaca tggaatagga tcttactttc atggacatcc 780 
agaaatttgg catcatgcaa acgacagtga tctacccatg gaggagggca tggcattcac 840 
tatagagcca atcatcacgg agggatcccc tgaatttaaa gtcctggagg atgcatggac 900 
tgtggtctcc ctagacaatc aaaggtcggc gcagttcgag cacacgglrtc tgatcacgtc 960 
gaggggcgcg cagatcctga ccaaactacc ccatgaggcc tgaggagccg cccgaagg 1018 



<210> 44 

<211> 315 

<212> PRT 

<213> Homo sapiens 

<400> 44 

Ser Pro Leu Asn His lie Tyr Leu His Lys Gin Ser Ser Ser Gin Gin 
15 10 15 

Arg Arg Asn Phe Phe Phe Arg Arg Gin Arg Asp lie Ser His Ser lie 
20 25 30 

Val Leu Pro Ala Ala Val Ser Ser Ala His Pro Val Pro Lys His lie 
35 40 45 

Lys Lys Pro Asp Tyr Val Thr Thr Gly lie Val Pro Asp Trp Gly Asp 
50 55 60 

Ser lie Glu Val Lys Asn Glu Asp Gin lie Gin Gly Leu His Gin Ala 
65 70 75 80 

Cys Gin Leu Ala Arg His Val Leu Leu Leu Ala Gly Lys Ser Leu Lys 
85 90 95 

Val Asp Met Thr Thr Glu Glu lie Asp Ala Leu Val His Arg Glu lie 
100 105 110 

lie Ser His Asn Ala Tyr Pro Ser Pro Leu Gly Tyr Gly Gly Phe Pro 
115 120 125 

Lys Ser Val Cys Thr Ser Val Asn Asn Val Leu Cys His Gly lie Pro 
130 135 140 

Asp Ser Arg Pro Leu Gin Asp Gly Asp lie lie Asn lie Asp Val Thr 
145 150 155 160 
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Val Tyr Tyr Asn Gly Tyr His Gly Asp Thr Ser Glu Thr Phe Leu Val 
165 170 175 



Gly Asn Val Asp Glu Cys Gly Lys Lys Leu Val Glu Val Ala Arg Arg 
180 185 190 

Cys Arg Asp Glu Ala lie Ala Ala Cys Arg Ala Gly Ala Pro Phe Ser 
195 200 205 

Val He Gly Asn Thr He Ser His He Thr His Gin Asn Gly Phe Gin 
210 215 220 

Val Cys Pro His Phe Val Gly His Gly He Gly Ser Tyr Phe His Gly 
225 230 235 240 

His Pro Glu He Trp His His Ala Asn Asp Ser Asp Leu Pro Met Glu 
245 250 255 

Glu Gly Met Ala Phe Thr He Glu Pro He He Thr Glu Gly Ser Pro 
260 265 270 

Glu Phe Lys Val Leu Glu Asp Ala Trp Thr Val Val Ser Leu Asp Asn 
275 280 285 

Gin Arg Ser Ala Gin Phe Glu His Thr Val Leu He Thr Ser Arg Gly 
290 295 300 

Ala Gin He Leu Thr Lys Leu Pro His Glu Ala 
305 310 315 



<210> 45 

<211> 1018 

<212> DNA 

<213> Homo sapiens 

<400> 45 

ggcgcccagc ggcttgcacc tgttcgtccg aagaggttgt cataggattt tctgatcacc 60 
actcaatcat atctacttac acaagcagtc aagcagtcaa caaagaagaa atttcttttt 120 
tcggagacaa agagatattt cacacagtat agttttgccg gctgcagttt cttcagctca 180 
tccggttcct aagcacataa agaagccaga ctatgtgacg acaggcattg taccagactg 240 
gggagacagc atagaagtta agaatgaaga tcagattcaa gggcttcatc aggcttgtca 300 
gctggcccgc cacgtcctcc tcttggctgg gaagagttta aaggttgaca tgacaactga 360 
agagatagat gctcttgttc atcgggaaat catcagtcat aatgcctatc cctcacctct 420 
aggctatgga ggttttccaa aatctgtttg tacctctgta aacaacgtgc tctgtcatgg 480 
tattcctgac agtcgacctc ttcaggatgg agatattatc aacattgatg tcacagtcta 540 
ttacaatggc taccatggag acacctctga aacatttttg gtgggcaatg tggacgaatg 600 
tggtaaaaag ttagtggagg ttgccaggag gtgtagagat gaagcaattg cagcttgcag 660 
agcaggggct cccttctctg taattggaaa cacaatcagc cacataactc atcagaatgg 720 
ttttcaagtc tgtccacatt ttgtgggaca tggaatagga tcttactttc atggacatcc 780 
agaaatttgg catcatgcaa acgacagtga tctacccatg gaggagggca tggcattcac 840 
tatagagcca atcatcacgg agggatcccc tgaatttaaa gtcctggagg atgcatggac 900 
tgtggtctcc ctagacaatc aaaggtcggc gcagttcgag cacacggttc tgatcacgtc 960 
gaggggcgcg cagatcctga ccaaactacc ccatgaggcc tgaggagccg cccgaagg 1018 
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<210> 46 

<211> 310 

<212> PRT 

<213> Homo sapiens 

<400> 46 

lie Tyr Leu His Lys Gin Ser Ser Ser Gin Gin Arg Arg Asn Phe Phe 
15 10 15 

Phe Arg Arg Gin Arg Asp lie Ser His Ser lie Val Leu Pro Ala Ala 
20 25 30 

Val Ser Ser Ala His Pro Val Pro Lys His lie Lys Lys Pro Asp Tyr 
35 40 45 

Val Thr Thr Gly lie Val Pro Asp Trp Gly Asp Ser lie Glu Val Lys 
50 55 60 

Asn Glu Asp Gin lie Gin Gly Leu His Gin Ala Cys Gin Leu Ala Arg 
65 70 75 80 

His Val Leu Leu Leu Ala Gly Lys Ser Leu Lys Val Asp Met Thr Thr 
85 90 95 

Glu Glu lie Asp Ala Leu Val His Arg Glu lie lie Ser His Asn Ala 
100 105 110 

Tyr Pro Ser Pro Leu Gly Tyr Gly Gly Phe Pro Lys Ser Val Cys Thr 
115 120 125 

Ser Val Asn Asn Val Leu Cys His Gly lie Pro Asp Ser Arg Pro Leu 
130 135 140 

Gin Asp Gly Asp lie lie Asn lie Asp Val Thr Val Tyr Tyr Asn Gly 
145 150 155 160 

Tyr His Gly Asp Thr Ser Glu Thr Phe Leu Val Gly Asn Val Asp Glu 
165 170 175 

Cys Gly Lys Lys Leu Val Glu Val Ala Arg Arg Cys Arg Asp Glu Ala 
180 185 190 

He Ala Ala Cys Arg Ala Gly Ala Pro Phe Ser Val He Gly Asn Thr 
195 200 205 

He Ser His He Thr His Gin Asn Gly Phe Gin Val Cys Pro His Phe 
210 215 220 

Val Gly His Gly He Gly Ser Tyr Phe His Gly His Pro Glu He Trp 
225 230 235 240 

His His Ala Asn Asp Ser Asp Leu Pro Met Glu Glu Gly Met Ala Phe 
245 250 255 

Thr He Glu Pro He He Thr Glu Gly Ser Pro Glu Phe Lys Val Leu 
260 265 270 
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Glu Asp Ala Trp Thr Val Val Ser Leu Asp Asn Gin Arg Ser Ala Gin 
275 280 285 



Phe Glu His Thr Val Leu lie Thr Ser Arg Gly Ala Gin lie Leu Thr 
290 295 300 

Lys Leu Pro His Glu Ala 
305 310 



<210> 47 

<211> 1042 

<212> DNA 

<213> Homo sapiens 

<400> 47 

gccacgtgac cgacgccaac atggcggcgc ccagtggcgt ccacctgctc gtccgcagag 60 
gttctcatag aattttctct tcaccactca atcatatcta cttacacaag cagtcaagca 120 
gtcaacaaag aagaaatttc ttttttcgga gacaaagaga tatttcacac agtatagttt 180 
cgccggctgc agtttcttca gctcatccgg ttcctaagca cataaagaag ccagactatg 240 
tgacgacagg cattgtacca gactggggag acagcataga agttaagaat gaagatcaga 300 
ttcaagggct tcatcaggct tgtcagctgg cccgccacgt cctcctcttg gctgggaaga 360 
gtttaaaggt tgacatgaca actgaagaga tagatgctct tgttcatcgg gaaatcatca 420 
gtcataatgc ctatccctca cctctaggct atggaggttt tccaaaatct gtttgtacct 480 
ctgtaaacaa cgtgctctgt catggtattc ctgacagtcg acctcttcag gatggagata 540 
ttatcaacat tgatgtcaca gtctattaca atggctacca tggagacacc tctgaaacat 600 
ttttggtggg caatgtggac gaatgtggta aaaagttagt ggaggttgcc aggaggtgta 660 
gagatgaagc aattgcagct tgcagagcag gggctccctt ctctgtaatt ggaaacacaa 720 
tcagccacat aactcatcag aatggttttc aagtctgtcc acattttgtg ggacatggaa 780 
taggatctta ctttcatgga catccagaaa tttggcatca tgcaaacgac agtgatctac 840 
ccatggagga gggcatggca ttcactatag agccaatcat cacggaggga tcccctgaat 900 
ttaaagtcct ggaggatgca tggactgtgg tctccctaga caatcaaagg tcggcgcagt 960 
tcgagcacac ggttctgatc acgtcgaggg gcgcgcagat cctgaccaaa ctaccccatg 102 0 
aggcctgagg agccgcccga ag 1042 



<210> 48 

<211> 335 

<212> PRT 

<213> Homo sapiens 

<400> 48 

Met Ala Ala Pro Ser Gly Val His Leu Leu Val Arg Arg Gly Ser His 
15 10 15 

Arg lie Phe Ser Ser Pro Leu Asn His lie Tyr Leu His Lys Gin Ser 
20 25 . 30 

Ser Ser Gin Gin Arg Arg Asn Phe Phe Phe Arg Arg Gin Arg Asp lie 
35 40 45 

Ser His Ser lie Val Ser Pro Ala Ala Val Ser Ser Ala His Pro Val 
50 55 60 

Pro Lys His lie Lys Lys Pro Asp Tyr Val Thr Thr Gly lie Val Pro 
65 70 75 80 
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Asp Trp Gly Asp Ser lie Glu Val Lys Asn Glu Asp Gin lie Gin Gly 
85 90 95 



Leu His Gin Ala Cys Gin Leu Ala Arg His Val Leu Leu Leu Ala Gly 
100 105 110 

Lys Ser Leu Lys Val Asp Met Thr Thr Glu Glu lie Asp Ala Leu Val 
115 120 125 

His Arg Glu lie lie Ser His Asn Ala Tyr Pro Ser Pro Leu Gly Tyr 
130 135 140 

Gly Gly Phe Pro Lys Ser Val Cys Thr Ser Val Asn Asn Val Leu Cys 
145 150 155 160 

His Gly lie Pro Asp Ser Arg Pro Leu Gin Asp Gly Asp lie lie Asn 
165 170 175 

lie Asp Val Thr Val Tyr Tyr Asn Gly Tyr His. Gly Asp Thr Ser Glu 
180 185 190 

Thr Phe Leu Val Gly Asn Val Asp Glu Cys Gly Lys Lys Leu Val Glu 
195 200 205 

Val Ala Arg Arg Cys Arg Asp Glu Ala lie Ala Ala Cys Arg Ala Gly 
210 215 220 

Ala Pro Phe Ser Val lie Gly Asn Thr lie Ser His lie Thr His Gin 
225 230 235 240 

Asn Gly Phe Gin Val Cys Pro His Phe Val Gly His Gly lie Gly Ser 
245 250 255 

Tyr Phe His Gly His Pro Glu lie Trp His His Ala Asn Asp Ser Asp 
260 265 270 

Leu Pro Met Glu Glu Gly Met Ala Phe Thr He Glu Pro He He Thr 
275 280 285 

Glu Gly Ser Pro Glu Phe Lys Val Leu Glu Asp Ala Trp Thr Val Val 
290 295 300 

Ser Leu Asp Asn Gin Arg Ser Ala Gin Phe Glu His Thr Val Leu He 
305 310 315 320 

Thr Ser Arg Gly Ala Gin He Leu Thr Lys Leu Pro His Glu Ala 
325 330 335 



<210> 49 
<211> 1661 
<212> DNA 

<213> Homo sapiens 
<400> ,49 

cccacaatgg cttattcaga agagcataaa ggtatgccct gtggtttcat ccgccagaat 60 
tccggcaact ccatttcctt ggactttgag cccagtatag agtaccagtt tgtggagcgg 120 
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ttggaagagc gctacaaatg tgccttctgc cactcggtgc ttcacaaccc ccaccagaca 180 
ggatgtgggc accgcttctg ccagcactgc atcctgtccc tgagagaatt aaacacagtg 240 
ccaatctgcc ctgtagataa agaggtcatc aaatctcagg aggtttttaa agacaattgt 300 

tgcaaaagag aagtcctcaa cttatatgta tattgcagca atgctcctgg atgtaatgcc 360 
aaggttattc tgggccggta ccaggatcac cttcagcagt gcttatttca acctgtgcag 420 
tgttctaatg agaagtgccg ggagccagtc ctacggaaag acctgaaaga gcatttgagt 480 

gcatcctgtc agtttcgaaa ggaaaaatgc ctttattgca aaaaggatgt ggtagtcatc 540 
aatctacaga atcatgagga aaacttgtgt cctgaatacc cagtattttg tcccaacaat 600 
tgtgcgaaga ttattctaaa aactgaggta gatgaacacc tggctgtatg tcctgaagct 660 
gagcaagact gtccttttaa gcactatggc tgtgctgtaa cgatttctga cttacacaag 720 
agcctagaac agaaagaaag taaaatccag cagctagcag aaactataaa gaaacttgaa 780 
aaggagttca agcagtttgc acagttgttt ggcaaaaatg gaagcttcct cccaaacatc 840 
caggtttttg ccagtcacat tgacaagtca gcttggctag aagctcaagt gcatcaatta 900 
ttacaaatgg ttaaccagca acaaaataaa tttgacctga gacctttgat ggaagcagtt 960 
gatacagtga aacagaaaat taccctgcta gaaaacaatg atcaaagatt agccgtttta 1020 
gaagaggaaa ctaacaaaca tgatacccac attaatattc ataaagcaca gctgagtaaa 1080 
aatgaagagc gatttaaact gctggagggt acttgctata atggaaagct catttggaag 1140 
gtgacagatt acaagatgaa gaagagagag gcggtggatg ggcacacagt gtccatcttc 1200 
agccagtcct tctacaccag ccgctgtggc taccggctct gtgctagagc atacctgaat 1260 
ggggatgggt cagggagggg gtcacacctg tccctatact ttgtggtcat gcgaggagag 1320 
tttgactcac tgttgcagtg gccattcagg cagagggtga ccctgatgct tctggaccag 1380 
agtggcaaaa agaacattat ggagaccttc aaacctgacc ccaatagcag cagctttaaa 1440 
agacctgatg gggagatgaa cattgcatct ggctgtcccc gctttgtggc tcattctgtt 1500 
ttggagaatg ccaagaacgc ctacattaaa gatgacactc tgttcttgaa agtggccgtg 1560 
gacttaactg acctggagga tctctagtca ctgttatggg gtgataagag gacttcttgg 1620 
ggccagaact gtggaggaga gcacatttga ttatcatatt g 1661 



<210> 50 
<211> 526 

<212> PRT 

<213> Homo sapiens 
<400> 50 

Met Ala Tyr Ser Glu Glu His Lys Gly Met Pro Cys Gly Phe lie Arg 
15 10 15 

Gin Asn Ser Gly Asn Ser lie Ser Leu Asp Phe Glu Pro Ser lie Glu 
20 25 30 

Tyr Gin Phe Val Glu Arg Leu Glu Glu Arg Tyr Lys Cys Ala Phe Cys 
35 40 45 

His Ser Val Leu His Asn Pro His Gin Thr Gly Cys Gly His Arg Phe 
50 55 60 

Cys Gin His Cys lie Leu Ser Leu Arg Glu Leu Asn Thr Val Pro lie 
65 70 75 80 

Cys Pro Val Asp Lys Glu Val lie Lys Ser Gin Glu Val Phe Lys Asp 
85 90 95 

Asn Cys Cys Lys Arg Glu Val Leu Asn Leu Tyr Val Tyr Cys Ser Asn 
100 105 110 

Ala Pro Gly Cys Asn Ala Lys Val lie Leu Gly Arg Tyr Gin Asp His 
115 120 125 
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Leu Gin Gin Cys Leu Phe Gin Pro Val Gin Cys Ser Asn Glu Lys Cys 
130 135 140 

Arg Glu Pro Val Leu Arg Lys Asp Leu Lys Glu His Leu Ser Ala Ser 
145 150 155 160 

Cys Gin Phe Arg Lys Glu Lys Cys Leu Tyr Cys Lys Lys Asp Val Val 
165 170 175 

Val lie Asn Leu Gin Asn His Glu Glu Asn Leu Cys Pro Glu Tyr Pro 
180 185 190 

Val Phe Cys Pro Asn Asn Cys Ala Lys lie lie Leu Lys Thr Glu Val 
195 200 205 

Asp Glu His Leu Ala Val Cys Pro Glu Ala Glu Gin Asp Cys Pro Phe 
210 215 220 

Lys His Tyr Gly Cys Ala Val Thr lie Ser Asp Leu His Lys Ser Leu 
225 230 235 240 

Glu Gin Lys Glu Ser Lys lie Gin Gin Leu Ala Glu Thr lie Lys Lys 

245 250 255 

Leu Glu Lys Glu Phe Lys Gin Phe Ala Gin Leu Phe Gly Lys Asn Gly 
260 265 270 

Ser Phe Leu Pro Asn lie Gin Val Phe Ala Ser His lie Asp Lys Ser 
275 280 285 

Ala Trp Leu Glu Ala Gin Val His Gin Leu Leu Gin Met Val Asn Gin 
290 295 300 

Gin Gin Asn Lys Phe Asp Leu Arg Pro Leu Met Glu Ala Val Asp Thr 
305 310 315 320 

Val Lys Gin Lys lie Thr Leu Leu Glu Asn Asn Asp Gin Arg Leu Ala 
325 330 335 

Val Leu Glu Glu Glu Thr Asn Lys His Asp Thr His He Asn He His 
340 345 350 

Lys Ala Gin Leu Ser Lys Asn Glu Glu Arg Phe Lys Leu Leu Glu Gly 
355 360 365 

Thr Cys Tyr Asn Gly Lys Leu He Trp Lys Val Thr Asp Tyr Lys Met 
370 375 380 

Lys Lys Arg Glu Ala Val Asp Gly His Thr Val Ser He Phe Ser Gin 
385 390 395 400 

Ser Phe Tyr Thr Ser Arg Cys Gly Tyr Arg Leu Cys Ala Arg Ala Tyr 
405 410 415 

Leu Asn Gly Asp Gly Ser Gly Arg Gly Ser His Leu Ser Leu Tyr Phe 
420 425 430 
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Val Val Met Arg Gly Glu Phe Asp 
435 440 

Gin Arg Val Thr Leu Met Leu Leu 
450 455 

Met Glu Thr Phe Lys Pro Asp Pro 
465 470 

Asp Gly Glu Met Asn lie Ala Ser 
485 

Ser Val Leu Glu Asn Ala Lys Asn 
500 

Phe Leu Lys Val Ala Val Asp Leu 
515 520 



Ser Leu Leu Gin Trp Pro Phe Arg 
445 

Asp Gin Ser Gly Lys Lys Asn lie 
460 

Asn Ser Ser Ser Phe Lys Arg Pro 
475 480 

Gly Cys Pro Arg Phe Val Ala His 
490 495 

Ala Tyr lie Lys Asp Asp Thr Leu 
505 510 

Thr Asp Leu Glu Asp Leu 
525 



<210> 51 
<211> 730 

<212> PRT 

<213> Homo sapiens 
<400> 51 

Met Leu Lys Thr lie Asn Leu Gin Asn Glu Gly Phe Thr Cys Thr lie 
15 10 15 

Arg Tyr Arg Gin lie Gly Pro Leu lie Asp Arg Gin lie Phe Arg Phe 
20 25 30 

Thr Glu Glu Gly Met Val Asn Ala Arg Phe Asp Tyr Asn Tyr Asp Asn 
35 40 45 

Ser Phe Arg Val Thr Ser Met Gin Ala Val lie Asn Glu Thr Pro Leu 
50 55 60 

Pro lie Asp Leu Tyr Arg Tyr Asp Asp Val Ser Gly Lys Thr Glu Gin 
65 70 75 80 

Phe Gly Lys Phe Gly Val lie Tyr Tyr Asp lie Asn Gin lie lie Thr 
85 90 95 

Thr Ala Val Met Thr His Thr Lys His Phe Asp Ala Tyr Gly Arg Met 
100 105 110 

Lys Glu Val Gin Tyr Glu lie Phe Arg Ser Leu Met Tyr Trp Met Thr 
115 120 125 

Val Gin Tyr Asp Asn Met Gly Arg Val Val Lys Lys Glu Leu Lys Val 
130 135 140 

Gly Pro Tyr Ala Asn Thr Thr Arg Tyr Ser Tyr Glu Tyr Asp Ala Asp 
145 150 155 160 



Gly Gin Leu Gin Thr Val Ser lie Asn Asp Lys Pro Leu Trp Arg Tyr 
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165 170 175 

Ser Tyr Asp Leu Asn Gly Asn Leu His Leu Leu Ser Pro Gly Asn Ser 
180 185 190 

Ala Arg Leu Thr Pro Leu Arg Tyr Asp He Arg Asp Arg He Thr Arg 
195 200 205 

Leu Gly Asp Val Gin Tyr Lys Met Asp Glu Asp Gly Phe Leu Arg Gin 
210 215 220 

Arg Gly Gly Asp He Phe Glu Tyr Asn Ser Ala Gly Leu Leu He Lys 
225 230 235 240 

Ala Tyr Asn Arg Ala Gly Ser Trp Ser Val Arg Tyr Arg Tyr Asp Gly 
245 250 255 

Leu Gly Arg Arg Val Ser Ser Lys Ser Ser His Ser His His Leu Gin 
260 265 270 

Phe Phe Tyr Ala Asp Leu Thr Asn Pro Thr Lys Val Thr His Leu Tyr 
275 280 285 

Asn His Ser Ser Ser Glu He Thr Ser Leu Tyr Tyr Asp Leu Gin Gly 
290 295 300 

His Leu Phe Ala Met Glu Leu Ser Ser Gly Asp Glu Phe Tyr He Ala 
305 310 315 320 

Cys Asp Asn He Gly Thr Pro Leu Ala Val Phe Ser Gly Thr Gly Leu 
325 330 335 

Met He Lys Gin He Leu Tyr Thr Ala Tyr Gly Glu He Tyr Met Asp 
340 345 350 

Thr Asn Pro Asn Phe Gin He He He Gly Tyr His Gly Gly Leu Tyr 
355 360 365 

Asp Pro Leu Thr Lys Leu Val His Met Gly Arg Arg Asp Tyr Asp Val 
370 375 380 

Leu Ala Gly Arg Trp Thr Ser Pro Asp His Glu Leu Trp Lys His Leu 
385 390 395 400 

Ser Ser Ser Asn Val Met Pro Phe Asn Leu Tyr Met Phe Lys Asn Asn 
405 410 415 

Asn Pro He Ser Asn Ser Gin Asp He Lys Cys Phe Met Thr Asp Val 
420 425 430 

Asn Ser Trp Leu Leu Thr Phe Gly Phe Gin Leu His Asn Val He Pro 
435 440 445 

Gly Tyr Pro Lys Pro Asp Met Asp Ala Met Glu Pro Ser Tyr Glu Leu 
450 455 460 

He His Thr Gin Met Lys Thr Gin Glu Trp Asp Asn Ser Lys Ser He 
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465 



470 



475 



480 



Leu Gly Val Gin Cys Glu Val Gin Lys Gin Leu Lys Ala Phe Val Thr 
485 490 495 

Leu Glu Arg Phe Asp Gin Leu Tyr Gly Ser Thr lie Thr Ser Cys Leu 
500 505 510 

Gin Ala Pro Lys Thr Lys Lys Phe Ala Ser Ser Gly Ser Val Phe Gly 
515 520 525 

Lys Gly Val Lys Phe Ala Leu Lys Asp Gly Arg Val Thr Thr Asp He 
530 535 540 

He Ser Val Ala Asn Glu Asp Gly Arg Arg Val Ala Ala He Leu Asn 
545 550 555 560 

His Ala His Tyr Leu Glu Asn Leu His Phe Thr He Asp Gly Val Asp 
565 570 575 

Thr His Tyr Phe Val Lys Pro Gly Pro Ser Glu Gly Asp Leu Ala He 
580 585 590 

Leu Gly Leu Ser Gly Gly Arg Arg Thr Leu Glu Asn Gly Val Asn Val 
595 600 605 

Thr Val Ser Gin He Asn Thr Val Leu Ser Gly Arg Thr Arg Arg Tyr 
610 615 620 

Thr Asp He Gin Leu Gin Tyr Gly Ala Leu Cys Leu Asn Thr Arg Tyr 
625 630 635 640 

Gly Thr Thr Leu Asp Glu Glu Lys Ala Arg Val Leu Glu Leu Ala Arg 
645 650 655 

Gin Arg Ala Val Arg Gin Ala Trp Ala Arg Glu Gin Gin Arg Leu Arg 
660 665 670 

Glu Gly Glu Glu Gly Leu Arg Ala Trp Thr Glu Gly Glu Lys Gin Gin 
675 680 685 

Val Leu Ser Thr Gly Arg Val Gin Gly Tyr Asp Gly Phe Phe Val He 
690 695 700 

Ser Val Glu Gin Tyr Pro Glu Leu Ser Asp Ser Ala Asn Asn He His 
705 710 715 720 

Phe Met Arg Gin Ser Glu Met Gly Arg Arg 
725 730 



<210> 52 
<211> 2715 
<212> PRT 

<213> Mus musculus 
<400> 52 
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Met Asp Val Lys Glu Arg Arg Pro Tyr Cys Ser Leu Thr Lys Ser Arg 
15 10 15 



Arg Glu Lys Glu Arg Arg Tyr Thr Asn Ser Ser Ala Asp Asn Glu Glu 
20 25 30 

Cys Arg Val Pro Thr Gin Lys Ser Tyr Ser Ser Ser Glu Thr Leu Lys 
35 40 45 

Ala Phe Asp His Asp Tyr Ser Arg Leu Leu Tyr Gly Asn Arg Val Lys 
50 55 60 

Asp Leu Val His Arg Glu Ala Asp Glu Tyr Thr Arg Gin Gly Gin Asn 
65 70 75 80 

Phe Thr Leu Arg Gin Leu Gly Val Cys Glu Ser Ala Thr Arg Arg Gly 
85 90 95 

Val Ala Phe Cys Ala Glu Met Gly Leu Pro His Arg Gly Tyr Ser He 
100 105 110 

Ser Ala Gly Ser Asp Ala Asp Thr Glu Asn Glu Ala Val Met Ser Pro 
115 120 125 

Glu His Ala Met Arg Leu Trp Gly Arg Gly Val Lys Ser Gly Arg Ser 
130 135 140 

Ser Cys Leu Ser Ser Arg Ser Asn Ser Ala Leu Thr Leu Thr Asp Thr 
145 150 155 160 

Glu His Glu Asn Arg Ser Asp Ser Glu Ser Glu Gin Pro Ser Asn Asn 
165 170 175 

Pro Gly Gin Pro Thr Leu Gin Pro Leu Pro Pro Ser His Lys Gin His 
180 185 190 

Pro Ala Gin His His Pro Ser He Thr Ser Leu Asn Arg Asn Ser Leu 
195 200 205 

Thr Asn Arg Arg Asn Gin Ser Pro Ala Pro Pro Ala Ala Leu Pro Ala 
210 215 220 

Glu Leu Gin Thr Thr Pro Glu Ser Val Gin Leu Gin Asp Ser Trp Val 
225 230 235 240 

Leu Gly Ser Asn Val Pro Leu Glu Ser Arg His Phe Leu Phe Lys Thr 
245 250 255 

Gly Thr Gly Thr Thr Pro Leu Phe Ser Thr Ala Thr Pro Gly Tyr Thr 
260 265 270 

Met Ala Ser Gly Ser Val Tyr Ser Pro Pro. Thr Arg Pro. Leu Pro Arg 
275 280 285 

Asn Thr Leu Ser Arg Ser Ala Phe Lys Phe Lys Lys Ser Ser Lys Tyr 
290 295 300 
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Cys Ser Trp Arg Cys Thr Ala Leu Cys Ala Val Gly Val Ser Val Leu 
305 310 315 320 

Leu Ala lie Leu Leu Ser Tyr Phe lie Ala Met His Leu Phe Gly Leu 
325 330 335 

Asn Trp His Leu Gin Gin Thr Glu Asn Asp Thr Phe Glu Asn Gly Lys 

340 345 350 

Val Asn Ser Asp Thr Val Pro Thr Asn Thr Val Ser Leu Pro Ser Gly 
355 360 365 

Asp Asn Gly Lys Leu Gly Gly Phe Thr His Glu Asn Asn Thr lie Asp 
370 375 380 

Ser Gly Glu Leu Asp lie Gly Arg Arg Ala lie Gin Glu Val Pro Pro 
385 390 395 400 

Gly lie Phe Trp Arg Ser Gin Leu Phe lie Asp Gin Pro Gin Phe Leu 
405 410 415 

Lys Phe Asn lie Ser Leu Gin Lys Asp Ala Leu lie Gly Val Tyr Gly 
420 425 430 

Arg Lys Gly Leu Pro Pro Ser His Thr Gin Tyr Asp Phe Val Glu Leu 
435 440 445 

Leu Asp Gly Ser Arg Leu lie Ala Arg Glu Gin Arg Asn Leu Val Glu 
450 455 460 

Ser Glu Arg Ala Gly Arg Gin Ala Arg Ser Val Ser Leu His Glu Ala 
465 470 475 480 

Gly Phe lie Gin Tyr Leu Asp Ser Gly lie Trp His Leu Ala Phe Tyr 
485 490 495 

Asn Asp Gly Lys Asn Pro Glu Gin Val Ser Phe Asn Thr lie Val lie 
500 505 510 

Glu Ser Val Val Glu Cys Pro Arg Asn Cys His Gly Asn Gly Glu Cys 
515 520 525 

Val Ser Gly Thr Cys His Cys Phe Pro Gly Phe Leu Gly Pro Asp Cys 
530 535 540 

Ser Arg Ala Ala Cys Pro Val Leu Cys Ser Gly Asn Gly Gin Tyr Ser 
545 550 555 560 

Lys Gly Arg Cys Leu Cys Phe Ser Gly Trp Lys Gly Thr Glu Cys Asp 
565 570 575 

Val Pro Thr Thr Gin Cys lie Asp Pro Gin Cys Gly Gly Arg Gly lie 
580 585 590 

Cys lie Met Gly Ser Cys Ala Cys Asn Ser Gly Tyr Lys Gly Glu Asn 
595 600 605 
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Cys Glu Glu Ala Asp Cys Leu Asp Pro Gly Cys Ser Asn His Gly Val 
610 615 620 

Cys lie His Gly Glu Cys His Cys Asn Pro Gly Trp Gly Gly Ser Asn 
625 630 635 640 

Cys Glu lie Leu Lys Thr Met Cys Ala Asp Gin Cys Ser Gly His Gly 

645 650 655 

Thr Tyr Leu Gin Glu Ser Gly Ser Cys Thr Cys Asp Pro Asn Trp Thr 
660 665 670 

Gly Pro Asp Cys Ser Asn Glu lie Cys Ser Val Asp Cys Gly Ser His 
675 680 685 

Gly Val Cys Met Gly Gly Ser Cys Arg Cys Glu Glu Gly Trp Thr Gly 
690 695 700 

Pro Ala Cys Asn Gin Arg Ala Cys His Pro Arg Cys Ala Glu His Gly 
705 710 715 720 

Thr Cys Lys Asp Gly Lys Cys Glu Cys Ser Gin Gly Trp Asn Gly Glu 
725 730 735 

His Cys Thr lie Ala His Tyr Leu Asp Lys lie Val Lys Glu Gly Cys 
740 745 750 

Pro Gly Leu Cys Asn Ser Asn Gly Arg Cys Thr Leu Asp Gin Asn Gly 
755 760 765 

Trp His Cys Val Cys Gin Pro Gly Trp Arg Gly Ala Gly Cys Asp Val 
770 775 780 

Ala Met Glu Thr Leu Cys Thr Asp Ser Lys Asp Asn Glu Gly Asp Gly 
785 790 795 800 

Leu lie Asp Cys Met Asp Pro Asp Cys Cys Leu Gin Ser Ser Cys Gin 
805 810 815 

Asn Gin Pro Tyr Cys Arg Gly Leu Pro Asp Pro Gin Asp lie lie Ser 
820 825 830 

Gin Ser Leu Gin Thr Pro Ser Gin Gin Ala Ala Lys Ser Phe Tyr Asp 
835 840 845 

Arg lie Ser Phe Leu lie Gly Ser Asp Ser Thr His Val Leu Pro Gly 
850 855 860 

Glu Ser Pro Phe Asn Lys Ser Leu Ala Ser Val lie Arg Gly Gin Val 
865 870 875 880 

Leu Thr Ala Asp Gly Thr Pro Leu lie Gly Val Asn Val Ser Phe Leu 
885 890 895 

His Tyr Ser Glu Tyr Gly Tyr Thr lie Thr Arg Gin Asp Gly Met Phe 
900 905 910 
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Asp Leu Val Ala Asn Gly Gly Ala Ser Leu Thr Leu Val Phe Glu Arg 
915 920 925 

Ser Pro Phe Leu Thr Gin Tyr His Thr Val Trp lie Pro Trp Asn Val 
930 935 940 

Phe Tyr Val Met Asp Thr Leu Val Met Lys Lys Glu Glu Asn Asp lie 
945 950 955 960 

Pro Ser Cys Asp Leu Ser Gly Phe Val Arg Pro Ser Pro lie lie Val 
965 970 975 

Ser Ser Pro Leu Ser Thr Phe Phe Arg Ser Ser Pro Glu Asp Ser Pro 
980 985 990 

lie lie Pro Glu Thr Gin Val Leu • His Glu Glu Thr Thr lie Pro Gly 
995 1000 1005 

Thr Asp Leu Lys Leu Ser Tyr Leu Ser Ser Arg Ala Ala Gly Tyr Lys 
1010 1015 1020 

Ser Val Leu Lys lie Thr Met Thr Gin Ala Val lie Pro Phe Asn Leu 
1025 1030 1035 1040 

Met Lys Val His Leu Met Val Ala Val Val Gly Arg Leu Phe Gin Lys 
1045 1050 1055 

Trp Phe Pro Ala Ser Pro Asn Leu Ala Tyr Thr Phe lie Trp Asp Lys 
1060 1065 1070 

Thr Asp Ala Tyr Asn Gin Lys Val Tyr Gly Leu Ser Glu Ala Val Val 
1075 1080 1085 

Ser Val Gly Tyr Glu Tyr Glu Ser Cys Leu Asp Leu Thr Leu Trp Glu 
1090 1095 1100 

Lys Arg Thr Ala Val Leu Gin Gly Tyr Glu Leu Asp Ala Ser Asn Met 
1105 1110 1115 1120 

Gly Gly Trp Thr Leu Asp Lys His His Val Leu Asp Val Gin Asn Gly 
1125 1130 1135 

lie Leu Tyr Lys Gly Asn Gly Glu Asn Gin Phe lie Ser Gin Gin Pro 
1140 1145 1150 

Pro Val Val Ser Ser lie Met Gly Asn Gly Arg Arg Arg Ser lie Ser 
1155 1160 1165 

Cys Pro Ser Cys Asn Gly Gin Ala Asp Gly Asn Lys Leu Leu Ala Pro 
1170 1175 1180 

Val Ala Leu Ala Cys Gly lie Asp Gly Ser Leu Tyr Val Gly Asp Phe 
1185 1190 1195 1200 

Asn Tyr Val Arg Arg lie Phe Pro Ser Gly Asn Val Thr Ser Val Leu 
1205 1210 1215 
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Glu Leu Arg Asn Lys Asp Phe Arg His Ser Ser Asn Pro Ala His Arg 
1220 1225 1230 

Tyr Tyr Leu Ala Thr Asp Pro Val Thr Gly Asp Leu Tyr Val Ser Asp 
1235 1240 1245 

Thr Asn Thr Arg Arg He Tyr Arg Pro Lys Ser Leu Thr Gly Ala Lys 
1250 1255 1260 

Asp Leu Thr Lys Asn Ala Glu Val Val Ala Gly Thr Gly Glu Gin Cys 
1265 1270 1275 1280 

Leu Pro Phe Asp Glu Ala Arg Cys Gly Asp Gly Gly Lys Ala Val Glu 
1285 1290 1295 

Ala Thr Leu Met Ser Pro Lys Gly Met Ala He Asp Lys Asn Gly Leu 
1300 1305 1310 

He Tyr Phe Val Asp Gly Thr Met He Arg Lys Val Asp Gin Asn Gly 
1315 1320 1325 

He He Ser Thr Leu Leu Gly Ser Asn Asp Leu Thr Ser Ala Arg Pro 
1330 1335 1340 

Leu Thr Cys Asp Thr Ser Met His He Ser Gin Val Arg Leu Glu Trp 
1345 1350 1355 1360 

Pro Thr Asp Leu Ala He Asn Pro Met Asp Asn Ser He Tyr Val Leu 
1365 1370 1375 

Asp Asn Asn Val Val Leu Gin He Thr Glu Asn Arg Gin Val Arg He 
1380 1385 1390 

Ala Ala Gly Arg Pro Met His Cys Gin Val Pro Gly Val Glu Tyr Pro 
1395 1400 1405 

Val Gly Lys His Ala Val Gin Thr Thr Leu Glu Ser Ala Thr Ala He 
1410 1415 1420 

Ala Val Ser Tyr Ser Gly Val Leu Tyr He Thr Glu Thr Asp Glu Lys 
1425 1430 1435 1440 

Lys, He Asn Arg He Arg Gin Val Thr Thr Asp Gly Glu He Ser Leu 
1445 1450 1455 

Val Ala Gly He Pro Ser Glu Cys Asp Cys Lys Asn Asp Ala Asn Cys 
1460 1465 1470 

Asp Cys Tyr Gin Ser Gly Asp Gly Tyr Ala Lys Asp Ala Lys Leu Asn 
1475 1480 1485 

Ala Pro Ser Ser Leu Ala Ala Ser Pro Asp Gly Thr Leu Tyr He Ala 
1490 1495 1500 

Asp Leu Gly Asn He Arg He Arg Ala Val Ser Lys Asn Lys Pro Leu 
1505 1510 1515 1520 
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Leu Asn Ser Met Asn Phe Tyr Glu Val Ala Ser Pro Thr Asp Gin Glu 
1525 1530 1535 

Leu Tyr lie Phe Asp lie Asn Gly Thr His Gin Tyr Thr Val Ser Leu 
1540 1545 1550 

Val Thr Gly Asp Tyr Leu Tyr Asn Phe Ser Tyr Ser Asn Asp Asn Asp 
1555 1560 1565 

Val Thr Ala Val Thr Asp Ser Asn Gly Asn Thr Leu Arg lie Arg Arg 
1570 1575 1580 

Asp Pro Asn Arg Met Pro Val Arg Val Val Ser Pro Asp Asn Gin Val 
1585 1590 1595 1600 

lie Trp Leu Thr He Gly Thr Asn Gly Cys Leu Lys Ser Met Thr Ala 
1605 1610 1615 

Gin Gly Leu Glu Leu Val Leu Phe Thr Tyr His Gly Asn Ser Gly Leu 
1620 1625 1630 

Leu Ala Thr Lys Ser Asp Glu Thr Gly Trp Thr Thr Phe Phe Asp Tyr 
1635 1640 1645 

Asp Ser Glu Gly Arg Leu Thr Asn Val Thr Phe Pro Thr Gly Val Val 
1650 1655 1660 

Thr Asn Leu His Gly Asp Met Asp Lys Ala He Thr Val Asp He Glu 
1665 1670 1675 1680 

Ser Ser Ser Arg Glu Glu Asp Val Ser He Thr Ser Asn Leu Ser Ser 
1685 1690 1695 

He Asp Ser Phe Tyr Thr Met Val Gin Asp Gin Leu Arg Asn Ser Tyr 
1700 1705 1710 

Gin He Gly Tyr Asp Gly Ser Leu Arg He Phe Tyr Ala Ser Gly Leu 
1715 1720 1725 

Asp Ser His Tyr Gin Thr Glu Pro His Val Leu Ala Gly Thr Ala Asn 
1730 1735 1740 

Pro Thr Val Ala Lys Arg Asn Met Thr Leu Pro Gly Glu Asn Gly Gin 
1745 1750 1755 1760 

Asn Leu Val Glu Trp Arg Phe Arg Lys Glu Gin Ala Gin Gly Lys Val 
1765 1770 1775 

Asn Val Phe Gly Arg Lys Leu Arg Val Asn Gly Arg Asn Leu Leu Ser 
1780 1785 1790 

Val Asp Phe Asp Arg Thr Thr Lys Thr Glu Lys He Tyr Asp Asp His 
1795 1800 1805 

Arg Lys Phe Leu Leu Arg He Ala Tyr Asp Thr Ser Gly His Pro Thr 
1810 1815 1820 
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Leu Trp Leu Pro Ser Ser Lys Leu Met Ala Val Asn Val Thr Tyr Ser 
1825 1830 1835 1840 

Ser Thr Gly Gin lie Ala Ser lie Gin Arg Gly Thr Thr Ser Glu Lys 
1845 1850 1855 

Val Asp Tyr Asp Ser Gin Gly Arg lie Val Ser Arg Val Phe Ala Asp 
1860 1865 1870 

Gly Lys Thr Trp Ser Tyr Thr Tyr Leu Glu Lys Ser Met Val Leu Leu 
1875 1880 1885 

Leu His Ser Gin Arg Gin Tyr lie Phe Glu Tyr Asp Met Trp Asp Arg 
1890 1895 1900 

Leu Ser Ala lie Thr Met Pro Ser Val Ala Arg His Thr Met Gin Thr 
1905 1910 1915 1920 

lie Arg Ser lie Gly Tyr Tyr Arg Asn lie Tyr Asn Pro Pro Glu Ser 
1925 1930 1935 

Asn Ala Ser lie lie Thr Asp Tyr Asn Glu Glu Gly Leu Leu Leu Gin 
1940 1945 1950 

Thr Ala Phe Leu Gly Thr Ser Arg Arg Val Leu Phe Lys Tyr Arg Arg 
1955 1960 1965 

Gin Thr Arg Leu Ser Glu lie Leu Tyr Asp Ser Thr Arg Val Ser Phe 
1970 1975 1980 

Thr Tyr Asp Glu Thr Ala Gly Val Leu Lys Thr Val Asn Leu Gin Ser 
1985 1990 1995 2000 

Asp Gly Phe lie Cys Thr lie Arg Tyr Arg Gin lie Gly Pro Leu lie 
2005 2010 2015 

Asp Arg Gin lie Phe Arg Phe Ser Glu Asp Gly Met Val Asn Ala Arg 
2020 2025 2030 

Phe Asp Tyr Ser Tyr Asp Asn Ser Phe Arg Val Thr Ser Met Gin Gly 
2035 2040 2045 

Val lie Asn Glu Thr Pro Leu Pro lie Asp Leu Tyr Gin Phe Asp Asp 
2050 2055 2060 

lie Ser Gly Lys Val Glu Gin Phe Gly Lys Phe Gly Val lie Tyr Tyr 
2065 2070 2075 2080 

Asp lie Asn Gin lie lie Ser Thr Ala Val Met Thr Tyr Thr Lys His 
2085 2090 2095 

Phe Asp Ala His Gly Arg lie Lys Glu lie Gin Tyr Glu lie Phe Arg 
2100 2105 2110 

Ser Leu Met Tyr Trp lie Thr lie Gin Tyr Asp Asn Met Gly Arg Val 
2115 2120 2125 
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Thr Lys Arg Glu lie Lys lie Gly Pro Phe Ala Asn Thr Thr Lys Tyr 
2130 2135 2140 

Ala Tyr Glu Tyr Asp Val Asp Gly Gin Leu Gin Thr Val Tyr Leu Asn 
2145 2150 2155 2160 

Glu Lys lie Met Trp Arg Tyr Asn Tyr Asp Leu Asn Gly Asn Leu His 
2165 2170 2175 

Leu Leu Asn Pro Ser Ser Ser Ala Arg Leu Thr Pro Leu Arg Tyr Asp 
2180 2185 2190 

Leu Arg Asp Arg He Thr Arg Leu Gly Asp Val Gin Tyr Arg Leu Asp 
2195 2200 2205 

Glu Asp Gly Phe Leu Arg Gin Arg Gly Thr Glu He Phe Glu Tyr Ser 
2210 2215 2220 

Ser Lys Gly Leu Leu Thr Arg Val Tyr Ser Lys Gly Ser Gly Trp Thr 
2225 2230 2235 2240 

Val He Tyr Arg Tyr Asp Gly Leu Gly Arg Arg Val Ser Ser Lys Thr 
2245 2250 2255 

Ser Leu Gly Gin His Leu Gin Phe Phe Tyr Ala Asp Leu Thr Tyr Pro 
2260 2265 2270 

Thr Arg He Thr His Val Tyr Asn His Ser Ser Ser Glu He Thr Ser 
2275 2280 2285 

Leu Tyr Tyr Asp Leu Gin Gly His Leu Phe Ala Met Glu He Ser Ser 
2290 2295 2300 

Gly Asp Glu Phe Tyr He Ala Ser Asp Asn Thr Gly Thr Pro Leu Ala 
2305 2310 2315 2320 

Val Phe Ser Ser Asn Gly Leu Met Leu Lys Gin Thr Gin Tyr Thr Ala 
2325 2330 2335 

Tyr Gly Glu He Tyr Phe Asp Ser Asn Val Asp Phe Gin Leu Val He 
2340 2345 2350 

Gly Phe His Gly Gly Leu Tyr Asp Pro Leu Thr Lys Leu He His Phe 
2355 2360 2365 

Gly Glu Arg Asp Tyr Asp He Leu Ala Gly Arg Trp Thr Thr Pro Asp 
2370 2375 2380 

He Glu He Trp Lys Arg He Gly Lys Asp Pro Ala Pro Phe Asn Leu 
2385 2390 2395 2400 

Tyr Met Phe Arg Asn Asn Asn Pro Ala Ser Lys He His Asp Val Lys 
2405 2410 2415 

Asp Tyr He Thr Asp Val Asn Ser Trp Leu Val Thr Phe Gly Phe His 
2420 2425 2430 
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Leu His Asn Ala lie Pro Gly Phe 
2435 2440 



Pro Val Pro Lys Phe 
2445 



Asp Leu Thr 



Glu Pro Ser Tyr Glu Leu Val Lys Ser Gin Gin Trp Glu Asp Val Pro 
2450 2455 2460 

Pro He Phe Gly Val Gin Gin Gin Val Ala Arg Gin Ala Lys Ala Phe 
2465 2470 2475 2480 

Leu Ser Leu Gly Lys Met Ala Glu Val Gin Val Ser Arg Arg Lys Ala 
2485 2490 2495 

Gly Ala Glu Gin Ser Trp Leu Trp Phe Ala Thr Val Lys Ser Leu He 
2500 2505 2510 

Gly Lys Gly Val Met Leu Ala Val Ser Gin Gly Arg Val Gin Thr Asn 
2515 2520 2525 

Val Leu Asn He Ala Asn Glu Asp Cys He Lys Val Ala Ala Val Leu 
2530 2535 2540 

Asn Asn Ala Phe Tyr Leu Glu Asn Leu His Phe Thr He Glu Gly Lys 
2545 2550 2555 2560 

Asp Thr His Tyr Phe He Lys Thr Thr Thr Pro Glu Ser Asp Leu Gly 
2565 2570 2575 

Thr Leu Arg Leu Thr Ser Gly Arg Lys Ala Leu Glu Asn Gly He Asn 
2580 2585 2590 

Val Thr Val Ser Gin Ser Thr Thr Val Val Asn Gly Arg Thr Arg Arg 
2595 2600 2605 

Phe Ala Asp Val Glu Met Gin Phe Gly Ala Leu Ala Leu His Val Arg 
2610 2615 2620 

Tyr Gly Met Thr Leu Asp Glu Glu Lys Ala Arg He Leu Glu Gin Ala 
2625 2630 2635 2640 

Arg Gin Arg Ala Leu Ala Arg Ala Trp Ala Arg Glu Gin Gin Arg Val 
2645 2650 2655 

Arg Asp Gly Glu Glu Gly Ala Arg Leu Trp Thr Glu Gly Glu Lys Arg 
2660 2665 2670 

Gin Leu Leu Ser Ala Gly Lys Val Gin Gly Tyr Asp Gly Tyr Tyr Val 
2675 2680 2685 

Leu Ser Val Glu Gin Tyr Pro Glu Leu Ala Asp Ser Ala Asn Asn He 
2690 2695 2700 

Gin Phe Leu Arg Gin Ser Glu He Gly Lys Arg 
2705 2710 ■ 2715 



<210> 53 
<211> 2515 
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<212> PRT 

<213> Drosophila melanogaster 



<400> 53 

Met Asn Phe Arg Lys Asp Leu Val Ala Arg Cys Ser Ser Pro Trp Phe 
15 10 15 

Gly lie Gly Ser lie Ser Val Leu Phe Ala Phe Val Val Met Leu lie 
20 25 30 

Leu Leu Thr Thr Thr Gly Val lie Lys Trp Asn Gin Ser Pro Pro Cys 
35 40 45 

Ser Val Leu Val Gly Asn Glu Ala Ser Glu Val Thr Ala Ala Lys Ser 
50 55 60 

Thr Asn Thr Asp Leu Ser Lys Leu His Asn Ser Ser Val Arg Ala Lys 
65 70 75 80 

Asn Gly Gin Gly He Gly Leu Ala Gin Gly Gin Ser Gly Leu Gly Ala 
85 90 95 

Ala Gly Val Gly Ser Gly Gly Gly Ser Ser Ala Ala Thr Val Thr Thr 
100 105 110 

Ala Thr Ser Asn Ser Gly Thr Ala Gin Gly Leu Gin Ser Thr Ser Ala 
115 120 125 

Ser Ala Glu Ala Thr Ser Ser Ala Ala Thr Ser Ser Ser Gin Ser Ser 
130 135 140 

Leu Thr Pro Ser Leu Ser Ser Ser Leu Ala Asn Ala Asn Asn Gly Gly 
145 150 155 160 

Ala Arg Thr Phe Pro Ala Arg Ser Phe Pro Pro Asp Gly Thr Thr Phe 
165 170 175 

Gly Gin He Thr Leu Gly Gin Lys Leu Thr Lys Glu He Gin Pro Tyr 
180 185 190 

Ser Tyr Trp Asn Met Gin Phe Tyr Gin Ser Glu Pro Ala Tyr Val Lys 
195 200 205 

Phe Asp Tyr Thr He Pro Arg Gly Ala Ser He Gly Val Tyr Gly Arg 
210 215 220 

Arg Asn Ala Leu Pro Thr His Thr Gin Tyr His Phe Lys Glu Val Leu 
225 230 235 240 

Ser Gly Phe Ser Ala Ser Thr Arg Thr Ala Arg Ala Ala His Leu Ser 
245 250 255 

He Thr Arg Glu Val Thr Arg Tyr Met Glu Pro Gly His Trp Phe Val 
260 265 270 

Ser Leu Tyr Asn Asp Asp Gly Asp Val Gin Glu Leu Thr Phe Tyr Ala 
275 280 285 
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Ala Val Ala Glu Asp Met Thr Gin Asn Cys Pro Asn Gly Cys Ser Gly 
290 295 300 



Asn Gly Gin Cys Leu Leu Gly His Cys Gin Cys Asn Pro Gly Phe Gly 
305 310 315 320 

Gly Asp Asp Cys Ser Glu Ser Val Cys Pro Val Leu Cys Ser Gin His 
325 330 335 

Gly Glu Tyr Thr Asn Gly Glu Cys lie Cys Asn Pro Gly Trp Lys Gly 
340 345 350 

Lys Glu Cys Ser Leu Arg His Asp Glu Cys Glu Val Ala Asp Cys Ser 
355 360 365 

Gly His Gly His Cys Val Ser Gly Lys Cys Gin Cys Met Arg Gly Tyr 
370 375 380 

Lys Gly Lys Phe Cys Glu Glu Val Asp Cys Pro His Pro Asn Cys Ser 
385 390 395 400 

Gly His Gly Phe Cys Ala Asp Gly Thr Cys lie Cys Lys Lys Gly Trp 
405 410 415 

Lys Gly Pro Asp Cys Ala Thr Met Asp Gin Asp Ala Leu Gin Cys Leu 
420 425 430 

Pro Asp Cys Ser Gly His Gly Thr Phe Asp Leu Asp Thr Gin Thr Cys 
435 440 445 

Thr Cys Glu Ala Lys Trp Ser Gly Asp Asp Cys Ser Lys Glu Leu Cys 
450 455 460 

Asp Leu Asp Cys Gly Gin His Gly Arg Cys Glu Gly Asp Ala Cys Ala 
465 470 475 480 

Cys Asp Pro Glu Trp Gly Gly Glu Tyr Cys Asn Thr Arg Leu Cys Asp 
485 490 495 

Val Arg Cys Asn Glu His Gly Gin Cys Lys Asn Gly Thr Cys Leu Cys 
500 505 510 

Val Thr Gly Trp Asn Gly Lys His Cys Thr lie Glu Gly Cys Pro Asn 
515 520 525 

Ser Cys Ala Gly His Gly Gin Cys Arg Val Ser Gly Glu Gly Gin Trp 
530 535 540 

Glu Cys Arg Cys Tyr Glu Gly Trp Asp Gly Pro Asp Cys Gly lie Ala 
545 550 555 560 

Leu Glu Leu Asn Cys Gly Asp Ser Lys Asp Asn Asp Lys Asp Gly Leu 
565 570 575 

Val Asp Cys Glu Asp Pro Glu Cys Cys Ala Ser His Val Cys Lys Thr 
580 585 590 
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Ser Gin Leu Cys Val Ser Ala Pro Lys Pro lie Asp Val Leu Leu Arg 
595 600 605 



Lys Gin Pro Pro Ala lie Thr Ala Ser Phe Phe Glu Arg Met Lys Phe 
610 615 620 

Leu lie Asp Glu Ser Ser Leu Gin Asn Tyr Ala Lys Leu Glu Thr Phe 
. 625 630 635 640 

Asn Glu Ser Arg Ser Ala Val He Arg Gly Arg Val Val Thr Ser Leu 
645 650 655 

Gly Met Gly Leu Val Gly Val Arg Val Ser Thr Thr Thr Leu Leu Glu 
660 665 670 

Gly Phe Thr Leu Thr Arg Asp Asp Gly Trp Phe Asp Leu Met Val Asn 
675 680 685 

Gly Gly Gly Ala Val Thr Leu Gin Phe Gly Arg Ala Pro Phe Arg Pro 
690 695 700 

Gin Ser Arg He Val Gin Val Pro Trp Asn Glu Val Val He He Asp 
705 710 715 720 

Leu Val Val Met Ser Met Ser Glu Glu Lys Gly Leu Ala Val Thr Thr 
725 730 735 

Thr His Thr Cys Phe Ala His Asp Tyr Asp Leu Met Lys Pro Val Val 
740 745 750 

Leu Ala Ser Trp Lys His Gly Phe Gin Gly Ala Cys Pro Asp Arg Ser 
755 760 765 

Ala He Leu Ala Glu Ser Gin Val He Gin Glu Ser Leu Gin He Pro 
770 775 780 

Gly Thr Gly Leu Asn Leu Val Tyr His Ser Ser Arg Ala Ala Gly Tyr 
785 790 795 800 

Leu Ser Thr He Lys Leu Gin Leu Thr Pro Asp Val He Pro Thr Ser 
805 810 815 

Leu His Leu He His Leu Arg He Thr He Glu Gly He Leu Phe Glu 
820 825 830 

Arg He Phe Glu Ala Asp Pro Gly He Lys Phe Thr Tyr Ala Trp Asn 
835 840 845 

Arg Leu Asn He Tyr Arg Gin Arg Val Tyr Gly Val Thr Thr Ala Val 
850 855 860 

Val Lys Val Gly Tyr Gin Tyr Thr Asp Cys Thr Asp He Val Trp Asp 
865 870 875 880 



He Gin Thr Thr Lys Leu Ser Gly His Asp Met Ser He Ser Glu Val 
885 890 895 
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Gly Gly Trp Asn Leu Asp lie His His Arg Tyr Asn Phe His Glu Gly 
900 905 910 



lie Leu Gin Lys Gly Asp Gly Ser Asn lie Tyr Leu Arg Asn Lys Pro 
915 920 925 

Arg lie lie Leu Thr Thr Met Gly Asp Gly His Gin Arg Pro Leu Glu 
930 935 940 

Cys Pro Asp Cys Asp Gly Gin Ala Thr Lys Gin Arg Leu Leu Ala Pro 
945 950 955 960 

Val Ala Leu Ala Ala Ala Pro Asp Gly Ser Leu Phe Val Gly Asp Phe 
965 970 975 

Asn Tyr lie Arg Arg lie Met Thr Asp Gly Ser lie Arg Thr Val Val 
980 985 990 

Lys Leu Asn Ala Thr Arg Val Ser Tyr Arg Tyr His Met Ala Leu Ser 
995 1000 1005 

Pro Leu Asp Gly Thr Leu Tyr Val Ser Asp Pro Glu Ser His Gin lie 
1010 1015 1020 

lie Arg Val Arg Asp Thr Asn Asp Tyr Ser Gin Pro Glu Leu Asn Trp 
1025 1030 1035 1040 

Glu Ala Val Val Gly Ser Gly Glu Arg Cys Leu Pro Gly Asp Glu Ala 
1045 1050 1055 

His Cys Gly Asp Gly Ala Leu Ala Lys Asp Ala Lys Leu Ala Tyr Pro 
1060 1065 1070 

Lys Gly lie Ala lie Ser Ser Asp Asn lie Leu Tyr Phe Ala Asp Gly 
1075 1080 1085 

Thr Asn lie Arg Met Val Asp Arg Asp Gly lie Val Ser Thr Leu lie 
1090 1095 1100 

Gly Asn His Met His Lys Ser His Trp Lys Pro lie Pro Cys Glu Gly 
1105 1110 1115 1120 

Thr Leu Lys Leu Glu Glu Met His Leu Arg Trp Pro Thr Glu Leu Ala 
1125 1130 1135 

Val Ser Pro Met Asp Asn Thr Leu His lie lie Asp Asp His Met lie 
1140 1145 1150 

Leu Arg Met Thr Pro Asp Gly Arg Val Arg Val lie Ser Gly Arg Pro 
1155 1160 1165 

Leu His Cys Ala Thr Ala Ser Thr Ala Tyr Asp Thr Asp Leu Ala Thr 
1170 1175 1180 

His Ala Thr Leu Val Met Pro Gin Ser lie Ala Phe Gly Pro Leu Gly 
1185 1190 1195 1200 
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Glu Leu Tyr Val Ala Glu Ser Asp Ser Gin Arg lie Asn Arg Val Arg 
1205 1210 1215 



Val lie Gly Thr Asp Gly Arg lie Ala Pro Phe Ala Gly Ala Glu Ser 
1220 1225 1230 

Lys Cys Asn Cys Leu Glu Arg Gly Cys Asp Cys Phe Glu Ala Glu His 
1235 1240 1245 

Tyr Leu Ala Thr Ser Ala Lys Phe Asn Thr lie Ala Ala Leu Ala Val 
1250 1255 1260 

Thr Pro Asp Ser His Val His lie Ala Asp Gin Ala Asn Tyr Arg lie 
1265 1270 1275 1280 

Arg Ser Val Met Ser Ser lie Pro Glu Ala Ser Pro Ser Arg Glu Tyr 
1285 1290 1295 

Glu lie Tyr Ala Pro Asp Met Gin Glu lie Tyr lie Phe Asn Arg Phe 
1300 1305 1310 

Gly Gin His Val Ser Thr Arg Asn lie Leu Thr Gly Glu Thr Thr Tyr 
1315 1320 1325 

Val Phe Thr Tyr Asn Val Asn Thr Ser Asn Gly Lys Leu Ser Thr Val 
1330 1335 1340 

Thr Asp Ala Ala Gly Asn Lys Val Phe Leu Leu Arg Asp Tyr Thr Ser 
1345 1350 1355 1360 

Gin Val Asn Ser lie Glu Asn Thr Lys Gly Gin Lys Cys Arg Leu Arg 
1365 1370 1375 

Met Thr Arg Met Lys Met Leu His Glu Leu Ser Thr Pro Asp Asn Tyr 
1380 1385 1390 

Asn Val Thr Tyr Glu Tyr His Gly Pro Thr Gly Leu Leu Arg Thr Lys 
1395 1400 1405 

Leu Asp Ser Thr Gly Arg Ser Tyr Val Tyr Asn Tyr Asp Glu Phe Gly 
1410 1415 1420 

Arg Leu Thr Ser Ala Val Thr Pro Thr Gly Arg Val lie Glu Leu Ser 
1425 1430 1435 1440 

Phe Asp Leu Ser Val Lys Gly Ala Gin Val Lys Val Ser Glu Asn Ala 
1445 1450 1455 

Gin Lys Glu Met Ser Leu Leu lie Gin Gly Ala Thr Val lie Val Arg 
1460 1465 1470 

Asn Gly Ala Ala Glu Ser Arg Thr Thr Val Asp Met Asp Gly Ser Thr 
1475 1480 1485 

Thr Ser lie Thr Pro Trp Gly His Asn Leu Gin Met Glu Val Ala Pro 
1490 1495 1500 
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Tyr Thr lie Leu Ala Glu Gin Ser Pro Leu Leu Gly Glu Ser Tyr Pro 
1505 1510 1515 1520 



Val Pro Ala Lys Gin Arg Thr Glu lie Ala Gly Asp Leu Ala Asn Arg 
1525 1530 1535 

Phe Glu Trp Arg Tyr Phe Val Arg Arg Gin Gin Pro Leu Gin Ala Gly 
1540 1545 1550 

Lys Gin Ser Lys Gly Pro Pro Arg Pro Val Thr Glu Val Gly Arg Lys 
1555 1560 1565 

Leu Arg Val Asn Gly Asp Asn Val Leu Thr Leu Glu Tyr Asp Arg Glu 
1570 1575 1580 

Thr Gin Ser Val Val Val Met Val Asp Asp Lys Gin Glu Leu Leu Asn 
1585 1590 1595 1600 

Val Thr Tyr Asp Arg Thr Ser Arg Pro He Ser Phe T^g Pro Gin Ser 
1605 1610 1615 

Gly Asp Tyr Ala Tyr Val Asp Leu Glu Tyr Asp Arg Phe Gly Arg Leu 
1620 1625 1630 

Val Ser Trp Lys Trp Gly Val Leu Gin Glu Ala Tyr Ser Phe Asp Arg 
1635 1640 1645 

Asn Gly Arg Leu Asn Glu He Lys Tyr Gly. Asp Gly Ser Thr Met Val 
1650 1655 1660 

Tyr Ala Phe Lys Asp Met Phe Gly Ser Leu Pro Leu Lys Val Thr Thr 
1665 1670 1675 1680 

Pro Arg Arg Ser Asp Tyr Leu Leu Gin Tyr Asp Asp Ala Gly Ala Leu 
1685 1690 1695 

Gin Ser Leu Thr Thr Pro Arg Gly His He His Ala Phe Ser Leu Gin 
1700 1705 1710 

Thr Ser Leu Gly Phe Phe Lys Tyr Gin Tyr Tyr Ser Pro He Asn Arg 
1715 1720 1725 

His Pro Phe Glu He Leu Tyr Asn Asp Glu Gly Gin He Leu Ala Lys 
1730 1735 1740 

He His Pro His Gin Ser Gly Lys Val Ala Phe Val His Asp Thr Ala 
1745 1750 1755 1760 

Gly Arg Leu Glu Thr He Leu Ala Gly Leu Ser Ser Thr His Tyr Thr 
1765 1770 1775 

Tyr Gin Asp Thr Thr Ser Leu Val Lys Ser Val Glu Val Gin Glu Pro 
1780 1785 1790 

Gly Phe Glu Leu Arg Arg Glu Phe Lys Tyr His Ala Gly He Leu Lys 
1795 1800 1805 
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Asp Glu Lys Leu Arg Phe Gly Ser Lys Asn Ser Leu Ala Ser Ala Arg 
1810 1815 1820 

Tyr Lys Tyr Ala Tyr Asp Gly Asn Ala Arg Leu Ser Gly lie Glu Met 
1825 1830 1835 1840 

Ala He Asp Asp Lys Glu Leu Pro Thr Thr Arg Tyr Lys Tyr Ser Gin 
1845 1850 1855 

Asn Leu Gly Gin Leu Glu Val Val Gin Asp Leu Lys He Thr Arg Asn 
1860 1865 1870 

Ala Phe Asn Arg Thr Val He Gin Asp Ser Ala Lys Gin Phe Phe Ala 
1875 1880 1885 

He Val Asp Tyr Asp Gin His Gly Arg Val Lys Ser Val Leu Met Asn 
1890 1895 1900 

Val Lys Asn He Asp Val Phe Arg Leu Glu Leu Asp Tyr Asp Leu Arg 
1905 1910 1915 1920 

Asn Arg He Lys Ser Gin Lys Thr Thr Phe Gly Arg Ser Thr Ala Phe 
' 1925 1930 1935 

Asp Lys He Asn Tyr Asn Ala Asp Gly His Val Val Glu Val Leu Gly 
1940 1945 1950 

Thr Asn Asn Trp Lys Tyr Leu Phe Asp Glu Asn Gly Asn Thr Val Gly 
1955 I960 1965 

Val Val Asp Gin Gly Glu Lys Phe Asn Leu Gly Tyr Asp He Gly Asp 
1970 1975 1980 

Arg Val He Lys Val Gly Asp Val Glu Phe Asn Asn Tyr Asp Ala Arg 
1985 1990 1995 2000 

Gly Phe Val Val Lys Arg Gly Glu Gin Lys Tyr Arg Tyr Asn Asn Arg 
2005 2010 2015 

Gly Gin Leu He His Ser Phe Glu Arg Glu Arg Phe Gin Ser Trp Tyr 
2020 2025 2030 

Tyr Tyr Asp Asp Arg Ser Arg Leu Val Ala Trp His Asp Asn Lys Gly 
2035 2040 2045 

Asn Thr Thr Gin Tyr Tyr Tyr Ala Asn Pro Arg Thr Pro His Leu Val 
2050 2055 2060 

Thr His Val His Phe Pro Lys He Ser Arg Thr Met Lys Leu Phe Tyr 
2065 2070 2075 2080 

Asp Asp Arg Asp Met Leu He Ala Leu Glu His Glu Asp Gin Arg Tyr 
2085 2090 2095 



Tyr Val 



Ala Thr Asp Gin Asn Gly Ser Pro Leu Ala 
2100 2105 
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Phe Phe Asp Gin 
2110 



Asn Gly Ser lie Val Lys Glu Met Lys Arg Thr Pro Phe Gly Arg lie 
2115 2120 2125 

lie Lys Asp Thr Lys Pro Glu Phe Phe Val Pro lie Asp Phe His Gly 
2130 2135 2140 

Gly Leu lie Asp Pro His Thr Lys Leu Val Tyr Thr Glu Gin Arg Gin 
2145 2150 2155 2160 

Tyr Asp Pro His Val Gly Gin Trp Met Thr Pro Leu Trp Glu Thr Leu 
2165 2170 2175 

Ala Thr Glu Met Ser His Pro Thr Asp Val Phe lie Tyr Arg Tyr His 
2180 2185 2190 

Asn Asn Asp Pro lie Asn Pro Asn Lys Pro Gin Asn Tyr Met lie Asp 
2195 2200 2205 

Leu Asp Ser Trp Leu Gin Leu Phe Gly Tyr Asp Leu Asn Asn Met Gin 
2210 2215 2220 

Ser Ser Arg Tyr Thr Lys Leu Ala Gin Tyr Thr Pro Gin Ala Ser lie 
2225 2230 2235 2240 

Lys Ser Asn Thr Leu Ala Pro Asp Phe Gly Val lie Ser Gly Leu Glu 
2245 2250 2255 

Cys lie Val Glu Lys Thr Ser Glu Lys Phe Ser Asp Phe Asp Phe Val 
2260 2265 2270 

Pro Lys Pro Leu Leu Lys Thr Glu Pro Lys Met Arg Asn Leu Leu Pro 
2275 2280 2285 

Arg Val Ser Tyr Arg Arg Gly Val Phe Gly Glu Gly Val Leu Leu Ser 
2290 2295 2300 

Arg lie Gly Gly Arg Ala Leu Val Ser Val Val Asp Gly Ser Asn Ser 
2305 2310 2315 2320 

Val Val Gin Asp Val Val Ser Ser Val Phe Asn Asn Ser Tyr Phe Leu 
2325 2330 2335 

Asp Leu His Phe Ser He His Asp Gin Asp Val Phe Tyr Phe Val Lys 
2340 2345 2350 

Asp Asn Val Leu Lys Leu Arg Asp Asp Asn Glu Glu Leu Arg Arg Leu 
2355 2360 2365 

Gly Gly Met Phe Asn He Ser Thr His Glu He Ser Asp His Gly Gly 
2370 2375 2380 

Ser Ala Ala Lys Glu Leu Arg Leu His Gly Pro Asp Ala Val Val He 
2385 2390 2395 2400 

He Lys Tyr Gly Val Asp Pro Glu Gin Glu Arg His Arg He Leu Lys 
2405 2410 2415 



94 



His Ala His Lys Arg Ala Val Glu Arg Ala Trp Glu Leu Glu 
2420 2425 2430 



Lys Gin 



Leu Val Ala Ala Gly Phe Gin Gly Arg Gly Asp Trp Thr Glu Glu Glu 
2435 2440 2445 

Lys Glu Glu Leu Val Gin His Gly Asp Val Asp Gly Trp Asn Gly lie 
2450 2455 2460 

Asp lie His Ser lie His Lys Tyr Pro Gin Leu Ala Asp Asp Pro Gly 
2465 2470 2475 2480 

Asn Val Ala Phe Gin Arg Asp Ala Lys Arg Lys Arg Arg Lys Thr Gly 
2485 2490 2495 

Ser Ser His Arg Ser Ala Ser Asn Arg Arg Gin Leu Lys Phe Gly Glu 
2500 2505 2510 

Leu Ser Ala 
2515 



<210> 54 
<211> 1045 
<212> PRT 

<213> Homo sapiens 
<400> 54 

Met Asp Lys Ala lie Thr Val Asp lie Glu Ser Ser Ser Arg Glu Glu 
1 5 lO" 15 

Asp Val Ser lie Thr Ser Asn Leu Ser Ser lie Asp Ser Phe Tyr Thr 
20 25 30 

Met Val Gin Asp Gin Leu Arg Asn Ser Tyr Gin lie Gly Tyr Asp Gly 
35 40 45 

Ser Leu Arg lie lie Tyr Ala Ser Gly Leu Asp Ser His Tyr Gin Thr 
50 55 60 

Glu Pro His Val Leu Ala Gly Thr Ala Asn Pro Thr Val Ala Lys Arg 
65 70 75 80 

Asn Met Thr Leu Pro Gly Glu Asn Gly Gin Asn Leu Val Glu Trp Arg 
85 90 95 

Phe Arg Lys Glu Gin Ala Gin Gly Lys Val Asn Val Phe Gly Arg Lys 
100 105 110 

Leu Arg Val Asn Gly Arg Asn Leu Leu Ser Val Asp Phe Asp Arg Thr 
115 120 125 

Thr Lys Thr Glu Lys lie Tyr Asp Asp His Arg Lys Phe Leu Leu Arg 
130 135 140 



lie Ala Tyr Asp 



Thr Ser Gly His Pro Thr Leu Trp Leu 
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Pro Ser Ser 



145 



150 



155 



160 



Lys Leu Met Ala Val Asn Val Thr Tyr Ser Ser Thr Gly Gin lie Ala 
165 170 175 

Ser lie Gin Arg Gly Thr Thr Ser Glu Lys Val Asp Tyr Asp Gly Gin 
180 185 190 

Gly Arg lie Val Ser Arg Val Phe Ala Asp Gly Lys Thr Trp Ser Tyr 
195 200 205 

Thr Tyr Leu Glu Lys Ser Met Val Leu Leu Leu His Ser Gin Arg Gin 
210 215 220 

Tyr He Phe Glu Tyr Asp Met Trp Asp Arg Leu Ser Ala He Thr Met 
225 230 235 240 

Pro Ser Val Ala Arg His Thr Met Gin Thr He Arg Ser He Gly Tyr 
245 250 255 

Tyr Arg Asn He Tyr Asn Pro Pro Glu Ser Asn Ala Ser He He Thr 
260 265 270 

Asp Tyr Asn Glu Glu Gly Leu Leu Leu Gin Thr Ala Phe Leu Gly Thr 
275 280 285 

Ser Arg Arg Val Leu Phe Lys Tyr Arg Arg Gin Thr Arg Leu Ser Glu 
290 295 300 

He Leu Tyr Asp Ser Thr Arg Val Ser Phe Thr Tyr Asp Glu Thr Ala 
305 310 315 320 

Gly Val Leu Lys Thr Val Asn Leu Gin Ser Asp Gly Phe He Cys Thr 
325 330 335 

He Arg Tyr Arg Gin He Gly Pro Leu He Asp Arg Gin He Phe Arg 
340 345 350 

Phe Ser Glu Asp Gly Met Val Asn Ala Arg Phe Asp Tyr Ser Tyr Asp 
355 360 365 

Asn Ser Phe Arg Val Thr Ser Met Gin Gly Val He Asn Glu Thr Pro 
370 375 380 

Leu Pro He Asp Leu Tyr Gin Phe Asp Asp He Ser Gly Lys Val Glu 
385 390 395 400 

Gin Phe Gly Lys Phe Gly Val He Tyr Tyr Asp He Asn Gin He He 
405 410 415 

Ser Thr Ala Val Met Thr Tyr Thr Lys His Phe Asp Ala His Gly Arg 
420 425 430 

He Lys Glu He Gin Tyr Glu He Phe Arg Ser Leu Met Tyr Trp He 
435 440 445 



Thr He Gin Tyr Asp Asn Met Gly Arg Val Thr Lys Arg Glu He Lys 
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450 455 460 

lie Gly Pro Phe Ala Asn Thr Thr Lys Tyr Ala Tyr Glu Tyr Asp Val 
465 470 475 480 

Asp Gly Gin Leu Gin Thr Val Tyr Leu Asn Glu Lys lie Met Trp Arg 
485 490 495 

Tyr Asn Tyr Asp Leu Asn Gly Asn Leu His Leu Leu Asn Pro Ser Asn 
500 505 510 

Ser Ala Arg Leu Thr Pro Leu Arg Tyr Asp Leu Arg Asp Arg lie Thr 
515 520 525 

Arg Leu Gly Asp Val Gin Tyr Arg Leu Asp Glu Asp Gly Phe Leu Arg 
530 535 540 

Gin Arg Gly Thr Glu He Phe Glu Tyr Ser Ser Lys Gly Leu Leu Thr 
545 550 555 560 

Arg Val Tyr Ser Lys Gly Ser Gly Trp Thr Val lie Tyr Arg Tyr Asp 
565 570 575 

Gly Leu Gly Arg Arg Val Ser Ser Lys Thr Ser Leu Gly Gin His Leu 
580 585 590 

Gin Phe Phe Tyr Ala Asp Leu Thr Tyr Pro Thr Arg He Thr His Val 
595 600 605 

Tyr Asn His Ser Ser Ser Glu He Thr Ser Leu Tyr Tyr Asp Leu Gin 
610 615 620 

Gly His Leu Phe Ala Met Glu He Ser Ser Gly Asp Glu Phe Tyr He 
625 630 635 640 

Ala Ser Asp Asn Thr Gly Thr Pro Leu Ala Val Phe Ser Ser Asn Gly 
645 650 655 

Leu Met Leu Lys Gin He Gin Tyr Thr Ala Tyr Gly Glu He Tyr Phe 
660 665 670 

Asp Ser Asn He Asp Phe Gin Leu Val He Gly Phe His Gly Gly Leu 
675 680 685 

Tyr Asp Pro Leu Thr Lys Leu He His Phe Gly Glu Arg Asp Tyr Asp 
690 695 700 

He Leu Ala Gly Arg Trp Thr Thr Pro Asp He Glu He Trp Lys Arg 
705 710 715 720 

He Gly Lys Asp Pro Ala Pro Phe Asn Leu Tyr Met Phe Arg Asn Asn 
725 730 735 

Asn Pro Ala Ser Lys He His Asp Val Lys Asp Tyr He Thr Asp Val 
740 745 750 



Asn Ser Trp Leu Val Thr Phe Gly Phe His Leu His Asn Ala He Pro 
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755 



760 



765 



Gly Phe Pro Val Pro Lys Phe Asp Leu Thr Glu Pro Ser Tyr Glu Leu 
770 775 780 

Val Lys Ser Gin Gin Trp Asp Asp lie Pro Pro lie Phe Gly Val Gin 
785 790 795 800 

Gin Gin Val Ala Arg Gin Ala Lys Ala Phe Leu Ser Leu Gly Lys Met 
805 810 815 

Ala Glu Val Gin Val Ser Arg Arg Arg Ala Gly Gly Ala Gin Ser Trp 
820 825 830 

Leu Trp Phe Ala Thr Val Lys Ser Leu lie Gly Lys Gly Val Met Leu 
835 840 845 

Ala Val Ser Gin Gly Arg Val Gin Thr Asn Val Leu Asn lie Ala Asn 

850 855 860 

Glu Asp Cys lie Lys Val Ala Ala Val Leu Asn Asn Ala Phe Tyr Leu 
865 870 875 880 

Glu Asn Leu His Phe Thr lie Glu Gly Lys Asp Thr His Tyr Phe lie 
885 890 895 

Lys Thr Thr Thr Pro Glu Ser Asp Leu Gly Thr Leu Arg Leu Thr Ser 
900 905 910 

Gly Arg Lys Ala Leu Glu Asn Gly lie Asn Val Thr Val Ser Gin Ser 
915 920 925 

Thr Thr Val Val Asn Gly Arg Thr Arg Arg Phe Ala Asp Val Glu Met 
930 935 940 

Gin Phe Gly Ala Leu Ala Leu His Val Arg Tyr Gly Met Thr Leu Asp 
945 950 955 960 

Glu Glu Lys Ala Arg He Leu Glu Gin Ala Arg Gin Arg Ala Leu Ala 
965 970 975 

Arg Ala Trp Ala Arg Glu Gin Gin Arg Val Arg Asp Gly Glu Glu Gly 

980 985 990 

Ala Arg Leu Trp Thr Glu Gly Glu Lys Arg Gin Leu Leu Ser Ala Gly 
995 1000 1005 

Lys Val Gin Gly Tyr Asp Gly Tyr Tyr Val Leu Ser Val Glu Gin Tyr 
1010 1015 1020 

Pro Glu Leu Ala Asp Ser Ala Asn Asn He Gin Phe Leu Arg Gin Ser 
1025 1030 1035 1040 

Glu He Gly Arg Arg 
1045 
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<210> 55 

<211> 964 

<212> PRT 

<213> Homo sapiens 

<400> 55 

Met Thr Leu Pro Gly Glu Asn Gly Gin Asn Leu Val Glu Trp Arg Phe 
15 10 15 

Arg Lys Glu Gin Ala Gin Gly Lys Val Asn Val Phe Gly Arg Lys Leu 
20 25 30 

Arg Val Asn Gly Arg Asn Leu Leu Ser Val Asp Phe Asp Arg Thr Thr 
35 40 45 

Lys Thr Glu Lys lie Tyr Asp Asp His Arg Lys Phe Leu Leu Arg lie 
50 55 60 

Ala Tyr Asp Thr Ser Gly His Pro Thr Leu Trp Leu Pro Ser Ser Lys 
65 70 75 80 

Leu Met Ala Val Asn Val Thr Tyr Ser Ser Thr Gly Gin lie Ala Ser 
85 90 95 

He Gin Arg Gly Thr Thr Ser Glu Lys Val Asp Tyr Asp Gly Gin Gly 
100 105 110 

Arg He Val Ser Arg Val Phe Ala Asp Gly Lys Thr Trp Ser Tyr Thr 
115 120 125 

Tyr Leu Glu Lys Ser Met Val Leu Leu Leu His Ser Gin Arg Gin Tyr 
130 135 140 

He Phe Glu Tyr Asp Met Trp Asp Arg Leu Ser Ala He Thr Met Pro 
145 150 155 160 

Ser Val Ala Arg His Thr Met Gin Thr He Arg Ser He Gly Tyr Tyr 
165 170 175 

Arg Asn He Tyr Asn Pro Pro Glu Ser Asn Ala Ser He He Thr Asp 
180 185 190 

Tyr Asn Glu Glu Gly Leu Leu Leu Gin Thr Ala Phe Leu Gly Thr Ser 
195 200 205 

Arg Arg Val Leu Phe Lys Tyr Arg Arg Gin Thr Arg Leu Ser Glu He 
210 215 220 

Leu Tyr Asp Ser Thr Arg Val Ser Phe Thr Tyr Asp Glu Thr Ala Gly 
225 230 235 240 

Val Leu Lys Thr Val Asn Leu Gin Ser Asp Gly Phe He Cys Thr He 
245 250 255 

Arg Tyr Arg Gin He Gly Pro Leu He Asp Arg Gin He Phe Arg Phe 
260 265 270 
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Ser Glu Asp Gly Met Val Asn Ala Arg Phe Asp Tyr Ser Tyr Asp Asn 
275 280 285 

Ser Phe Arg Val Thr Ser Met Gin Gly Val lie Asn Glu Thr Pro Leu 
290 295 300 

Pro lie Asp Leu Tyr Gin Phe Asp Asp lie Ser Gly Lys Val Glu Gin 
305 310 315 320 

Phe Gly Lys Phe Gly Val lie Tyr Tyr Asp lie Asn Gin lie lie Ser 

325 330 335 

Thr Ala Val Met Thr Tyr Thr Lys His Phe Asp Ala His Gly Arg lie 
340 345 350 

Lys Glu lie Gin Tyr Glu lie Phe Arg Ser Leu Met Tyr Trp lie Thr 
355 360 365 

lie Gin Tyr Asp Asn Met Gly Arg Val Thr Lys Arg Glu lie Lys lie 
370 375 380 . 

Gly Pro Phe Ala Asn Thr Thr Lys Tyr Ala Tyr Glu Tyr Asp Val Asp 
385 390 395 400 

Gly Gin Leu Gin Thr Val Tyr Leu Asn Glu Lys lie Met Trp Arg Tyr 
405 410 415 

Asn Tyr Asp Leu Asn Gly Asn Leu His Leu Leu Asn Pro Ser Asn Ser 
420 425 430 

Ala Arg Leu Thr Pro Leu Arg Tyr Asp Leu Arg Asp Arg lie Thr Arg 
435 440 445 

Leu Gly Asp Val Gin Tyr Arg Leu Asp Glu Asp Gly Phe Leu Arg Gin 

450 455 460 

Arg Gly Thr Glu lie Phe Glu Tyr Ser Ser Lys Gly Leu Leu Thr Arg 
465 470 475 480 

Val Tyr Ser Lys Gly Ser Gly Trp Thr Val lie Tyr Arg Tyr Asp Gly 
485 490 495 

Leu Gly Arg Arg Val Ser Ser Lys Thr Ser Leu Gly Gin His Leu Gin 
500 505 510 

Phe Phe Tyr Ala Asp Leu Thr Tyr Pro Thr Arg lie Thr His Val Tyr 
515 520 525 

Asn His Ser Ser Ser Glu lie Thr Ser Leu Tyr Tyr Asp Leu Gin Gly 
530 535 540 

His Leu Phe Ala Met Glu He Ser Ser Gly Asp Glu Phe Tyr He Ala 
545 550 555 560 

Ser Asp Asn Thr Gly Thr Pro Leu Ala Val Phe Ser Ser Asn Gly Leu 
565 570 575 
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Met Leu Lys Gin He Gin Tyr Thr Ala Tyr Gly Glu He Tyr Phe Asp 
580 585 590 

Ser Asn He Asp Phe Gin Leu Val He Gly Phe His Gly Gly Leu Tyr 
595 600 605 

Asp Pro Leu Thr Lys Leu He His Phe Gly Glu Arg Asp Tyr Asp He 
610 615 620 

Leu Ala Gly Arg Trp Thr Thr Pro Asp He Glu He Trp Lys Arg He 
625 630 635 640 

Gly Lys Asp Pro Ala Pro Phe Asn Leu Tyr Met Phe Arg Asn Asn Asn 
645 650 655 

Pro Ala Ser Lys He His Asp Val Lys Asp Tyr He Thr Asp Val Asn 
660 665 670 

Ser Trp Leu Val Thr Phe Gly Phe His Leu His Asn Ala He Pro Gly 
675 680 685 

Phe Pro Val Pro Lys Phe Asp Leu Thr Glu Pro Ser Tyr Glu Leu Val 
690 695 700 

Lys Ser Gin Gin Trp Asp Asp He Pro Pro He Phe Gly Val Gin Gin 
705 710 715 720 

Gin Val Ala Arg Gin Ala Lys Ala Phe Leu Ser Leu Gly Lys Met Ala 
725 730 735 

Glu Val Gin Val Ser Arg Arg Arg Ala Gly Gly Ala Gin Ser Trp Leu 
740 745 750 

Trp Phe Ala Thr Val Lys Ser Leu He Gly Lys Gly Val Met Leu Ala 
755 760 765 

Val Ser Gin Gly Arg Val Gin Thr Asn Val Leu Asn He Ala Asn Glu 
770 775 780 

Asp Cys He Lys Val Ala Ala Val Leu Asn Asn Ala Phe Tyr Leu Glu 
785 790 795 800 

Asn Leu His Phe Thr He Glu Gly Lys Asp Thr His Tyr Phe He Lys 
805 810 815 

Thr Thr Thr Pro Glu Ser Asp Leu Gly Thr Leu Arg Leu Thr Ser Gly 
820 825 830 

Arg Lys Ala Leu Glu Asn Gly He Asn Val Thr Val Ser Gin Ser Thr 
835 840 845 

Thr Val Val Asn Gly Arg Thr Arg Arg Phe Ala Asp Val Glu Met Gin 
850 855 860 

Phe Gly Ala Leu Ala Leu His Val Arg Tyr Gly Met Thr Leu Asp Glu 
865 870 875 880 
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Glu Lys Ala Arg lie Leu Glu Gin Ala Arg Gin Arg Ala Leu Ala Arg 
885 890 895 

Ala Trp Ala Arg Glu Gin Gin Arg Val Arg Asp Gly Glu Glu Gly Ala 
900 905 910 

Arg Leu Trp Thr Glu Gly Glu Lys Arg Gin Leu Leu Ser Ala Gly Lys 
915 920 925 

Val Gin Gly Tyr Asp Gly Tyr Tyr Val Leu Ser Val Glu Gin Tyr Pro 
930 935 940 

Glu Leu Ala Asp Ser Ala Asn Asn lie Gin Phe Leu Arg Gin Ser Glu 
945 950 955 960 



lie Gly Arg Arg 



<210> 56 
<211> 140 
<212> PRT 

<213> Homo sapiens 

<400> 56 

Thr Ser Cys Cys Gly Phe Pro Thr Cys Ser Thr Leu Gly Thr Cys Gly 
15 10 15 

Ser Ser Cys Cys Gin Pro Pro Ser Cys Cys Gin Pro Ser Cys Cys Gin 
20 25 30 

Pro Val Cys Ser Gin Thr Thr Cys Cys Arg Pro Thr Cys Phe Gin Ser 
35 40 45 

Ser Cys Cys Arg Pro Ser Cys Cys Gin Thr Ser Cys Cys Gin Pro Thr 
50 55 60 

Cys Cys Gin Ser Ser Ser Cys Gin Thr Gly Cys Gly lie Gly Ser Cys 
65 70 75 80 

Arg Thr Arg Trp Cys Arg Pro Asp Cys Arg Val Glu Gly Thr Cys Leu 
85 90 95 

Pro Pro Cys Cys Val Val Ser Cys Thr Pro Pro Thr Cys Cys Gin Pro 
100 105 110 

Val Ser Ala Gin Ala Ser Cys Cys Arg Pro Ser Tyr Cys Gly Gin Ser 
115 120 125 

Cys Cys Arg Pro Ala Cys Cys Cys Phe Pro Cys Thr 
130 135 140 



<210> 57 

<211> 963 
<212> PRT 

<213> Homo sapiens 
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<400> 57 

Leu Cys Ser His Leu Trp Gin Pro Gly Leu Gly Ser Cys Trp Ser Glu 
15 10 15 



Gly Phe Pro Glu Ala Gly Ser Thr His Ser Arg Leu Cys Leu Leu Leu 
20 25 30 

Cys Trp Thr Leu lie Glu Ala Val Gly Ser Arg Ala Lys Lys Glu Ala 
35 40 45 

Ala Ala Glu Glu Ala Lys Val Gly Trp Gly Cys Pro Ala Leu Arg Pro 
50 55 60 

Glu Val Pro Leu Thr Leu Arg Ala Arg Ala lie Ser Leu Met Ala Ser 
65 70 75 * 80 

Ser Gly Arg Lys Leu Trp Leu Arg Tyr Pro Ser Phe Leu Pro Ala Ala 
85 90 95 

Trp lie Cys Leu Leu Pro Gly Trp Glu Arg Leu Gly Arg Pro Arg Trp 
100 105 110 

Gly Cys Gin Gly Gin Arg Leu Phe Gin Lys Cys Pro Leu Leu Pro lie 
115 120 125 

Arg Gly Phe Gly Trp His Leu Leu Val Ala Trp Gly Ala Gly Ser Arg 
130 135 140 

Gly Ala Arg Leu Arg Ala Val Glu Pro Gin Gly Ser Cys Pro Ser Ala 
145 150 155 160 

Ala Met Leu Thr Pro Ala Glu Leu Ala Thr Val Val Arg Arg Phe Ser 
165 170 175 

Gin Thr Gly lie Gin Asp Phe Leu Thr Leu Thr Leu Thr Glu Pro Thr 
180 185 190 

Gly Leu Leu Tyr Val Gly Ala Arg Glu Ala Leu Phe Ala Phe Ser Met 
195 200 205 

Glu Ala Leu Glu Leu Gin Gly Ala lie Ser Trp Glu Ala Pro Val Glu 
210 215 220 

Lys Lys Thr Glu Cys lie Gin Lys Gly Lys Asn Asn Gin Thr Glu Cys 
225 230 235 240 

Phe Asn Phe lie Arg Phe Leu Gin Pro Tyr Asn Ala Ser His Leu Tyr 
245 250 255 

Val Cys Gly Thr Tyr Ala Phe Gin Pro Lys Cys Thr Tyr Val Asn Met 
260 265 270 

Leu Thr Phe Thr Leu Glu His Gly Glu Phe Glu Asp Gly Lys Gly Lys 
275 280 285 

Cys Pro Tyr Asp Pro Ala Lys Gly His Ala Gly Leu Leu Val Asp Gly 
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290 295 300 

Glu Leu Tyr Ser Ala Thr Leu Asn Asn Phe Leu Gly Thr Glu Pro lie 
305 310 315 320 

He Leu Arg Asn Met Gly Pro His His Ser Met Lys Thr Glu Tyr Leu 
325 330 335 

Ala Phe Trp Leu Asn Glu Pro His Phe Val Gly Ser Ala Tyr Val Pro 
340 345 350 

Glu Ser Val Gly Ser Phe Thr Gly Asp Asp Asp Lys Val Tyr Phe Phe 
355 360 365 

Phe Arg Glu Arg Ala Val Glu Ser Asp Cys Tyr Ala Glu Gin Val Val 
370 375 380 

Ala Arg Val Ala Arg Val Cys Lys Gly Asp Met Gly Gly Ala Arg Thr 
385 390 395 400 

Leu Gin Arg Lys Trp Thr Thr Phe Leu Lys Ala Arg Leu Ala Cys Ser 
405 410 415 

Ala Pro Asn Trp Gin Leu Tyr Phe Asn Gin Leu Gin Ala Met His Thr 
420 425 430 

Leu Gin Asp Thr Ser Trp His Asn Thr Thr Phe Phe Gly Val Phe Gin 
435 440 445 

Ala Gin Trp Gly Asp Met Tyr Leu Ser Ala He Cys Glu Tyr Gin Leu 
450 455 460 

Glu Glu He Gin Arg Val Phe Glu Gly Pro Tyr Lys Glu Tyr His Glu 
465 470 475 480 

Glu Ala Gin Lys Trp Asp Arg Tyr Thr Asp Pro Val Pro Ser Pro Arg 
485 490 495 

Pro Gly Ser Cys He Asn Asn Trp His Arg Arg His Gly Tyr Thr Ser 
500 505 510 

Ser Leu Glu Leu Pro Asp Asn He Leu Asn Phe Val Lys Lys His Pro 
515 520 525 

Leu Met Glu Glu Gin Val Gly Pro Arg Trp Ser Arg Pro Leu Leu Val 
530 535 540 

Lys Lys Gly Thr Asn Phe Thr His Leu Val Ala Asp Arg Val Thr Gly 
545 550 555 560 

Leu Asp Gly Ala Thr Tyr Thr Val Leu Phe He Gly Thr Gly Asp Gly 
565 570 575 

Trp Leu Leu Lys Ala Val Ser Leu Gly Pro Trp Val His Leu He Glu 
580 585 590 

Glu Leu Gin Leu Phe Asp Gin Glu Pro Met Arg Ser Leu Val Leu Ser 
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595 



600 



605 



Gin Ser Lys Lys Leu Leu Phe Ala Gly Ser Arg Ser Gin Leu Val Gin 
610 615 620 

Leu Pro Val Ala Asp Cys Met Lys Tyr Arg Ser Cys Ala Asp Cys Val 
625 630 635 640 

Leu Ala Arg Asp Pro Tyr Cys Ala Trp Ser Val Asn Thr Ser Arg Cys 
645 650 655 

Val Ala Val Gly Gly His Ser Gly Ser Leu Leu lie Gin His Val Met 
660 665 670 

Thr Ser Asp Thr Ser Gly lie Cys Asn Leu Arg Gly Ser Lys Lys Val 
675 680 685 

Arg Pro Thr Pro Lys Asn lie Thr Val Val Ala Gly Thr Asp Leu Val 
690 695 700 

Leu Pro Cys His Leu Ser Ser Asn Leu Ala His Ala Arg Trp Thr Phe 
705 710 715 720 

Gly Gly Arg Asp Leu Pro Ala Glu Gin Pro Gly Ser Phe Leu Tyr Asp 
725 730 735 

Ala Arg Leu Gin Ala Leu Val Val Met Ala Ala Gin Pro Arg His Ala 
740 745 750 

Gly Ala Tyr His Cys Phe Ser Glu Glu Gin Gly Ala Arg Leu Ala Ala 
755 760 765 

Glu Gly Tyr Leu Val Ala Val Val Ala Gly Pro Ser Val Thr Leu Glu 
770 775 780 

Ala Arg Ala Pro Leu Glu Asn Leu Gly Leu Val Trp Leu Ala Val Val 
785 790 795 800 

Ala Leu Gly Ala Val Cys Leu Val Leu Leu Leu Leu Val Leu Ser Leu 



Arg Arg Arg Leu Arg Glu Glu Leu Glu Lys Gly Ala Lys Ala Thr Glu 
820 825 830 

Arg Thr Leu Val Tyr Pro Leu Glu Leu Pro Lys Glu Pro Thr Ser Pro 

835 840 845 

Pro Phe Arg Pro Cys Pro Glu Pro Asp Glu Lys Leu Trp Asp Pro Val 
850 855 860 

Gly Tyr Tyr Tyr Ser Asp Gly Ser Leu Lys lie Val Pro Gly His Ala 

865 870 875 880 

Arg Cys Gin Pro Gly Gly Gly Pro Pro Ser Pro Pro Pro Gly lie Pro 



805 



810 



815 



885 



890 



895 



Gly Gin Pro Leu Pro Ser Pro Thr Arg Leu His Leu Gly Gly Gly Arg 
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900 905 910 

Asn Ser Asn Ala Asn Gly Tyr Val Arg Leu Gin Leu Gly Gly Glu Asp 
915 920 925 

Arg Gly Gly Leu Gly His Pro Leu Pro Glu Leu Ala Asp Glu Leu Arg 
930 935 940 

Arg Lys Leu Gin Gin Arg Gin Pro Leu Pro Asp Ser Asn Pro Glu Glu 
945 950 955 960 

Ser Ser Val 



<210> 58 

<211> 834 

<212> PRT 

<213> Mus musculus 

<400> 58 

Met Ala Pro His Trp Ala Val Trp Leu Leu Ala Ala Gly Leu Trp Gly 
15 10 15 

Leu Gly lie Gly Ala Glu Met Trp Trp Asn Leu Val Pro Arg Lys Thr 
20 25 30 

Val Ser Ser Gly Glu Leu Val Thr Val Val Arg Arg Phe Ser Gin Thr 
35 40 45 

Gly He Gin Asp Phe Leu Thr Leu Thr Leu Thr Glu His Ser Gly Leu 
50 55 60 

Leu Tyr Val Gly Ala Arg Glu Ala Leu Phe Ala Phe Ser Val Glu Ala 
65 70 75 80 

Leu Glu Leu Gin Gly Ala He Ser Trp Glu Ala Pro Ala Glu Lys Lys 
85 90 95 

He Glu Cys Thr Gin Lys Gly Lys Ser Asn Gin Thr Glu Cys Phe Asn 
100 105 110 

Phe He Arg Phe Leu Gin Pro Tyr Asn Ser Ser His Leu Tyr Val Cys 
115 120 125 

Gly Thr Tyr Ala Phe Gin Pro Lys Cys Thr Tyr He Asn Met Leu Thr 
130 135 140 

Phe Thr Leu Asp Arg Ala Glu Phe Glu Asp Gly Lys Gly Lys Cys Pro 
145 150 155 160 

Tyr Asp Pro Ala Lys Gly His Thr Gly Leu Leu Val Asp Gly Glu Leu 
165 170 175 

Tyr Ser Ala Thr Leu Asn Asn Phe Leu Gly Thr Glu Pro Val He Leu 
180 185 190 
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Arg Tyr Met Gly Thr His His Ser lie Lys Thr Glu Tyr Leu Ala Phe 
195 200 205 

Trp Leu Asn Glu Pro His Phe Val Gly Ser Ala Phe Val Pro Glu Ser 
210 215 220 

Val Gly Ser Phe Thr Gly Asp Asp Asp Lys lie Tyr Phe Phe Phe Ser 
225 230 235 240 

Glu Arg Ala Val Glu Tyr Asp Cys Tyr Ser Glu Gin Val Val Ala Arg 
245 250 255 

Val Ala Arg Val Cys Lys Gly Asp Met Gly Gly Ala Arg Thr Leu Gin 
260 265 270 

Lys Lys Trp Thr Thr Phe Leu Lys Ala Arg Leu Val Cys Ser Ala Pro 
275 280 285 

Asp Trp Lys Val Tyr Phe Asn Gin Leu Lys Ala Val His Thr Leu Arg 
290 295 300 

Gly Ala Ser Trp His Asn Thr Thr Phe Phe Gly Val Phe Gin Ala Arg 
305 310 315 320 

Trp Gly Asp Met Asp Leu Ser Ala Val Cys Glu Tyr Gin Leu Glu Gin 
325 330 335 

He Gin Gin Val Phe Glu Gly Pro Tyr Lys Glu Tyr Ser Glu Gin Ala 

340 345 350 

Gin Lys Trp Ala Arg Tyr Thr Asp Pro Val Pro Ser Pro Arg Pro Gly 
355 360 365 

Ser Cys lie Asn Asn Trp His Arg Asp Asn Gly Tyr Thr Ser Ser Leu 
370 375 380 

Glu Leu Pro Asp Asn Thr Leu Asn Phe He Lys Lys His Pro Leu Met 
385 390 395 400 

Glu Asp Gin Val Lys Pro Arg Leu Gly Arg Pro Leu Leu Val Lys Lys 
405 410 415 

Asn Thr Asn Phe Thr His Val Val Ala Asp Arg Val Pro Gly Leu Asp 
420 425 430 

Gly Ala Thr Tyr Thr Val Leu Phe He Gly Thr Gly Asp Gly Trp Leu 
435 440 445 

Leu Lys Ala Val Ser Leu Gly Pro Trp He His Met Val Glu Glu Leu 
450 455 460 

Gin Val Phe Asp Gin Glu Pro Val Glu Ser Leu Val Leu Ser Gin Ser 
465 470 475 480 

Lys Lys Val Leu Phe Ala Gly Ser Arg Ser Gin Leu Val Gin Leu Ser 
485 490 495 
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Leu Ala Asp Cys Thr Lys Tyr Arg Phe Cys Val Asp Cys Val Leu Ala 
500 505 510 



Arg Asp Pro Tyr Cys Ala Trp Asn Val Asn Thr Ser Arg Cys Val Ala 
515 520 525 

Thr Thr Ser Gly Arg Ser Gly Ser Phe Leu Val Gin His Val Ala Asn 
530 535 540 

Leu Asp Thr Ser Lys Met Cys Asn Gin Tyr Gly lie Lys Lys Val Arg 
545 550 555 560 

Ser lie Pro Lys Asn lie Thr Val Val Ser Gly Thr Asp Leu Val Leu 
565 570 575 

Pro Cys His Leu Ser Ser Asn Leu Ala His Ala His Trp Thr Phe Gly 
580 585 , 590 

Ser Gin Asp Leu Pro Ala Glu Gin Pro Gly Ser Phe Leu Tyr Asp Thr 
595 600 605 

Gly Leu Gin Ala Leu Val Val Met Ala Ala Gin Ser Arg His Ser Gly 
610 615 620 

Pro Tyr Arg Cys Tyr Ser Glu Glu Gin Gly Thr Arg Leu Ala Ala Glu 
625 630 635 640 

Ser Tyr Leu Val Ala Val Val Ala Gly Ser Ser Val Thr Leu Glu Ala 
645 650 655 

Arg Ala Pro Leu Glu Asn Leu Gly Leu Val Trp Leu Ala Val Val Ala 
660 665 670 

Leu Gly Ala Val Cys Leu Val Leu Leu Leu Leu Val Leu Ser Leu Arg 
675 680 685 

Arg Arg Leu Arg Glu Glu Leu Glu Lys Gly Ala Lys Ala Ser Glu Arg 
690 695 700 

Thr Leu Val Tyr Pro Leu Glu Leu Pro Lys Glu Pro Ala Ser Pro Pro 
705 710 715 720 

Phe Arg Pro Gly Pro Glu Thr Asp Glu Lys Leu Trp Asp Pro Val Gly 
725 730 735 

Tyr Tyr Tyr Ser Asp Gly Ser Leu Lys lie Val Pro Gly His Ala Arg 
740 745 750 

Cys Gin Pro Gly Gly Gly Pro Pro Ser Pro Pro Pro Gly lie Pro Gly 
755 760 765 

Gin Pro Leu Pro Ser Pro Thr Arg Leu His Leu Gly Gly Gly Arg Asn 
770 775 780 

Ser Asn Ala Asn Gly Tyr Val Arg Leu Gin Leu Gly Gly Glu Asp Arg 
785 790 795 800 
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Gly Gly Ser Gly His Pro Leu Pro Glu Leu Ala Asp Glu Leu Arg Arg 
805 810 815 



Lys Leu Gin Gin Arg Gin Pro Leu Pro Asp Ser Asn Pro Glu Glu Ser 
820 825 830 



Ser Val 



<210> 59 

<211> 510 

<212> PRT 

<213> Homo sapiens 

<400> 59 

Met Tyr Leu Ser Ala lie Cys Glu Tyr Gin Leu Glu Glu lie Gin Arg 
15 10 15 

Val Phe Glu Gly Pro Tyr Lys Glu Tyr His Glu Glu Ala Gin Lys Trp 
20 25 30 

Asp Arg Tyr Thr Asp Pro Val Pro Ser Pro Arg Pro Gly Ser Cys lie 
35 40 45 

Asn Asn Trp His Arg Arg His Gly Tyr Thr Ser Ser Leu Glu Leu Pro 
50 55 60 

Asp Asn lie Leu Asn Phe Val Lys Lys His Pro Leu Met Glu Glu Gin 
65 70 75 80 

Val Gly Pro Arg Trp Ser Arg Pro Leu Leu Val Lys Lys Gly Thr Asn 
85 90 95 

Phe Thr His Leu Val Ala Asp Arg Val Thr Gly Leu Asp Gly Ala Thr 
100 105 110 

Tyr Thr Val Leu Phe lie Gly Thr Gly Asp Gly Trp Leu Leu Lys Ala 
115 120 125 

Val Ser Leu Gly Pro Trp Val His Leu He Glu Glu Leu Gin Leu Phe 
130 135 140 

Asp Gin Glu Pro Met Arg Ser Leu Val Leu Ser Gin Ser Lys Lys Leu 
145 150 155 160 

Leu Phe Ala Gly Ser Arg Ser Gin Leu Val Gin Leu Pro Val Ala Asp 
165 170 175 

Cys Met Lys Tyr Arg Ser Cys Ala Asp Cys Val Leu Ala Arg Asp Pro 
180 185 190 

Tyr Cys Ala Trp Ser Val Asn Thr Ser Arg Cys Val Ala Val Gly Gly 
195 200 205 

His Ser Gly Ser Leu Leu He Gin His Val Met Thr Ser Asp Thr Ser 
210 215 220 
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Gly lie Cys Asn Leu Arg Gly Ser Lys Lys Val Arg Pro Thr Pro Lys 
225 230 235 240 

Asn lie Thr Val Val Ala Gly Thr Asp Leu Val Leu Pro Cys His Leu 
245 250 255 

Ser Ser Asn Leu Ala His Ala Arg Trp Thr Phe Gly Gly Arg Asp Leu 
260 265 270 

Pro Ala Glu Gin Pro Gly Ser Phe Leu Tyr Asp Ala Arg Leu Gin Ala 
275 280 285 

Leu Val Val Met Ala Ala Gin Pro Arg His Ala Gly Ala Tyr His Cys 
290 295 300 

Phe Ser Glu Glu Gin Gly Ala Arg Leu Ala Ala Glu Gly Tyr Leu Val 
305 310 315 320 

Ala Val Val Ala Gly Pro Ser Val Thr Leu Glu Ala Arg Ala Pro Leu 
325 330 335 

Glu Asn Leu Gly Leu Val Trp Leu Ala Val Val Ala Leu Gly Ala Val 
340 345 350 

Cys Leu Val Leu Leu Leu Leu Val Leu Ser Leu Arg Arg Arg Leu Arg 
355 360 365 

Glu Glu Leu Glu Lys Gly Ala Lys Ala Thr Glu Arg Thr Leu Val Tyr 
370 375 380 

Pro Leu Glu Leu Pro Lys Glu Pro Thr Ser Pro Pro Phe Arg Pro Cys 
385 390 395 400 

Pro Glu Pro Asp Glu Lys Leu Trp Asp Pro Val Gly Tyr Tyr Tyr Ser 
405 410 415 

Asp Gly Ser Leu Lys lie Val Pro Gly His Ala Arg Cys Gin Pro Gly 
420 425 430 

Gly Gly Pro Pro Ser Pro Pro Pro Gly lie Pro Gly Gin Pro Leu Pro 
435 440 445 

Ser Pro Thr Arg Leu His Leu Gly Gly Gly Arg Asn Ser Asn Ala Asn 
450 455 460 

Gly Tyr Val Arg Leu Gin Leu Gly Gly Glu Asp Arg Gly Gly Leu Gly 
465 470 475 480 

His Pro Leu Pro Glu Leu Ala Asp Glu Leu Arg Arg Lys Leu Gin Gin 

. 485 490 495 



Arg Gin Pro Leu Pro Asp Ser Asn Pro Glu Glu Ser Ser Val 
500 505 510 



<210> 60 
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<211> 510 
<212> PRT 
<213> Homo sapiens 

<400> 60 

Met Tyr Leu Ser Ala lie Cys Glu Tyr Gin Leu Glu Glu lie Gin Arg 
15 10 15 

Val Phe Glu Gly Pro Tyr Lys Glu Tyr His Glu Glu Ala Gin Lys Trp 
20 25 30 

Asp Arg Tyr Thr Asp Pro Val Pro Ser Pro Arg Pro Gly Ser Cys lie 
35 40 45 

Asn Asn Trp His Arg Arg His Gly Tyr Thr Ser Ser Leu Glu Leu Pro 
50 55 60 

Asp Asn lie Leu Asn Phe Val Lys Lys His Pro Leu Met Glu Glu Gin 
65 70 75 80 

Val Gly Pro Arg Trp Ser Arg Pro Leu Leu Val Lys Lys Gly Thr Asn 
85 90 95 

Phe Thr His Leu Val Ala Asp Arg Val Thr Gly Leu Asp Gly Ala Thr 
100 105 110 

Tyr Thr Val Leu Phe lie Asp Thr Gly Asp Gly Trp Leu Leu Lys Ala 
115 120 125 

Val Ser Leu Gly Pro Trp Val His Leu lie Glu Glu Leu Gin Leu Phe 
130 135 140 

Asp Gin Glu Pro Met Arg Ser Leu Val Leu Ser Gin Ser Lys Lys Leu 
145 150 155 160 

Leu Phe Ala Gly Ser Arg Ser Gin Leu Val Gin Leu Pro Val Ala Asp 
165 170 175 

Cys Met Lys Tyr Arg Ser Cys Ala Asp Cys Val Leu Ala Arg Asp Pro 

180 185 190 

Tyr Cys Ala Trp Ser Val Asn Thr Ser Arg Cys Val Ala Val Gly Gly 
195 200 205 

His Ser Gly Ser Leu Leu lie Gin His Val Met Thr Ser Asp Thr Ser 
210 215 220 

Gly lie Cys Asn Leu Arg Gly Ser Lys Lys Val Arg Pro Thr Pro Lys 
225 230 235 240 

Asn lie Thr Val Val Ala Gly Thr Asp Leu Val Leu Pro Cys His Leu 
245 250 255 

Ser Ser Asn Leu Ala His Ala Arg Trp Thr Phe Gly Gly Arg Asp Leu 
260 265 270 



Pro Ala Glu Gin Pro Gly Ser Phe Leu Tyr Asp Ala Arg Leu Gin Ala 
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275 



280 



285 



Leu Val Val Met Ala Ala Gin Pro Arg His Ala Gly Ala Tyr His Cys 
290 295 ' 300 

Phe Ser Glu Glu Gin Gly Ala Arg Leu Ala Ala Glu Gly Tyr Leu Val 
305 310 315 320 

Ala Val Val Ala Gly Pro Ser Val Thr Leu Glu Ala Arg Ala Pro Leu 
325 330 335 

Glu Asn Leu Gly Leu Val Trp Leu Ala Val Val Ala Leu Gly Ala Val 
340 345 350 

Cys Leu Val Leu Leu Leu Leu Val Leu Ser Leu Arg Arg Arg Leu Arg 
355 360 365 

Glu Glu Leu Glu Lys Gly Ala Lys Ala Thr Glu Arg Thr Leu Val Tyr 
370 375 380 

Pro Leu Glu Leu Pro Lys Glu Pro Thr Ser Pro Pro Phe Arg Pro Cys 
385 390 395 400 

Pro Glu Pro Asp Glu Lys Leu Trp Asp Pro Val Gly Tyr Tyr Tyr Ser 
405 410 415 

Asp Gly Ser Leu Lys lie Val Pro Gly His Ala Arg Cys Gin Pro Gly 
420 425 430 

Gly Gly Pro Pro Ser Pro Pro Pro Gly lie Pro Gly Gin Pro Leu Pro 
435 440 445 

Ser Pro Thr Arg Leu His Leu Gly Gly Gly Arg Asn Ser Asn Ala Asn 
450 455 460 

Gly Tyr Val Arg Leu Gin Leu Gly Gly Glu Asp Arg Gly Gly Leu Gly 
465 470 475 480 

His Pro Leu Pro Glu Leu Ala Asp Glu Leu Arg Arg Lys Leu Gin Gin 
485 490 495 

Arg Gin Pro Leu Pro Asp Ser Asn Pro Glu Glu Ser Ser Val 
500 505 510 



<210> 61 
<211> 861 
<212> PRT 

<213> Mus musculus 

<400> 61 

Met Arg Met Cys Ala Pro Val Arg Gly Leu Phe Leu Ala Leu Val Val 
15 10 15 

Val Leu Arg Thr Ala Val Ala Phe Ala Pro Val Pro Arg Leu Thr Trp 
20 25 30 
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Glu His Gly Glu Val Gly Leu Val Gin Phe His Lys Pro Gly lie Phe 
35 40 45 



Asn Tyr Ser Ala Leu Leu Met Ser Glu Asp Lys Asp Thr Leu Tyr Val 
50 55 60 

Gly Ala Arg Glu Ala Val Phe Ala Val Asn Ala Leu Asn lie Ser Glu 
65 70 75 80 

Lys Gin His Glu Val Tyr Trp Lys Val Ser Glu Asp Lys Lys Ser Lys 
85 90 95 

Cys Ala Glu Lys Gly Lys Ser Lys Gin Thr Glu Cys Leu Asn Tyr lie 
100 105 110 

Arg Val Leu Gin Pro Leu Ser Ser Thr Ser Leu Tyr Val Cys Gly Thr 
115 120 125 

Asn Ala Phe Gin Pro Thr Cys Asp His Leu Asn Leu Thr Ser Phe Lys 
130 135 140 

Phe Leu Gly Lys Ser Glu Asp Gly Lys Gly Arg Cys Pro Phe Asp Pro 
145 150 155 160 

Ala His Ser Tyr Thr Ser Val Met Val Gly Gly Glu Leu Tyr Ser Gly 
165 170 175 

Thr Ser Tyr Asn Phe Leu Gly Ser Glu Pro lie lie Ser Arg Asn Ser 
180 185 190 

Ser His Ser Pro Leu Arg Thr Glu Tyr Ala lie Pro Trp Leu Asn Glu 
195 200 205 

Pro Ser Phe Val Phe Ala Asp Val lie Gin Lys Ser Pro Asp Gly Pro 
210 215 220 

Glu Gly Glu Asp Asp Lys Val Tyr Phe Phe Phe Thr Glu Val Ser Val 
225 230 235 240 

Glu Tyr Glu Phe Val Phe Lys Leu Met lie Pro Arg Val Ala Arg Val 
245 250 255 

Cys Lys Gly Asp Gin Gly Gly Leu Arg Thr Leu Gin Lys Lys Trp Thr 
260 265 270 

Ser Phe Leu Lys Ala Arg Leu lie Cys Ser Lys Pro Asp Ser Gly Leu 
275 280 285 

Val Phe Asn lie Leu Gin Asp Val Phe Val Leu Arg Ala Pro Gly Leu 
290 295 300 

Lys Glu Pro Val Phe Tyr Ala Val Phe Thr Pro Gin Leu Asn Asn Val 
305 310 315 320 

Gly Leu Ser Ala Val Cys Ala Tyr Thr Leu Ala Thr Val Glu Ala Val 
325 330 335 
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Phe Ser Arg Gly Lys Tyr Met Gin Ser Ala Thr Val Glu Gin Ser His 
340 345 350 



Thr Lys Trp Val Arg Tyr Asn Gly Pro Val Pro Thr Pro Arg Pro Gly 
355 360 365 

Ala Cys lie Asp Ser Glu Ala Arg Ala Ala Asn Tyr Thr Ser Ser Leu 
370 375 380 

Asn Leu Pro Asp Lys Thr Leu Gin Phe Val Lys Asp His Pro Leu Met 
385 390 395 400 

Asp Asp Ser Val Thr Pro lie Asp Asn Arg Pro Lys Leu lie Lys Lys 
405 410 415 

Asp Val Asn Tyr Thr Gin lie Val Val Asp Arg Thr Gin Ala Leu Asp 
420 425 430 

Gly Thr Phe Tyr Asp Val Met Phe lie Ser Thr Asp Arg Gly Ala Leu 
435 440 445 

His Lys Ala Val lie Leu Thr Lys Glu Val His Val lie Glu Glu Thr 
450 455 460 

Gin Leu Phe Arg Asp Phe Glu Pro Val Leu Thr Leu Leu Leu Ser Ser 
465 470 475 480 

Lys Lys Gly Arg Lys Phe Val Tyr Ala Gly Ser Asn Ser Gly Val Val 
485 490 495 

Gin Ala Pro Leu Ala Phe Cys Glu Lys His Gly Ser Cys Glu Asp Cys 
500 505 510 

Val Leu Ala Arg Asp Pro Tyr Cys Ala Trp Ser Pro Ala lie Lys Ala 
515 520 525 

Cys Val Thr Leu His Gin Glu Glu Ala Ser Ser Arg Gly Trp lie Gin 
530 535 540 

Asp Met Ser Gly Asp Thr Ser Ser Cys Leu Asp Lys Ser Lys Glu Ser 
545 550 555 560 

Phe Asn Gin His Phe Phe Lys His Gly Gly Thr Ala Glu Leu Lys Cys 
565 570 575 

Phe Gin Lys Ser Asn Leu Ala Arg Val Val Trp Lys Phe Gin Asn Gly 
580 585 590 

Glu Leu Lys Ala Ala Ser Pro Lys Tyr Gly Phe Val Gly Arg Lys His 

595 600 605 ^ 

Leu Leu lie Phe Asn Leu Ser Asp Gly Asp Ser Gly Val Tyr Gin Cys 
610 615 620 

Leu Ser Glu Glu Arg Val Arg Asn Lys Thr Val Ser Gin Leu Leu Ala 
625 630 635 640 
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Lys His Val Leu Glu 
645 

Thr Ser Glu Asp Val 
660 

Pro Val Gly Ser Thr 

675 

Ala Thr Ser Pro Arg 
690 

Thr Ser Cys Glu Pro 
705 

Ser Glu Lys Thr Val 
725 

Ser Leu Leu Leu Phe 
740 

Asn Cys Tyr Lys Gly 
755 

Ala Leu Leu Leu Gly 
770, 

Glu Gin Ser Val Lys 
785 

Gin Asn Gly Asp His 

805 

Glu Gin Asp Thr lie 
820 

Gin Arg lie Asp Glu 
835 

Cys Glu Leu Lys Phe 
850 



Val Lys Met Val Pro Arg 
650 

Gin Thr Glu Gly Ser Lys 
665 

Gin Gly Ser Ser Pro Pro 

680 

Ala Ala Thr Leu Pro Pro 
695 

Lys Met Val lie Asn Thr 
710 715 

Tyr Leu Lys Ser Ser Asp 
730 

lie Phe Val Leu Phe Leu 
745 

Tyr Leu Pro Gly Gin Cys 
760 

Lys Lys Thr Pro Lys Ser 
775 

Glu Thr Leu Val Glu Pro 
790 795 

Pro Lys Pro Ala Leu Asp 
810 

Thr Ser Lys Val Pro Thr 
825 

Leu Ser Ala Arg Asp Lys 
840 

Ala Asp Ser Asp Ala Asp 
855 



Thr Pro Pro Ser Pro 
655 

lie Thr Ser Lys Met 
670 

Thr Pro Ala Leu Trp 
685 

Lys Ser Ser Ser Gly 
700 

Val Pro Gin Leu His 
720 

Asn Arg Leu Leu Met 
735 

Cys Leu Phe Ser Tyr 
750 

Leu Lys Phe Arg Ser 
765 

Asp Phe Ser Asp Leu 
780 

Gly Ser Phe Ser Gin 
800 

Thr Gly Tyr Glu Thr 
815 

Asp Arg Glu Asp Ser 
830 

Pro Phe Asp Val Lys 
845 

Gly Asp 
860 



<210> 62 
<211> 420 
<212> PRT 

<213> Homo sapiens 
<400> 62 

Tyr Val Gly Ala Arg Asn Arg Val Tyr Val Leu Asn Leu Glu Asp Leu 
15 10 15 

Ser Glu Val Leu Asn Leu Lys Thr Gly Trp Pro Gly Ser Cys Glu Thr 
20 25 30 

Cys Glu Glu Cys Asn Met Lys Gly Lys Ser Pro Leu Thr Glu Cys Thr 
35 40 45 
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Asn Phe lie Arg Val Leu Gin Ala Tyr Asn Asp Thr His Leu Tyr Val 
50 55 60 

Cys Gly Thr Asn Ala Phe Gin Pro Val Cys Thr Leu lie Asn Leu Gly 
65 70 75 80 

Asp Leu Phe Ser Leu Asp Val Asp Asn Glu Glu Asp Gly Cys Gly Asp 
85 90 95 

Cys Pro Tyr Asp Pro Leu Gly Asn Thr Thr Ser Val Leu Val Gin Gly 
100 105 110 

Gly Glu Leu Tyr Ser Gly Thr Val lie Asp Phe Ser Gly Arg Asp Pro 
115 120 125 

Ser lie Arg Arg Leu Leu Gly Ser His Asp Gly Leu Arg Thr Glu Phe 
130 135 140 

His Asp Ser Lys Trp Leu Asn Leu Pro Asn Phe Val Asp Ser Tyr Pro 
145 150 155 160 

lie His Tyr Val His Ser Phe Ser Asp Asp Lys Val Tyr Phe Phe Phe 
165 170 175 

Arg Glu Thr Ala Val Glu Asp Ser Asn Cys Lys Thr lie His Ser Arg 
180 185 190 

Val Ala Arg Val Cys Lys Asn Asp Pro Gly Gly Arg Ser Tyr Leu Glu 
195 200 205 

Leu Asn Lys Trp Thr Thr Phe Leu Lys Ala Arg Leu Asn Cys Ser lie 
210 215 220 

Pro Gly Glu Gly Thr Pro Phe Tyr Phe Asn Glu Leu Gin Ala Ala Phe 
225 230 235 240 

Val Leu Pro Thr Gly Ala Asp Thr Asp Pro Val Leu Tyr Gly Val Phe 
245 250 255 

Thr Thr Ser Ser Asn Ser Ser Ala Gly Ser Ala Val Cys Ala Phe Ser 
260 265 270 

Met Ser Asp lie Asn Gin Val Phe Glu Gly Pro Phe Lys His Gin Ser 
275 280 285 

Pro Asn Ser Lys Trp Leu Pro Tyr Arg Gly Lys Val Pro Gin Pro Arg 
290 295 300 

Pro Gly Gin Cys Pro Asn Ala Ser Gly Leu Asn Leu Pro Asp Asp Thr 
305 310 315 320 

Leu Asn Phe lie Arg Cys His Pro Leu Met Asp Glu Val Val Pro Pro 
325 330 335 

Leu His Asn Val Pro Leu Phe Val Gly Gin Ser Gly Asn Tyr Arg Leu 
340 345 350 
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Thr Ser lie Ala Val Asp Arg Val Arg Ala Gly Asp Gly Gin lie Tyr 
355 360 365 

Thr Val Leu Phe Leu Gly Thr Asp Asp Gly Arg Val Leu Lys Gin Val 
370 375 380 

Val Leu Ser Arg Ser Ser Ser Ala Ser Tyr Leu Val Val Val Leu Glu 
385 390 395 400 

Glu Ser Leu Val Phe Pro Asp Gly Glu Pro Val Gin Arg Met Val lie 
405 410 415 

Ser Ser Lys Asn 
420 



<210> 63 
<211> 417 
<212> PRT 

<213> Homo sapiens 
<400> 63 

Tyr Val Gly Ala Arg Asn Arg Leu Tyr Val Leu Ser Leu Asn Leu lie 
15 10 15 

Ser Glu Ala Glu Val Lys Thr Gly Pro Val Leu Ser Ser Pro Asp Cys 
20 25 30 

Glu Glu Cys Val Ser Lys Gly Lys Asp Pro Pro Thr Asp Cys Val Asn 
35 40 45 

Phe lie Arg Leu Leu Leu Asp Tyr Asn Ala Asp His Leu Leu Val Cys 
50 55 60 

Gly Thr Asn Ala Phe Gin Pro Val Cys Arg Leu lie Asn Leu Gly Asn 
65 70 75 80 

Leu Asp Arg Leu Glu Val Gly Arg Glu Ser Gly Arg Gly Arg Cys Pro 
85 90 95 

Phe Asp Pro Gin His Asn Ser Thr Ala Val Leu Val Asp Gly Glu Leu 
100 105 110 

Tyr Val Gly Thr Val Ala Asp Phe Ser Gly Ser Asp Pro Ala lie Tyr 
115 120 125 

Arg Ser Leu Ser Val Arg Arg Leu Lys Gly Thr Ser Gly Pro Ser Leu 
130 135 140 

Arg Thr Val Leu Tyr Asp Ser Arg Trp Leu Asn Glu Pro Asn Phe Val 
145 150 155 160 

Tyr Ala Phe Glu Ser Gly Asp Phe Val Tyr Phe Phe Phe Arg Glu Thr 
165 170 175 



Ala Val. Glu Asp Glu Asn Cys Gly Lys Ala Val Val Ser Arg Val Ala 
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180 



185 



190 



Arg Val Cys Lys Asn Asp Val Gly Gly Pro Arg Ser Leu Ser Lys Lys 
195 200 205 

Trp Thr Ser Phe Leu Lys Ala Arg Leu Glu Cys Ser Val Pro Gly Glu 
210 215 220 

Phe Pro Phe Tyr Phe Asn Glu Leu Gin Ala Ala Phe Leu Leu Pro Ala 
225 230 235 240 

Gly Ser Glu Ser Asp Asp Val Leu Tyr Gly Val Phe Ser Thr Ser Ser 
245 250 255 

Asn Pro lie Pro Gly Ser Ala Val Cys Ala Phe Ser Leu Ser Asp lie 
260 265 270 

Asn Ala Val Phe Asn Glu Pro Phe Lys Glu Cys Glu Thr Gly Asn Ser 

275 280 285 

Gin Trp Leu Pro Tyr Pro Arg Gly Leu Val Pro Phe Pro Arg Pro Gly 
290 295 300 

Thr Cys Pro Asn Thr Pro Leu Ser Ser Lys Asp Leu Pro Asp Asp Val 
305 310 315 320 

Leu Asn Phe lie Lys Thr His Pro Leu Met Asp Glu Val Val Gin Pro 
325 330 335 

Leu Thr Gly Arg Pro Leu Phe Val Lys Thr Asp Ser Asn Tyr Leu Leu 
340 345 350 

Thr Ser lie Ala Val Asp Arg Val Arg Thr Asp Gly Gly Asn Tyr Thr 
355 360 365 

Val Leu Phe Leu Gly Thr Ser Asp Gly Arg lie Leu Lys Val Val Leu 
370 375 380 

Ser Arg Ser Ser Ser Ser Ser Glu Ser Val Val Leu Glu Glu lie Ser 
385 390 395 400 

Val Phe Asp Pro Gly Ser Pro Val Ser Asp Leu Val Leu Ser Pro Lys 
405 410 415 

Lys 



<210> 64 

<211> 592 
<212> PRT 

<213> Mus musculus 

<400> 64 

Met Leu Lys Arg Leu Lys Lys His Val Val Ala Trp Lys Met Cys Val 
15 10 15 
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Met Pro His Ser Arg Lys Met Ser Val His Met Glu Arg Pro Ser Pro 
20 25 30 



Cys Gly Ser Trp Leu Val Gly Cys Leu Phe Thr lie Ala Val Phe Gin 
35 40 45 

Pro Pro Val Gin Val Leu Gly Asp Ala Gly Lys Val Tyr lie Ala Pro 
50 55 60 

Leu Arg Asp Thr Ala Asn Leu Pro Cys Pro Leu Phe Leu Trp Pro Asn 
65 70 75 80 

Met Val Leu Ser Glu Met Arg Trp Tyr Arg Pro Gly His Leu Pro Arg 
85 90 95 

Thr Gin Ala Val His Val Phe Arg Asp Gly Gin Asp Arg Asp Glu Asp 
100 105 110 

Leu Met Pro Glu Ser Lys Gly Arg Thr Ala Leu Val Arg Asp Ala His 
115 120 125 

Lys Glu Ser Tyr lie Leu Gin lie Ser Asn Val Arg Leu Glu Asp Arg 
130 135 140 

Gly Leu Tyr Gin Cys Gin Val Trp Val Gly Asn Ser Ser Arg Glu Asp 
145 150 155 160 

Asn Val Thr Leu Gin Val Ala Val Leu Gly Ser Asp Pro Tyr lie His 
165 170 175 

Val Lys Gly Tyr Asp Ala Gly Trp lie Glu Leu Leu Cys Gin Ser Val 
180 185 190 

Gly Trp Phe Pro Lys Pro Trp Thr Glu Trp Arg Asp Thr Ala Gly Arg 
195 200 205 

Ala Leu Leu Ser Leu Ser Glu Val His Ser Leu Asp Glu Asn Gly Leu 
210 215 220 

Phe Arg Thr Ala Val Ser Ser Arg lie Arg Asp Asn Ala Leu Gly Asn 
225 230 235 240 

Val Ser Cys Thr lie His lie Glu Ala Leu Gly Gin Glu Lys Thr Thr 
245 250 255 

Ala Met lie lie Gly Ala Pro Glu Arg Gly Ser Leu Ser Ser Pro Ala 
260 265 270 

Val Ala Leu Ser Val Val Leu Pro Val Leu Gly Leu Leu lie Leu Leu 
275 280 285 

Gly lie Trp Leu lie Cys Lys Gin Lys Lys Ser Lys Glu Lys Leu Leu 
290 295 300 

Tyr Glu Gin Ala Met Glu Val Glu Ser Leu Leu Glu Asp His Ala Lys 
305 310 315 320 
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Glu Lys Gly Arg Leu His Lys Ala Leu Lys Lys Leu Arg Ser Glu Leu 
325 330 335 

Lys Leu Lys Arg Ala Ala Ala Asn Ala Gly Trp Arg Arg Ala Arg Leu 
340 345 350 

His Phe Val Ala Val Thr Leu Asp Pro Asp Thr Ala His Pro Lys Leu 
355 360 365 

lie Leu Ser Glu Asp Arg Arg Cys Val Arg Leu Gly Asp Arg Lys Arg 
370 375 380 

Pro Val Pro Asp Asn Pro Glu Arg Phe Asp Phe Val Val Ser Val Pro 
385 390 395 400 

Gly Ser Glu Tyr Phe Thr Thr Gly Cys His Tyr Trp Glu Val Tyr Val 
405 410 415 

Gly Glu Lys Thr Lys Trp lie Leu Gly Val Cys Ser Glu Ser Val Ser 
420 425 430 

Arg Lys Gly Lys Val Thr Ala Ser Pro Ala Asn Gly His Trp Leu Val 
435 440 445 

Arg Gin Ser Arg Gly Asn Glu Tyr Glu Ala Leu Thr Ser Pro Gin Thr 
450 455 460 

Ser Phe Arg Leu Lys Glu Ser Pro Lys Cys Val Gly lie Phe Leu Asp 
465 470 475 480 

Tyr Glu Ala Gly lie lie Ser Phe Tyr Asn Val Thr Asp Lys Ser His 
485 490 495 

lie Phe Thr Phe Thr His Ser Phe Ser Ser Pro Leu Arg Pro Phe Phe 

500 505 510 

Glu Pro Cys Leu His Asp Glu Gly Lys Asn Thr Ala Pro Leu lie lie 
515 520 525 

Cys Thr Glu Leu Gin Lys Ser Glu Glu Ser lie Val Pro Lys Gin Glu 
530 535 540 

Gly Lys Asp Arg Ala Asn Gly Asp Val Ser Leu Lys Met Asn Pro Ser 
545 550 555 560 

Leu Leu Ser Pro Gin Gly Cys Glu Leu Phe Leu Leu Asn Asp Thr Trp 
565 570 575 

Pro Ser Asn Phe Gly Pro Ala Leu Lys Gly Leu Lys Val Pro Ser Leu 
580 585 590 



<210> 65 
<211> 475 
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<212> PRT 

<213> Homo sapiens 



<400> 65 

Met Glu Met Ala Ser Ser Ala Gly Ser Trp Leu Ser Gly Cys Leu lie 
15 10 15 

Pro Leu Val Phe Leu Arg Leu Ser Val His Val Ser Gly His Ala Gly 
20 25 30 

Asp Ala Gly Lys Phe His Val Ala Leu Leu Gly Gly Thr Ala Glu Leu 
35 40 45 

Leu Cys Pro Leu Ser Leu Trp Pro Gly Thr Val Pro Lys Glu Val Arg 
50 55 60 

Trp Leu Arg Ser Pro Phe Pro Gin Arg Ser Gin Ala Val His lie Phe 
65 70 75 80 

Arg Asp Gly Lys Asp Gin Asp Glu Asp Leu Met Pro Glu Tyr Lys Gly 
85 90 95 

Arg Thr Val Leu Val Arg Asp Ala Gin Glu Gly Ser Val Thr Leu Gin 
100 105 110 

lie Leu Asp Val Arg Leu Glu Asp Gin Gly Ser Tyr Arg Cys Leu lie 

115 120 125 

Gin Val Gly Asn Leu Ser Lys Glu Asp Thr Val lie Leu Gin Val Ala 
130 135 140 

Ala Pro Ser Val Gly Ser Leu Ser Pro Ser Ala Val Ala Leu Ala Val 
145 150 155 160 

He Leu Pro Val Leu Val Leu Leu He Met Val Cys Leu Cys Leu He 
165 170 175 

Trp Lys Gin Arg Arg Ala Lys Glu Lys Leu Leu Tyr Glu His Val Thr 
180 185 190 

Glu Val Asp Asn Leu Leu Ser Asp His Ala Lys Glu Lys Gly Lys Leu 
195 200 205 

His Lys Ala Val Lys Lys Leu Arg Ser Glu Leu Lys Leu Lys Arg Ala 
210 215 220 

Ala Ala Asn Ser Gly Trp Arg Arg Ala Arg Leu His Phe Val Ala Val 
225 230 235 240 

Thr Leu Asp Pro Asp Thr Ala His Pro Lys Leu He Leu Ser Glu Asp 
245 250 255 

Gin Arg Cys Val Arg Leu Gly Asp Arg Arg Gin Pro Val Pro Asp Asn 
260 265 270 

Pro Gin Arg Phe Asp Phe Val Val Ser He Leu Gly Ser Glu Tyr Phe 
275 280 285 
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Thr Thr Gly Cys His Tyr Trp Glu Val Tyr Val Gly Asp Lys Thr Lys 
290 295 300 



Trp lie Leu Gly Val Cys Ser Glu Ser Val Ser Arg Lys Gly Lys Val 
305 310 315 320 

Thr Ala Ser Pro Ala Asn Gly His Trp Leu Leu Arg Gin Ser Arg Gly 
325 330 335 

Asn Glu Tyr Glu Ala Leu Thr Ser Pro Gin Thr Ser Phe Arg Leu Lys 
340 345 350 

Glu Pro Pro Arg Cys Val Gly lie Phe Leu Asp Tyr Glu Ala Gly Val 
355 360 365 

lie Ser Phe Tyr Asn Val Thr Asn Lys Ser His lie Phe Thr Phe Thr 
370 375 380 

His Asn Phe Ser Gly Pro Leu Arg Pro Phe Phe Glu Pro Cys Leu His 
385 390 395 400 

Asp Gly Gly Lys Asn Thr Ala Pro Leu Val lie Cys Ser. Glu Leu His 
405 410 415 

Lys Ser Glu Glu Ser lie Val Pro Arg Pro Glu Gly Lys Gly His Ala 

420 425 430 

Asn Gly Asp Val Ser Leu Lys Val Asn Ser Ser Leu Leu Pro Pro Lys 
435 440 445 

Ala Pro Glu Leu Lys Asp lie lie Leu Ser Leu Pro Pro Asp Leu Gly 
450 455 460 

Pro Ala Leu Gin Glu Leu Lys Ala Pro Ser Phe 
465 470 475 



<210> 66 
<211> 188 
<212> PRT 

<213> Homo sapiens 
<400> 66 

Phe Thr Thr Gly Cys His Tyr Trp Glu Val Tyr Val Gly Asp Lys Thr 
15 10 15 

Lys Trp lie Leu Gly Val Cys Ser Glu Ser Val Ser Arg Lys Gly Lys 
20 25 30 

Val Thr Ala Ser Pro Ala Asn Gly His Trp Leu Leu Arg Gin Ser Arg 
35 40 45 

Gly Asn Glu Tyr Glu Ala Leu Thr Ser Pro Gin Thr Ser Phe Arg Leu 
50 55 60 

Lys Glu Pro Pro Arg Cys Val Gly lie Phe Leu Asp Tyr Glu Ala Gly 

122 



65 



70 



75 



80 



Val lie Ser Phe Tyr Asn Val Thr 
85 

Thr His Asn Phe Ser Gly Pro Leu 
100 

His Asp Gly Gly Lys Asn Thr Ala 
115 120 

His Lys Ser Glu Glu Ser lie Val 
130 135 

Ala Asn Gly Asp Val Ser Leu Lys 
145 150 

Lys Ala Pro Glu Leu Lys Asp lie 
165 

Gly Pro Ala Leu Gin Glu Leu Lys 
180 



Asn Lys Ser His lie Phe Thr Phe 
90 95 

Arg Pro Phe Phe Glu Pro Cys Leu 
105 110 

Pro Leu Val lie Cys Ser Glu Leu 
125 

Pro Arg Pro Glu Gly Lys Gly His 
140 

Val Asn Ser Ser Leu Leu Pro Pro 
155 160 

lie Leu Ser Leu Pro Pro Asp Leu 
170 175 

Ala Pro Ser Phe 
185 



<210> 67 

<211> 524 

<212> PRT 

<213> Mus musculus 

<400> 67 

Met Ala Val Pro Thr Asn Ser Cys Leu Leu Val Cys Leu Leu Thr Leu 
15 10 15 

Thr Val Leu Gin Leu Pro Thr Leu Asp Ser Ala Ala Pro Phe Asp Val 
20 25 30 

Thr Ala Pro Gin Glu Pro Val Leu Ala Leu Val Gly Ser Asp Ala Glu 
35 40 45 

Leu Thr Cys Gly Phe Ser Pro Asn Ala Ser Ser Glu Tyr Met Glu Leu 
50 55 60 

Leu Trp Phe Arg Gin Thr Arg Ser Lys Ala Val Leu Leu Tyr Arg Asp 
65 70 75 80 

Gly Gin Glu Gin Glu Gly Gin Gin Met Thr Glu Tyr Arg Gly Arg Ala 
85 90 95 

Thr Leu Ala Thr Ala Gly Leu Leu Asp Gly Arg Ala Thr Leu Leu lie 
100 105 110 

Arg Asp Val Arg Val Ser Asp Gin Gly Glu Tyr Arg Cys Leu Phe Lys 
115 120 125 

Asp Asn Asp Asp Phe Glu Glu Ala Ala Val Tyr Leu Lys Val Ala Ala 
130 135 140 
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Val Gly Ser Asp Pro Gin lie Ser Met Thr Val Gin Glu Asn Gly Glu 
145 150 155 160 

Met Glu Leu Glu Cys Thr Ser Ser Gly Trp Tyr Pro Glu Pro Gin Val 
165 170 175 

Gin Trp Arg Thr Gly Asn Arg Glu Met Leu Pro Ser Thr Ser Glu Ser 
180 185 190 

Lys Lys His Asn Glu Glu Gly Leu Phe Thr Val Ala Val Ser Met Met 
195 200 205 

lie Arg Asp Ser Ser lie Lys Asn Met Ser Cys Cys lie Gin Asn lie 
210 215 220 

Leu Leu Gly Gin Gly Lys Glu Val Glu lie Ser Leu Pro Ala Pro Phe 
225 230 235 240 

Val Pro Arg Leu Thr Pro Trp lie Val Ala Val Ala lie lie Leu Leu 
245 250 255 

Ala Leu Gly Phe Leu Thr lie Gly Ser lie Phe Phe Thr Trp Lys Leu 
260 265 270 

Tyr Lys Glu Arg Ser Ser Leu Arg Lys Lys Glu Phe Gly Ser Lys Glu 
275 280 285 

Arg Leu Leu Glu Glu Leu Arg Cys Lys Lys Thr Val Leu His Glu Val 
290 295 300 

Asp Val Thr Leu Asp Pro Asp Thr Ala His Pro His Leu Phe Leu Tyr 
305 310 315 320 

Glu Asp Ser Lys Ser Val Arg Leu Glu Asp Ser Arg Gin lie Leu Pro 

325 330 335 

Asp Arg Pro Glu Arg Phe Asp Ser Trp Pro Cys Val Leu Gly Arg Glu 
340 345 350 

Thr Phe Thr Ser Gly Arg His Tyr Trp Glu Val Glu Val Gly Asp Arg 
355 360 365 

Thr Asp Trp Ala lie Gly Val Cys Arg Glu Asn Val Val Lys Lys Gly 
370 375 380 

Phe Asp Pro Met Thr Pro Asp Asn Gly Phe Trp Ala Val Glu Leu Tyr 
385 390 395 400 

Gly Asn Gly Tyr Trp Ala Leu Thr Pro Leu Arg Thr Ser Leu Arg Leu 
405 410 415 

Ala Gly Pro Pro Arg Arg Val Gly Val Phe Leu Asp Tyr Asp Ala Gly 
420 425 430 



Asp lie Ser Phe Tyr Asn Met Ser Asn Gly Ser Leu lie Tyr Thr Phe 
435 440 445 
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Pro Ser lie Ser Phe Ser Gly Pro Leu Arg Pro Phe Phe Cys Leu Trp 
450 455 460 

Ser Cys Gly Lys Lys Pro Leu Thr lie Cys Ser Thr Ala Asn Gly Pro 
465 470 475 480 

Glu Lys Val Thr Val lie Ala Asn Val Gin Asp Asp lie Pro Leu Ser 
485 490 495 

Pro Leu Gly Glu Gly Cys Thr Ser Gly Asp Lys Asp Thr Leu His Ser 
500 505 510 

Lys Leu lie Pro Phe Ser Pro Ser Gin Ala Ala Pro 
515 520 



<210> 68 
<211> 524 
<212> PRT 

<213> Mus musculus 
<400> 68 

Met Ala Val Pro Thr Asn Ser Cys Leu Leu Val Cys Leu Leu Thr Leu 
15 10 15 

Thr Val Leu Gin Leu Pro Thr Leu Asp Ser Ala Ala Pro Phe Asp Val 

20 25 30 

Thr Ala Pro Gin Glu Pro Val Leu Ala Leu Val Gly Ser Asp Ala Glu 
35 40 45 

Leu Thr Cys Gly Phe Ser Pro Asn Ala Ser Ser Glu Tyr Met Glu Leu 
50 55 60 

Leu Trp Phe Arg Gin Thr Arg Ser Thr Ala Val Leu Leu Tyr Arg Asp 
65 70 75 80 

Gly Gin Glu Gin Glu Gly Gin Gin Met Thr Glu Tyr Arg Gly Arg Ala 
85 90 95 

Thr Leu Ala Thr Ala Gly Leu Leu Asp Gly Arg Ala Thr Leu Leu lie 
100 105 110 

Arg Asp Val Arg Val Ser Asp Gin Gly Glu Tyr Arg Cys Leu Phe Lys 
115 120 125 

Asp Asn Asp Asp Phe Glu Glu Ala Ala Val Tyr Leu Lys Val Ala Ala 
130 135 140 

Val Gly Ser Asp Pro Gin lie Ser Met Thr Val Gin Glu Asn Gly Glu 
145 150 155 160 

Met Glu Leu Glu Cys Thr Ser Ser Gly Trp Tyr Pro Glu Pro Gin Val 
165 170 175 

Gin Trp Arg Thr Gly Asn Arg Glu Met Leu Pro Ser Thr Ser Glu Ser 
180 185 190 
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Lys Lys His Asn Glu Glu Gly Leu Phe Thr Val Ala Val Ser Met Met 
195 200 205 

He Arg Asp Ser Ser He Lys Asn Met Ser Cys Cys He Gin Asn He 
210 215 ' 220 

Leu Leu Gly Gin Gly Lys Glu Val Glu He Ser Leu Pro Ala Pro Phe 
225 230 235 240 

Val Pro Arg Leu Thr Pro Trp He Val Ala Val Ala He He Leu Leu 
245 250 255 

Ala Leu Gly Phe Leu Thr He Gly Ser He Phe Phe Thr Trp Lys Leu 
260 265 270 

Tyr Lys Glu Arg Ser Ser Leu Arg Lys Lys Glu Phe Gly Ser Lys Glu 
275 280 285 

Arg Leu Leu Glu Glu Leu Arg Cys Lys Lys Thr Val Leu His Glu Val 
290 295 300 

Asp Val Thr Leu Asp Pro Asp Thr Ala His Pro His Leu Phe Leu Tyr 
305 310 315 320 

Glu Asp Ser Lys Ser Val Arg Leu Glu Asp Ser Arg Gin He Leu Pro 
325 330 335 

Asp Arg Pro Glu Arg Phe Asp Ser Trp Pro Cys Val Leu Gly Arg Glu 
340 345 350 

Thr Phe Thr Ser Gly Arg His Tyr Trp Glu Val Glu Val Gly Asp Arg 
355 360 365 

Thr Asp Trp Ala He Gly Val Cys Arg Glu Asn Val Val Lys Lys Gly 
370 375 380 

Phe Asp Pro Met Thr Pro Asp Asn Gly Phe Trp Ala Val Glu Leu Tyr 
385 390 395 400 

Gly Asn Gly Tyr Trp Ala Leu Thr Pro Leu Arg Thr Ser Leu Arg Leu 
405 410 415 

Ala Gly Pro Pro Arg Arg Val Gly Val Phe Leu Asp Tyr Asp Ala Gly 
420 425 430 

Asp He Ser Phe Tyr Asn Met Ser Asn Gly Ser Leu He Tyr Thr Phe 
435 440 445 

Pro Ser He Ser Phe Ser Gly Pro Leu Arg Pro Phe Phe Cys Leu Trp 

450 455 460 

Ser Cys Gly Lys Lys Pro Leu Thr He Cys Ser Thr Ala Asn Gly Pro 
465 470 475 480 

Glu Lys Val Thr Val He Ala Asn Val Gin Asp Asp He Pro Leu Ser 
485 490 495 
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Pro Leu Gly Glu Gly Cys Thr Ser Gly Asp Lys Asp Thr Leu His Ser 
500 505 510 

Lys Leu lie Pro Phe Ser Pro Ser Gin Ala Ala Pro 
515 520 



<210> 69 
<211> 121 
<212> PRT 

<213> Homo sapiens 
<400> 69 

Gly Arg His Tyr Phe Glu Val Glu Val Phe Thr Gly Gly Asp Lys Gly 
15 10 15 

His Trp Arg Val Gly Trp Ala Thr Lys Ser Val Pro Arg Gly Gly Phe 
20 25 30 

Arg Leu Leu Gly Glu Asp Lys Gly Ser Trp Gly Tyr Asp Gly Asp Gly 
35 40 45 

Gly Lys Lys Tyr His Asn Ser Glu Phe Pro Glu Tyr Gly Leu Pro Phe 
50 55 60 

Gin Glu Pro Gly Asp Val lie Gly Cys Phe Leu Asp Leu Glu Ala Gly 
65 70 75 80 

Thr lie Ser Phe Tyr Lys Asn Gly Lys Tyr Leu Gly Leu Ala Phe Phe 
85 90 95 

Asp Val Thr Phe Ser Gly Pro Leu Tyr Pro Ala Val Ser Leu Gly Asn 
100 105 110 

Gly Gly Ser Val Arg Leu Asn Phe Gly 
115 120 



<210> 70 
<211> 121 

<212> PRT 

<213> Homo sapiens 
<400> 70 

Ser Gly Lys His Tyr Phe Glu Val Glu Val Asp Thr Gly Gly Glu Gly 
15 10 15 

His Trp Arg Val Gly Trp Ala Thr Lys Ser Val Arg Lys Pro Gly Glu 
20 25 30 

Ser Leu Leu Gly Asp Asn Glu Gly Ser Trp Gly Phe Asp Gly Ser Gly 
35 40 45 

Gly Ser Lys Tyr His Asn Gly Thr Gly Glu Asp Tyr Gly Leu Pro Phe 
50 55 60 
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Gin Glu Gly Asp Val lie Gly Cys Phe Leu Asp Tyr Glu Ala Gly Glu 
65 70 75 80 

lie Ser Phe Thr Lys Asn Gly Lys Asp Leu Gly lie Tyr Ala Phe Arg 
85 90 95 

Asn Val Ser Phe Gly Gly Pro Leu Tyr Pro Ala Val Ser Leu Gly Ser 

100 105 110 

Gly Glu Ala Val Arg Phe Asn Phe Gly 
115 120 



<210> 71 
<211> 78 
<212> PRT 

<213> Homo sapiens 
<400> 71 

Ser Val Thr Leu Ser Cys Lys Ala Ser Gly Phe Thr Phe Ser Ser Tyr 
15 10 15 

Tyr Val Ser Trp Val Arg Gin Pro Pro Gly Lys Gly Leu Glu Trp Leu 
20 25 30 

Gly Tyr lie Gly Ser Asp Val Ser Tyr Ser Glu Ala Ser Tyr Lys Gly 
35 40 45 

Arg Val Thr lie Ser Lys Asp Asn Ser Lys Asn Asp Val Ser Leu Thr 
50 55 60 

lie Ser Asn Leu Arg Val Glu Asp Thr Gly Thr Tyr Tyr Cys 
65 70 75 



<210> 72 
<211> 81 
<212> PRT 

<213> Homo sapiens 
<400> 72 

Thr Val Lys Glu Gly Glu Ser Val Thr Leu Ser Cys Glu Ala Ser Gly 
15 10 15 

Asn Pro Pro Pro Thr Val Thr Trp Tyr Lys Gin Gly Gly Lys Leu Leu 
20 25 30 

Ala Glu Ser Gly Arg Phe Ser Val Ser Arg Ser Gly Gly Asn Ser Thr 
35 40 45 

Leu Thr lie Ser Asn Val Thr Pro Glu Asp Ser Gly Thr Tyr Thr Cys 
50 55 60 

Ala Ala Thr Asn Ser Ser Gly Ser Ala Ser Ser Gly Thr Thr Leu Thr 
65 70 75 80 

Val 
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<210> 73 

<211> 109 

<212> PRT 

<213> Homo sapiens 

<400> 73 

Met Asp Ser Ser Pro Ala Gly Ser Arg Ser Arg Trp Gly Glu Trp Ser 
15 10 15 

Glu Pro Leu Trp Cys Arg Gly Gly Ala Tyr Leu Val Ala Phe Ser Leu 
20 25 . 30 

Arg Val Glu Ala Pro Thr Thr Leu Gly Asp Asn Thr Ala Ala Asn Asn 
35 40 45 

Val Arg Phe Arg Cys Ser Asp Gly Glu Glu Leu Gin Gly Pro Gly Leu 
50 55 60 

Ser Trp Gly Asp Phe Gly Asp Trp Ser Asp His Cys Pro Lys Gly Ala 
65 70 75 80 

Cys Gly Leu Gin Thr Lys lie Gin Gly Pro Arg Gly Leu Gly Asp Asp 
85 90 95 

Thr Ala Leu Asn Asp Ala Arg Leu Phe Cys Cys Arg Ser 
100 105 



<210> 74 
<211> 183 
<212> PRT 

<213> Gallus gallus 
<400> 74 

Met Lys Val Leu Thr Pro Ala Ala Leu lie Leu Leu Phe Phe Phe Tyr 
15 10 15 

Thr Val Asp Ala Arg Thr Arg Glu Tyr Thr Ser Val lie Thr Val Pro 
20 25 30 

Asn Gly Gly His Trp Gly Lys Trp Gly lie Arg Gin Phe Cys His Ser 
35 40 45 

Gly Tyr Ala Asn Gly Phe Ala Leu Lys Val Glu Pro Ser Gin Phe Gly 
50 55 60 

Arg Asp Asp Thr Ala Leu Asn Gly He Arg Leu Arg Cys Leu Asp Gly 
65 70 75 80 

Ser Val He Glu Ser Leu Val Gly Lys Trp Gly Thr Trp Thr Ser Phe 
85 90 95 

Leu Val Cys Pro Thr Gly Tyr Leu Val Ser Phe Ser Leu Arg Ser Glu 
100 105 110 
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Lys Ser Gin Gly Gly Gly Asp Asp 
115 120 

Arg Cys Ser Asp Glu Ala Val Leu 
130 135 

Arg Phe Gly Pro Trp Ser Lys Arg 
145 150 . 

Lys Val Glu Ser Pro Gin Gly Leu 
165 

Val Arg Phe Phe Cys Cys Lys 
180 



Thr Ala Ala Asn Asn lie Gin Phe 
125 

Val Gly Asp Gly Leu Ser Trp Gly 
140 

Cys Lys lie Cys Gly Leu Gin Thr 
155 160 

Arg Asp Asp Thr Ala Leu Asn Asn 
170 175 



<210> 75 
<211> 163 
<212> PRT 

<213> Gallus gallus 

<400> 75 

Arg Thr Arg Glu Tyr Thr Ser Val lie Thr Val Pro Asn Gly Gly His 
15 10 15 

Trp Gly Lys Trp Gly lie Arg Gin Phe Cys His Ser Gly Tyr Ala Asn 
20 25 30 

Gly Phe Ala Leu Lys Val Glu Pro Ser Gin Phe Gly Arg Asp Asp Thr 
35 40 45 

Ala Leu Asn Gly lie Arg Leu Arg Cys Leu Asp Gly Ser Val lie Glu 
50 55 60 

Ser Leu Val Gly Lys Trp Gly Thr Trp Thr Ser Phe Leu Val Cys Pro 
65 70 75 80 

Thr Gly Tyr Leii Val Ser Phe Ser Leu Arg Ser Glu Lys Ser Gin Gly 
85 90 95 

Gly Gly Asp Asp Thr Ala Ala Asn Asn lie Gin Phe Arg Cys Ser Asp 

100 105 110 

Glu Ala Val Leu Val Gly Asp Gly Leu Ser Trp Gly Arg Phe Gly Pro 
115 120 125 

Trp Ser Lys Arg Cys Lys lie Cys Gly Leu Gin Thr Lys Val Glu Ser 
130 135 140 

Pro Gin Gly Leu Arg Asp Asp Thr Ala Leu Asn Asn Val Arg Phe Phe 
145 150 155 160 

Cys Cys Lys 
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<210> 76 
<211> 200 
<212> PRT 

<213> Cyprinus carpio 
<400> 76 

Met lie Ser Leu Leu Val lie Thr Gly Leu Gin Gly Ser Val Glu Ala 
15 10 15 

Arg Arg Arg Arg He Lys Arg Ser Ser Asp Arg Tyr Tyr Arg Ser Glu 
20 25 30 

Leu Thr Val Pro Asn Gly Gly Gly Trp Gly Ser Trp Gly Gin Arg Glu 
35 40 45 

Met Cys Pro Ala Gly Thr Tyr Ala Ala Gly Phe Ser Leu Arg Val Glu 
50 55 60 

Asp Pro Val Gly Arg Glu Asp Asp Thr Ala Leu Asn Gly He Arg Leu 
65 70 75 80 

His Cys He Glu Ser Lys Ala Ser Ser Asp Ser Tyr His Ser Tyr Ser 
85 90 95 

Thr Gly Gin Ser Asp Val Phe Ser Trp Gly Arg Trp Thr Asp He Lys 
100 105 110 

Trp Cys Pro Ser Gly Phe Leu Thr Ala Phe Gin Leu Arg Val Glu Arg 
115 120 125 

Ser Gin Gly Asp Gly Asp Asp Thr Ala Ala Asn Asn He Leu Phe Arg 
130 135 140 

Cys Ser Gin Gly Thr Leu Gin Gly Asp Gly Thr Asn Trp Gly Asp Trp 
145 150 155 160 

Gly Thr Trp Ser Leu Thr Cys Glu Gly Lys Gly He Cys Gly Leu Lys 
165 170 175 

Thr Arg He Glu Val Pro Gin Gly Arg Asp Asp Asp Thr Ser Leu Asn 
180 185 190 

Asp Val He Met Tyr Cys Cys Asp 
195 200 



<210> 77 
<211> 360 
<212> PRT 

<213> Caenorhabditis elegans 
<400> 77 

Met Lys Cys Gly Ala Lys Leu Asn Leu Ser Glu Phe Ser He Asn Thr 
15 10 15 

Glu Pro Leu Leu Thr He Ser Ser Glu Met He Val Leu He Thr Leu 
20 25 30 
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Leu Leu Phe Ala He Pro He Leu Cys Asn Lys Val Glu Leu Arg Ser 
35 40 45 

Pro Arg Val Thr Thr Phe Gly Asp Trp Asn Ser Trp Ala Arg Cys Arg 
50 55 60 

Asp Gly Glu Phe Ala Tyr Ala He Gin Val Lys Val Glu Gly Lys Gin 
65 70 75 80 

Gly Ser Arg Gly Asp Asp Thr Gly Leu Asn Ala Val Ala Leu Tyr Cys 
85 90 95 

Arg Pro Leu Gly Ser Asp Ala He Ser Arg Asn Asn Lys He Met Ser 
100 105 110 

Gly Glu Ala Pro Trp Gly Gly Trp Gly Gly He Lys Tyr Cys Pro Asn 
115 120 125 

Asn Lys val Leu He Gly Phe Thr Leu Arg Ser Glu Gin Asn Gin Arg 
130 135 140 

Asp Gly Asp Asp Cys Ala Ala Asp Asn Phe Ala Gly Tyr Cys Gly Thr 
145 150 155 160 

Pro His Gly Pro Arg Asn Arg Asp Ser Arg He Gin Gly Asp Gly Thr 

165 170 175 

Gly Trp Gly Asp Trp Thr Asp Asp Gin Trp Cys Pro Glu Gly Tyr Ala 
180 185 190 

Val Cys Gly He Gin Ser Gin He Glu Lys Glu Gin Gly Arg Gly Asp 
195 200 205 

Asp Thr Ala Val Asn Asn Val Asp Leu Glu Cys Cys Gin Val Gly Val 
210 215 220 

Ser Ser Cys Asn Pro Gly Tyr Ser Leu Val Arg He Gly Glu Tyr Asp 
225 230 235 240 

Asn Arg Arg Gly Ala Gly Thr Val Thr Lys Glu Phe Gin Gin Arg Val 
245 250 255 

Ser He Thr Lys Thr Ser Gly Val Thr Thr Thr Leu Ser Asn Ser Glu 
260 265 270 

Lys Tyr Ser Val Ser Lys Ala He Glu Ala Gly He Ser Ala Thr His 
275 280 285 

Gly Met Phe Thr Ala Lys Val Asn Thr Ala Leu Thr Lys Thr Ser Glu 
290 295 300 

Arg He Thr Thr Ser Gin Leu Gin Arg Met He Gin Asp Ala Thr Thr 
305 310 315 320 

His Glu Arg lie Glu Lys He Thr Phe Thr Val Pro Ala Trp His Arg 
325 330 335 
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Val He Val Glu Gin Leu He He Thr Cys Gly Gly Tyr Glu Val Gly 
340 345 350 



He Ala Lys Thr He Ser Arg Ser 
355 360 



<210> 78 
<211> 1583 
<212> PRT 

<213> Homo sapiens 
<400> 78 

Leu Leu Pro His Leu Pro Pro Cys Arg Arg Arg Arg Val Met Ser Asp 
15 10 15 

Ser Leu Trp Thr Ala Leu Ser Asn Phe Ser Met Pro Ser Phe Pro Gly 

20 25 30 

Gly Ser Met Phe Arg Arg Thr Lys Ser Cys Arg Thr Ser Asn Arg Lys 
35 40 45 

Ser Leu He Leu Thr Ser Thr Ser Pro Thr Leu Pro Arg Pro His Ser 
50 55 60 

Pro Leu Pro Gly His Leu Gly Ser Ser Pro Leu Asp Ser Pro Arg Asn 
65 70 75 80 

Phe Ser Pro Asn Thr Pro Ala His Phe Ser Phe Ala Ser Ser Arg Arg 
85 90 95 

Ala Asp Gly Arg Arg Trp Ser Leu Ala Ser Leu Pro Ser Ser Gly Tyr 
100 105 110 

Gly Thr Asn Thr Pro Ser Ser Thr Val Ser Ser Ser Cys Ser Ser Gin 
115 120 125 

Glu Arg Leu His Gin Leu Pro Tyr Gin Pro Thr Val Asp Glu Leu His 
130 135 140 

Phe Leu Ser Lys His Phe Gly Ser Thr Glu Ser He Thr Asp Glu Asp 
145 150 155 160 

Gly Gly Arg Arg Ser Pro Ala Val Arg Pro Arg Ser Arg Ser Leu Ser 
165 170 175 

Pro Gly Arg Ser Pro Ser Ser Tyr Asp Asn Glu He Val Met Met Asn 
180 185 190 

His Val Tyr Lys Glu Arg Phe Pro Lys Ala Thr Ala Gin Met Glu Glu 
195 200 205 

Lys Leu Arg Asp Phe Thr Arg Ala Tyr Glu Pro Asp Ser Val Leu Pro 
210 215 220 

Leu Ala Asp Gly Val Leu Ser Phe He His His Gin He He Glu Leu 
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225 



230 



235 



240 



Ala Arg Asp Cys Leu Thr Lys Ser Arg Asp Gly Leu lie Thr Thr Val 
245 250 255 

Tyr Phe Tyr Glu Leu Gin Glu Asn Leu Glu Lys Leu Leu Gin Asp Ala 
260 265 270 

Tyr Glu Arg Ser Glu Ser Leu Glu Val Ala Phe Val Thr Gin Leu Val 
275 280 285 

Lys Lys Leu Leu lie lie lie Ser Arg Pro Ala Arg Leu Leu Glu Cys 
290 295 300 

Leu Glu Phe Asn Pro Glu Glu Phe Tyr His Leu Leu Glu Ala Ala Glu 
305 310 315 320 

Gly His Ala Lys Glu Gly His Leu Val Lys Thr Asp lie Pro Arg Tyr 

325 330 335 

lie lie Arg Gin Leu Gly Leu Thr Arg Asp Pro Phe Pro Asp Val Val 
340 345 350 

His Leu Glu Glu Gin Asp Ser Gly Gly Ser Asn Thr Pro Glu Gin Asp 
355 360 365 

Asp Leu Ser Glu Gly Arg Ser Ser Lys Ala Lys Lys Pro Pro Gly Glu 
370 375 380 

Asn Asp Phe Asp Thr lie Lys Leu He Ser Asn Gly Ala Tyr Gly Ala 
385 390 395 400 

Val Tyr Leu Val Arg His Arg Asp Thr Arg Gin Arg Phe Ala Met Lys 
405 410 415 

Lys He Asn Lys Gin Asn Leu He Leu Arg Asn Gin He Gin Gin Ala 
420 425 430 

Phe Val Glu Arg Asp He Leu Thr Phe Ala Glu Asn Pro Phe Val Val 
435 440 445 

Gly Met Phe Cys Ser Phe Glu Thr Arg Arg His Leu Cys Met Val Met 
450 455 460 

Glu Tyr Val Glu Gly Gly Asp Cys Ala Thr Leu Leu Lys Asn He Gly 
465 470 475 480 

Ala Leu Pro Val Glu Met Ala Arg Met Tyr Phe Ala Glu Thr Val Leu 
485 490 495 

Ala Leu Glu Tyr Leu His Asn Tyr Gly He Val His Arg Asp Leu Lys 
500 505 510 



Pro Asp Asn Leu Leu He Thr Ser Met Gly His He Lys Leu Thr Asp 
515 520 525 



Phe Gly Leu Ser Lys Met Gly Leu Met Ser Leu Thr Thr Asn 
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Leu Tyr 



530 535 540 

Glu Gly His lie Glu Lys Asp Ala Arg Glu Phe Leu Asp Lys Gin Val 
545 550 555 560 

Cys Gly Thr Pro Glu Tyr lie Ala Pro Glu Val lie Leu Arg Gin Gly 
565 570 575 

Tyr Gly Lys Pro Val Asp Trp Trp Ala Met Gly lie lie Leu Tyr Glu 
580 585 590 

Phe Leu Val Gly Cys Val Pro Phe Phe Gly Asp Thr Pro Glu Glu Leu 
595 600 605 

Phe Gly Gin Val lie Ser Asp Asp lie Leu Trp Pro Glu Gly Asp Glu 
610 615 620 

Ala Leu Pro Thr Glu Ala Gin Leu Leu lie Ser Ser Leu Leu Gin Thr 
625 630 635 640 

Asn Pro Leu Val Arg Leu Gly Ala Gly Gly Ala Phe Glu Val Lys Gin 
645 650 655 

His Ser Phe Phe Arg Asp Leu Asp Trp Thr Gly Leu Leu Arg Gin Lys 
660 665 670 

Ala Glu Phe lie Pro His Leu Glu Ser Glu Asp Asp Thr iser Tyr Phe 
675 680 685 

Asp Thr Arg Ser Asp Arg Tyr His His Val Asn Ser Tyr Asp Glu Asp 
690 695 700 

Asp Thr Thr Glu Glu Glu Pro Val Glu lie Arg Gin Phe Ser Ser Cys 
705 710 715 720 

Ser Pro Arg Phe Ser Lys Val Tyr Ser Ser Met Glu Gin Leu Ser Gin 
725 730 735 

His Glu Pro Lys Thr Pro Val Ala Ala Ala Gly Ser Ser Lys Arg Glu 
740 745 750 

Pro Ser Thr Lys Gly Pro Glu Glu Lys Val Ala Gly Lys Arg Glu Gly 
755 760 765 

Leu Gly Gly Leu Thr Leu Arg Glu Lys Thr Trp Arg Gly Gly Ser Pro 
770 775 780 

Glu lie Lys Arg Phe Ser Ala Ser Glu Ala Ser Phe Leu Glu Gly Glu 
785 790 795 800 

Ala Ser Pro Pro Leu Gly Ala Arg Arg Arg Phe Ser Ala Leu Leu Glu 
805 810 815 

Pro Ser Arg Phe Ser Ala Pro Gin Glu Asp Glu Asp Glu Ala Arg Leu 
820 825 830 



Arg Arg Pro Pro Arg Pro Ser Ser Asp Pro Ala Gly Ser Leu Asp Ala 
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835 



840 



845 



Arg Ala Pro Lys Glu Glu Thr Gin Gly Glu Gly Thr Ser Ser Ala Gly 
850 855 860 

Asp Ser Glu Ala Thr Asp Arg Pro Arg Pro Gly Asp Leu Cys Pro Pro 
865 870 875 880 

Ser Lys Asp Gly Asp Ala Ser Gly Pro Arg Ala Thr Asn Asp Leu Val 
885 890 895 

Leu Arg Arg Ala Arg His Gin Gin Met Ser Gly Asp Val Ala Val Glu 
900 905 910 

Lys Arg Pro Ser Arg Thr Gly Gly Lys Val lie Lys Ser Ala Ser Ala 
915 920 925 

Thr Ala Leu. Ser Val Met lie Pro Ala Val Asp Pro His Gly Ser Ser 
930 935 940 

Pro Leu Ala Ser Pro Met Ser Pro Arg Ser Leu Ser Ser Asn Pro Ser 
945 950 955 960 

Ser Arg Asp Ser Ser Pro Ser Arg Asp Tyr Ser Pro Ala Val Ser Gly 
965 970 975 

Leu Arg Ser Pro He Thr He Gin Arg Ser Gly Lys Lys Tyr Gly Phe 
980 985 990 

Thr Leu Arg Ala lie Arg Val Tyr Met Gly Asp Thr Asp Val Tyr Ser 
995 1000 1005 

Val His His He Val Trp His Val Glu Glu Gly Gly Pro Ala Gin Glu 
1010 1015 1020 

Ala Gly Leu Cys Ala Gly Asp Leu He Thr His Val Asn Gly Glu Pro 
1025 1030 1035 1040 

Val His Gly Met Val His Pro Glu Val Val Glu Leu He Leu Lys Ser 
1045 1050 1055 

Gly Asn Lys Val Ala Val Thr Thr Thr Pro Phe Glu Asn Thr Ser He 
1060 1065 1070 



Arg He Gly Pro Ala Arg Arg Ser 
1075 1080 

Arg Asn Lys Arg Pro Ser Ala Lys 
1090 1095 

Ser Ser Leu Phe Arg Lys He Thr 
1105 1110 

Ser Arg Ser Leu Ser Ser Leu Asn 
1125 



Ser Tyr Lys Ala Lys Met Ala Arg 
1085 

Glu Gly Gin Glu Ser Lys Lys Arg 
1100 

Lys Gin Ser Asn Leu Leu His Thr 
1115 1120 

Arg Ser Leu Ser Ser Ser Asp Ser 
1130 1135 



Leu Pro Gly Ser Pro Thr His Gly Leu Pro Ala Arg Ser Pro Thr His 
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1140 



1145 



1150 



Ser Tyr Arg Ser Thr Pro Asp Ser Ala Tyr Leu Gly Ala Ser Ser Gin 
1155 1160 1165 

Ser Ser Ser Pro Ala Ser Ser Thr Pro Asn Ser Pro Ala Ser Ser Ala 
1170 1175 1180 

Ser His His lie Arg Pro Ser Thr Leu His Gly Leu Ser Pro Lys Leu 
1185 1190 1195 1200 

His Arg Gin Tyr Arg Ser Ala Arg Cys Lys Ser Ala Gly Asn lie Pro 
1205 1210 1215 

Leu Ser Pro Leu Ala His Thr Pro Ser Pro Thr Gin Ala Ser Pro Pro 
1220 1225 1230 

Pro Leu Pro Gly His Thr Val Gly Ser Ser His Thr Thr Gin Ser Phe 
1235 1240 1245 

Pro Ala Lys Leu His Ser Ser Pro Pro Val Val Arg Pro Arg Pro Lys 
1250 1255 1260 

Ser Ala Glu Pro Pro Arg Ser Pro Leu Leu Lys Arg Val Gin Ser Ala 
1265 1270 1275 1280 

Glu Lys Leu Gly Ala Ser Leu Ser Ala Asp Lys Lys Gly Ala Leu Arg 
1285 1290 1295 

Lys His Ser Leu Glu Val Gly His Pro Asp Phe Arg Lys Asp Phe His 
1300 1305 1310 

Gly Glu Leu Ala Leu His Ser Leu Ala Glu Ser Asp Gly Glu Thr Pro 
1315 1320 1325 

Pro Val Glu Gly Leu Gly Ala Pro Arg Gin Val Ala Val Arg Arg Leu 
1330 1335 1340 

Gly Arg Gin Glu Ser Pro Leu Ser Leu Gly Ala Asp Pro Leu Leu Pro 
1345 1350 1355 1360 

Glu Gly Ala Ser Arg Pro Pro Val Ser Ser Lys Glu Lys Glu Ser Pro 
1365 1370 1375 

Gly Gly Ala Glu Ala Cys Thr Pro Pro Arg Ala Thr Thr Pro Gly Gly 
1380 1385 1390 

Arg Thr Leu Glu Arg Asp Val Gly Cys Thr Arg His Gin Ser Val Gin 
1395 1400 1405 

Thr Glu Asp Gly Thr Gly Gly Met Ala Arg Ala Val Ala Lys Ala Ala 
1410 1415 1420 

Leu Ser Pro Val Gin Glu His Glu Thr Gly Arg Arg Ser Ser Ser Gly 
1425 1430 1435 1440 



Glu Ala Gly Thr 



Pro Leu Val Pro lie Val Val Glu Pro Ala 
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Arg Pro 



1445 



1450 



1455 



Gly Ala Lys Ala Val Val Pro Gin Pro Leu Gly Ala Asp Ser Lys Gly 
1460 1465 1470 

Leu Gin Glu Pro Ala Pro Leu Ala Pro Ser Val Pro Glu Ala Pro Arg 
1475 1480 1485 

Gly Arg Glu Arg Trp Val Leu Glu Val Val Glu Glu Arg Thr Thr Leu 
1490 1495 1500 

Ser Gly Pro Arg Ser Lys Pro Ala Ser Pro Lys Leu Ser Pro Glu Pro 
1505 1510 1515 1520 

Gin Thr Pro Ser Leu Ala Pro Ala Lys Cys Ser Ala Pro Ser Ser Ala 
1525 1530 1535 

Val Thr Pro Val Pro Pro Ala Ser Leu Leu Gly Ser Gly Thr Lys Pro 
1540 1545 1550 

Gin Val Gly Leu Thr Ser Arg Cys Pro Ala Glu Ala Val Pro Pro Ala 
15.55 1560 1565 

Gly Leu Thr Lys Lys Gly Val Ser Ser Pro Ala Pro Pro Gly Pro 
1570 1575 1580 



<210> 79 

<211> 2092 

<212> PRT 

<213> Homo sapiens 

<400> 79 

Met Ala His Leu Gly Asn Tyr Asp Ser Gly Thr Ala Glu Thr Pro Glu 
15 10 15 

Thr Asp Glu Ser Val Ser Ser Ser Asn Ala Ser Leu Lys Leu Arg Arg 
20 25 30 

Lys Pro Arg Glu Ser Asp Phe Glu Thr lie Lys Leu lie Ser Asn Gly 
35 40 45 

Ala Tyr Gly Ala Val Tyr Phe Val Arg His Lys Glu Ser Arg Gin Arg 
50 55 60 

Phe Ala Met Lys Lys lie Asn Lys Gin Asn Leu lie Leu Arg Asn Gin 
65 70 75 80 

lie Gin Gin Ala Phe Val Glu Arg Asp lie Leu Thr Phe Ala Glu Asn 
85 90 95 

Pro Phe Val Val Ser Met Tyr Cys Ser Phe Glu Thr Arg Arg His Leu 
100 105 110 

Cys Met Val Met Glu Tyr Val Glu Gly Gly Asp Cys Ala Thr Leu Met 
115 120 125 



138 



Lys Asn Met Gly Pro Leu Pro Val Asp Met Ala Arg Met Tyr Phe Ala 
130 135 140 

Glu Thr Val Leu Ala Leu Glu Tyr Leu His Asn Tyr Gly lie Val His 
145 150 155 160 

Arg Asp Leu Lys Pro Asp Asn Leu Leu Val Thr Ser Met Gly His lie 
165 170 175 

Lys Leu Thr Asp Phe Gly Leu Ser Lys Val Gly Leu Met Ser Met Thr 
180 185 190 

Thr Asn Leu Tyr Glu Gly His lie Glu Lys Asp Ala Arg Glu Phe Leu 
195 200 205 

Asp Lys Gin Val Cys Gly Thr Pro Glu Tyr lie Ala Pro Glu Val lie 
210 215 220 

Leu Arg Gin Gly Tyr Gly Lys Pro Val Asp Trp Trp Ala Met Gly lie 
225 230 235. 240 

lie Leu Tyr Glu Phe Leu Val Gly Cys Val Pro Phe Phe Gly Asp Thr 
245 250 255 

Pro Glu Glu Leu Phe Gly Gin Val lie Ser Asp Glu lie Asn Trp Pro 
260 265 270 

Glu Lys Asp Glu Ala Pro Pro Pro Asp Ala Gin Asp Leu lie Thr Leu 
275 280 285 

Leu Leu Arg Gin Asn Pro Leu Glu Arg Leu Gly Thr Gly Gly Ala Tyr 
290 295 300 

Glu Val Lys Gin His Arg Phe Phe Arg Ser Leu Asp Trp Asn Ser Leu 

305 310 315 320 

Leu Arg Gin Lys Ala Glu Phe lie Pro Gin Leu Glu Ser Glu Asp Asp 
325 330 335 

Thr Ser Tyr Phe Asp Thr Arg Ser Glu Lys Tyr His His Met Glu Thr 
340 345 350 

Glu Glu Glu Asp Asp Thr Asn Asp Glu Asp Phe Asn Val Glu lie Arg 
355 360 365 

Gin Phe Ser Ser Cys Ser His Arg Phe Ser Lys Val Phe Ser Ser lie 
370 375 380 

Asp Arg lie Thr Gin Asn Ser Ala Glu Glu Lys Glu Asp Ser Val Asp 
385 390 395 400 

Lys Thr Lys Ser Thr Thr Leu Pro Ser Thr Glu Thr Leu Ser Trp Ser 
405 410 415 

Ser Glu Tyr Ser Glu Met Gin Gin Leu Ser Thr Ser Asn Ser Ser Asp 
420 425 430 
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Thr Glu Ser Asn Arg His Lys Leu 
435 440 

Ala He Ser Thr Glu Gly Glu Gin 
450 455 

Asp Pro His Glu Glu Pro Gly Lys 
465 470 

Ala Gin Glu Glu Pro Glu Val Thr 
485 



Ser Ser Gly Leu Leu Pro Lys Leu 
445 

Asp Glu Ala Ala Ser Cys Pro Gly 
460 

Pro Ala Leu Pro Pro Glu Glu Cys 
475 480 

Thr Pro Ala Ser Thr He Ser Ser 
490 495 



Ser Thr Leu Ser Val Gly Ser Phe Ser Glu His Leu Asp Gin He Asn 
500 505 510 

Gly Arg Ser Glu Cys Val Asp Ser Thr Asp Asn Ser Ser Lys Pro Ser 
515 520 525 

Ser Glu Pro Ala Ser His Met Ala Arg Gin Arg Leu Glu Ser Thr Glu 
530 535 540 

Lys Lys Lys He Ser Gly Lys Val Thr Lys Ser Leu Ser Ala Ser Ala 
545 550 555 560 

Leu Ser Leu Met He Pro Gly Asp Met Phe Ala Val Ser Pro Leu Gly 
565 570 575 

Ser Pro Met Ser Pro His Ser Leu Ser Ser Asp Pro Ser Ser Ser Arg 
580 585 590 

Asp Ser Ser Pro Ser Arg Asp Ser Ser Ala Ala Ser Ala Ser Pro His 
595 600 605 

Gin Pro He Val He His Ser Ser Gly Lys Asn Tyr Gly Phe Thr He 
610 615 620 

Arg Ala He Arg Val Tyr Val Gly Asp Ser Asp He Tyr Thr Val His 
625 630 635 640 

His He Val Trp Asn Val Glu Glu Gly Ser Pro Ala Cys Gin Ala Gly 
645 650 655 

Leu Lys Ala Gly Asp Leu He Thr His He Asn Gly Glu Pro Val His 
660 665 670 

Gly Leu Val His Thr Glu Val He Glu Leu Leu Leu Lys Ser Gly Asn 
675 680 685 

Lys Val Ser He Thr Thr Thr Pro Phe Glu Asn Thr Ser He Lys Thr 
690 695 700 

Gly Pro Ala Arg Arg Asn Ser Tyr Lys Ser Arg Met Val Arg Arg Ser 
705 710 715 720 

Lys Lys Ser Lys Lys Lys Glu Ser Leu Glu Arg Arg Arg Ser Leu Phe 
725 730 735 
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Lys Lys Leu Ala Lys Gin Pro Ser Pro Leu Leu His Thr Ser Arg Ser 
740 745 750 



Phe Ser Cys Leu Asn Arg Ser Leu Ser Ser Gly Glu Ser Leu Pro Gly 
755 760 765 

Ser Pro Thr His Ser Leu Ser Pro Arg Ser Pro Thr Pro Ser Tyr Arg 
770 775 780 

Ser Thr Pro Asp Phe Pro Ser Gly Thr Asn Ser Ser Gin Ser Ser Ser 
785 790 795 800 

Pro Ser Ser Ser Ala Pro Asn Ser Pro Ala Gly Ser Gly His lie Arg 
805 810 815 

Pro Ser Thr Leu His Gly Leu Ala Pro Lys Leu Gly Gly Gin Arg Tyr 
820 825 830 

Arg Ser Gly Arg Arg Lys Ser Ala Gly Asn lie Pro Leu Ser Pro Leu 
835 840 845 

Ala Arg Thr Pro Ser Pro Thr Pro Gin Pro Thr Ser Pro Gin Arg Ser 
850 855 860 

Pro Ser Pro Leu Leu Gly His Ser Leu Gly Asn Ser Lys lie Ala Gin 
865 870 875 880 

Ala Phe Pro Ser Lys Met His Ser Pro Pro Thr lie Val Arg His lie 
885 890 895 

Val Arg Pro Lys Ser Ala Glu Pro Pro Arg Ser Pro Leu Leu Lys Arg 
900 905 910 

Val Gin Ser Glu Glu Lys Leu Ser Pro Ser Tyr Gly Ser Asp Lys Lys 
915 920 925 

His Leu Cys Ser Arg Lys His Ser Leu Glu Val Thr Gin Glu Glu Val 
930 935 940 

Gin Arg Glu Gin Ser Gin Arg Glu Ala Pro Leu Gin Ser Leu Asp Glu 
945 950 955 960 

Asn Val Cys Asp Val Pro Pro Leii Ser Arg Ala Arg Pro Val Glu Gin 
965 970 975 

Gly Cys Leu Lys Arg Pro Val Ser Arg Lys Val Gly Arg Gin Glu Ser 
980 985 990 

Val Asp Asp Leu Asp Arg Asp Lys Leu Lys Ala Lys Val Val Val Lys 
995 1000 1005 

Lys Ala Asp Gly Phe Pro Glu Lys Gin Glu Ser His Gin Lys Ser His 
1010 1015 1020 

Gly Pro Gly Ser Asp Leu Glu Asn Phe Ala Leu Phe Lys Leu Glu Glu 
1025 1030 1035 1040 
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Arg Glu Lys Lys Val Tyr Pro Lys Ala Val Glu Arg Ser Ser Thr Phe 
1045 1050 1055 



Glu Asn Lys Ala Ser Met Gin Glu Ala Pro Pro Leu Gly Ser Leu Leu 
1060 1065 1070 

Lys Asp Ala Leu His Lys Gin Ala Ser Val Arg Ala Ser Glu Gly Ala 
1075 1080 1085 

Met Ser Asp Gly Pro Val Pro Ala Glu His Arg Gin Gly Gly Gly Asp 
1090 1095 1100 

Phe Arg Arg Ala Pro Ala Pro Gly Thr Leu Gin Asp Gly Leu Cys His 
1105 1110 1115 1120 

Ser Leu Asp Arg Gly lie Ser Gly Lys Gly Glu Gly Thr Glu Lys Ser 
1125 1130 1135 

Ser Gin Ala Lys Glu Leu Leu Arg Cys Glu Lys Leu Asp Ser Lys Leu 
1140 1145 1150 

Ala Asn lie Asp Tyr Leu Arg Lys Lys Met Ser Leu Glu Asp Lys Glu 
1155 1160 1165 

Asp Asn Leu Cys Pro Val Leu Lys Pro Lys Met Thr Ala Gly Ser His 
1170 1175 1180 

Glu Cys Leu Pro Gly Asn Pro Val Arg Pro Thr Gly Gly Gin Gin Glu 
1185 1190 1195 1200 

Pro Pro Pro Ala Ser Glu Ser Arg Ala Phe Val Ser Ser Thr His Ala 
1205 1210 1215 

Ala Gin Met Ser Ala Val Ser Phe Val Pro Leu Lys Ala Leu Thr Gly 
1220 1225 1230 

Arg Val Asp Ser Gly Thr Glu Lys Pro Gly Leu Val Ala Pro Glu Ser 
1235 1240 1245 

Pro Val Arg Lys Ser Pro Ser Glu Tyr Lys Leu Glu Gly Arg Ser Val 
1250 1255 1260 

Ser Cys Leu Lys Pro He Glu Gly Thr Leu Asp lie Ala Leu Leu Ser 
1265 1270 1275 1280 

Gly Pro Gin Ala Ser Lys Thr Glu Leu Pro Ser Pro Glu Ser Ala Gin 
1285 1290 1295 

Ser Pro Ser Pro Ser Gly Asp Val Arg Ala Ser Val Pro Pro Val Leu 
1300 1305 1310 

Pro Ser Ser Ser Gly Lys Lys Asn Asp Thr Thr Ser Ala Arg Glu Leu 
1315 1320 1325 

Ser Pro Ser Ser Leu Lys Met Asn Lys Ser Tyr Leu Leu Glu Pro Trp 
1330 1335 1340 
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Phe Leu Pro Pro Ser Arg Gly Leu Gin Asn Ser Pro Ala Val Ser Leu 
1345 1350 1355 1360 

Pro Asp Pro Glu Phe Lys Arg Asp Arg Lys Gly Pro His Pro Thr Ala 
1365 1370 1375 

Arg Ser Pro Gly Thr Val Met Glu Ser Asn Pro Gin Gin Arg Glu Gly 
1380 1385 1390 

Ser Ser Pro Lys His Gin Asp His Thr Thr Asp Pro Lys Leu Leu Thr 
1395 1400 1405 

Cys Leu Gly Gin Asn Leu His Ser Pro Asp Leu Ala Arg Pro Arg Cys 
1410 1415 1420 



Pro Leu Pro Pro Glu Ala Ser Pro Ser Arg Glu Lys Pro Gly Leu Arg 
1425 1430 1435 1440 

Glu Ser Ser Glu Arg Gly Pro Pro Thr Ala Arg Ser Glu Arg Ser Ala 
1445 1450 1455 



Ala Arg Ala Asp Thr Cys Arg Glu Pro Ser Met Glu Leu Cys Phe Pro 
1460 1465 1470 

Glu Thr Ala Lys Thr Ser Asp Asn Ser Lys Asn Leu Leu Ser Val Gly 
1475 1480 1485 

Arg Thr His Pro Asp Phe Tyr Thr Gin Thr Gin Ala Met Glu Lys Ala 
1490 1495 1500 

Trp Ala Pro Gly Gly Lys Thr Asn His Lys Asp Gly Pro Gly Glu Ala 
1505 1510 1515 1520 

Arg Pro Pro Pro Arg Asp Asn Ser Ser Leu His Ser Ala Gly lie Pro 
1525 1530 1535 

Cys Glu Lys Glu Leu Gly Lys Val Arg Arg Gly Val Glu Pro Lys Pro 
1540 1545 1550 

Glu Ala Leu Leu Ala Arg Arg Ser Leu Gin Pro Pro Gly lie Glu Ser 
1555 1560 1565 

Glu Lys Ser Glu Lys Leu Ser Ser Phe Pro Ser Leu Gin Lys Asp Gly 
1570 1575 1580 

Ala Lys Glu Pro Glu Arg Lys Glu Gin Pro Leu Gin Arg His Pro Ser 
1585 1590 1595 1600 

Ser lie Pro Pro Pro Pro Leu Thr Ala Lys Asp Leu Ser Ser Pro Ala 
1605 1610 1615 



Ala Arg Gin His Cys Ser Ser Pro Ser His Ala Ser Gly Arg Glu Pro 
1620 1625 1630 

Gly Ala Lys Pro Ser Thr Ala Glu Pro Ser Ser Ser Pro Gin Asp Pro 
1635 1640 1645 
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Pro Lys Pro Val Ala Ala His Ser Glu Ser Ser Ser His Lys Pro Arg 
1650 1655 1660 

Pro Gly Pro Asp Pro Gly Pro Pro Lys Thr Lys His Pro Asp Arg Ser 
1665 1670 1675 1680 

Leu Ser Ser Gin Lys Pro Ser Val Gly Ala Thr Lys Gly Lys Glu Pro 
1685 1690 1695 

Ala Thr Gin Ser Leu Gly Gly Ser Ser Arg Glu Gly Lys Gly His Ser 
1700 1705 1710 

Lys Ser Gly Pro Asp Val Phe Pro Ala Thr Pro Gly Ser Gin Asn Lys 
1715 1720 1725 

Ala Ser Asp Gly He Gly Gin Gly Glu Gly Gly Pro Ser Val Pro Leu 
1730 1735 1740 

His Thr Asp Arg Ala Pro Leu Asp Ala Lys Pro Gin Pro Thr Ser Gly 
1745 1750 1755 1760 

Gly Arg Pro Leu Glu Val Leu Glu Lys Pro Val His Leu Pro Arg Pro 
1765 1770 1775 

Gly His Pro Gly Pro Ser Glu Pro Ala Asp Gin Lys Leu Ser Ala Val 
1780 1785 1790 

Gly Glu Lys Gin Thr Leu Ser Pro Lys His Pro Lys Pro Ser Thr Val 
1795 1800 1805 

Lys Asp Cys Pro Thr Leu Cys Lys Gin Thr Asp Asn Arg Gin Thr Asp 
1810 1815 1820 

Lys Ser Pro Ser Gin Pro Ala Ala Asn Thr Asp Arg Arg Ala Glu Gly 
1825 1830 1835 1840 

Lys Lys Cys Thr Glu Ala Leu Tyr Ala Pro Ala Glu Gly Asp Lys Leu 
1845 1850 1855 

Glu Ala Gly Leu Ser Phe Val His Ser Glu Asn Arg Leu Lys Gly Ala 
1860 1865 1870 

Glu Arg Pro Ala Ala Gly Val Gly Lys Gly Phe Pro Glu Ala Arg Gly 
1875 1880 1885 

Lys Gly Pro Gly Pro Gin Lys Pro Pro Thr Glu Ala Asp Lys Pro Asn 
1890 1895 1900 

Gly Met Lys Arg Ser Pro Ser Ala Thr Gly Gin Ser Ser Phe Arg Ser 
1905 1910 1915 1920 

Thr Ala Leu Pro Glu Lys Ser Leu Ser Cys Ser Ser Ser Phe Pro Glu 
1925 1930 1935 

Thr Arg Ala Gly Val Arg Glu Ala Ser Ala Ala Ser Ser Asp Thr Ser 
1940 1945 1950 
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Ser Ala Lys Ala Ala Gly Gly Met Leu Glu Leu Pro Ala Pro Ser Asn 
1955 I960 1965 



Arg Asp His Arg Lys Ala Gin Pro Ala Gly Glu Gly Arg Thr His Met 
1970 1975 1980 

Thr Lys Ser Asp Ser Leu Pro Ser Phe Arg Val Ser Thr Leu Pro Leu 
1985 1990 1995 2000 

Glu Ser His His Pro Asp Pro Asn Thr Met Gly Gly Ala Ser His Arg 
2005 2010 2015 

Asp Arg Ala Leu Ser Val Thr Ala Thr Val Gly Glu Thr Lys Gly Lys 
2020 2025 2030 

Asp Pro Ala Pro Ala Gin Pro Pro Pro Ala Arg Lys Gin Asn Val Gly 
2035 2040 2045 

Arg Asp Val Thr Lys Pro Ser Pro Ala Pro Asn Thr Asp Arg Pro lie 
2050 2055 2060 

Ser Leu Ser Asn Glu Lys Asp Phe Val Val Arg Gin Arg Arg Gly Lys 
2065 2070 2075 2080 

Glu Ser Leu Arg Ser Ser Pro His Lys Lys Ala Leu 
2085 2090 



<210> 80 
<211> 1308 

<212> PRT 

<213> Homo sapiens 
<400> 80 

Asp Glu Ser Ser Leu Leu Arg Arg Arg Gly Leu Gin Lys Glu Leu Ser 
15 10 15 

Leu Pro Arg Arg Gly Arg Gly Cys Arg Ser Gly Asn Arg Lys Ser Leu 
20 25 30 

Val Val Gly Thr Pro Ser Pro Thr Leu Ser Arg Pro Leu Ser Pro Leu 
35 40 45 

Ser Val Pro Thr Ala Gly Ser Ser Pro Leu Asp Ser Pro Arg Asn Phe 
50 55 60 

Ser Ala Ala Ser Ala Leu Asn Phe Pro Phe Ala Arg Arg Ala Asp Gly 
65 70 75 80 

Arg Arg Trp Ser Leu Ala Ser Leu Pro Ser Ser Gly Tyr Gly Thr Asn 
85 90 95 

Thr Pro Ser Ser Thr Leu Ser Ser Ser Ser Ser Ser Arg Glu Arg Leu 
100 105 110 

His Gin Leu Pro Phe Gin Pro Thr Pro Asp Glu Leu His Phe Leu Ser 
115 120 125 
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Lys His Phe Arg Ser Ser Glu Asn Val Leu Asp Glu Glu Gly Gly Arg 
130 135 140 



Ser Pro Arg Leu Arg Pro Arg Ser Arg Ser Leu Ser Pro Gly Arg Ala 
145 150 155 160 

Thr Gly Thr Phe Asp Asn Glu lie Val Met Met Asn His Val Tyr Arg 
165 170 175 

Glu Arg Phe Pro Lys Ala Thr Ala Gin Met Glu Gly Arg Leu Gin Glu 
180 185 190 

Phe Leu Thr Ala Tyr Ala Pro Gly Ala Arg Leu Ala Leu Ala Asp Gly 
195 200 205 

Val Leu Gly Phe lie His His Gin lie Val Glu Leu Ala Arg Asp Cys 
210 215 220 

Leu Ala Lys Ser Gly Glu Asn Leu Val Thr Ser Arg Tyr Phe Leu Glu 
225 230 235 240 

Met Gin Glu Lys Leu Glu Arg Leu Leu Gin Asp Ala His Glu Arg Ser 
245 250 255 

Asp Ser Glu Glu Val Ser Phe lie Val Gin Leu Val Arg Lys Leu Leu 

260 265 270 

lie lie lie Ser Arg Pro Ala Arg Leu Leu Glu Cys Leu Glu Phe Asp 
275 280 285 

Pro Glu Glu Phe Tyr His Leu Leu Glu Ala Ala Glu Gly His Ala Arg 
290 295 300 

Glu Gly Gin Gly lie Lys Thr Asp Leu Pro Gin Tyr lie lie Gly Gin 
305 310 315 320 

Leu Gly Leu Ala Lys Asp Pro Leu Glu Glu Met Val Pro Leu Ser His 
325 330 335 

Leu Glu Glu Glu Gin Pro Pro Ala Pro Glu Ser Pro Glu Ser Arg Ala 
340 345 350 

Leu Val Gly Gin Ser Arg Arg Lys Pro Cys Glu Ser Asp Phe Glu Thr 
355 360 365 

lie Lys Leu lie Ser Asn Gly Ala Tyr Gly Ala Val Tyr Leu Val Arg 
370 375 380 

His Arg Asp Thr Arg Gin Arg Phe Ala lie Lys Lys lie Asn Lys Gin 
385 390 395 400 

Asn Leu lie Leu Arg Asn Gin lie Gin Gin Val Phe Val Glu Arg Asp 
405 410 415 

lie Leu Thr Phe Ala Glu Asn Pro Phe Val Val Ser Met Phe Cys Ser 
420 425 430 
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Phe Glu Thr Arg Arg His Leu Cys Met Val Met Glu Tyr Val Glu Gly 
435 440 445 

Gly Asp Cys Ala Thr Leu Leu Lys Asn Met Gly Pro Leu Pro Val Asp 
450 455 460 

Met Ala Arg Leu Tyr Phe Ala Glu Thr Val Leu Ala Leu Glu Tyr Leu 
465 470 475 480 

His Asn Tyr Gly lie Val His Arg Asp Leu Lys Pro Asp Asn Leu Leu 
485 490 495 

lie Thr Ser Leu Gly His lie Lys Leu Thr Asp Phe Gly Leu Ser Lys 
500 505 510 

lie Gly Leu Met Ser Met Ala Thr Asn Leu Tyr Glu Gly His lie Glu 
515 520 525 

Lys Asp Ala Arg Glu Phe lie Asp Lys Gin Val Cys Gly Thr Pro Glu 
530 535 540 

Tyr lie Ala Pro Glu Val lie Phe Arg Gin Gly Tyr Gly Lys Pro Val 
545 550 555 560 

Asp Trp Trp Ala Met Gly Val Val Leu Tyr Glu Phe Leu Val Gly Cys 
565 570 575 

Val Pro Phe Phe Gly Asp Thr Pro Glu Glu Leu Phe Gly Gin Val Val 
580 585 590 

Ser Asp Glu lie Met Trp Pro Glu Gly Asp Glu Ala Leu Pro Ala Asp 
595 600 605 

Ala Gin Asp Leu lie Thr Arg Leu Leu Arg Gin Ser Pro Leu Asp Arg 
610 615 620 

Leu Gly Thr Gly Gly Thr His Glu Val Lys Gin His Pro Phe Phe Leu 
625 630 635 640 

Ala Leu Asp Trp Ala Gly Leu Leu Arg His Lys Ala Glu Phe Val Pro 
645 650 655 

Gin Leu Glu Ala Glu Asp Asp Thr Ser Tyr Phe Asp Thr Arg Ser Glu 
660 665 670 

Arg Tyr Arg His Leu Gly Ser Glu Asp Asp Glu Thr Asn Asp Glu Glu 
675 . 680 685 

Ser Ser Thr Glu lie Pro Gin Phe Ser Ser Cys Ser His Arg Phe Ser 

690 695 700 

Lys Val Tyr Ser Ser Ser Glu Phe Leu Ala Val Gin Pro Thr Pro Thr 
705 710 715 720 

Phe Ala Glu Arg Ser Phe Ser Glu Asp Arg Glu Glu Gly Trp Glu Arg 
725 730 735 
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Ser Glu Val Asp Tyr Gly Arg Arg Leu Ser Ala Asp lie Arg 
740 745 750 



Leu Arg 



Ser Trp Thr Ser Ser Gly Ser Ser Cys Gin Ser Ser Ser Ser Gin Pro 
755 760 765 

Glu Arg Gly Pro Ser Pro Ser Leu Leu Asn Thr lie Ser Leu Asp Thr 
770 775 780 

Met Pro Lys Phe Ala Phe Ser Ser Glu Asp Glu Gly Val Gly Pro Gly 
785 790 795 800 

Pro Ala Gly Pro Lys Arg Pro Val Phe lie Leu Gly Glu Pro Asp Pro 
805 810 815 

Pro Pro Ala Ala Thr Pro Val Met Pro Lys Pro Ser Ser Leu Ser Ala 
820 825 830 

Asp Thr Ala Ala Leu Ser His Ala Arg Leu Arg Ser Asn Ser lie Gly 
835 840 845 

Ala Arg His Ser Thr Pro Arg Pro Leu Asp Ala Gly Arg Gly Arg Arg 
850 855 860 

Leu Gly Gly Pro Arg Asp Pro Ala Pro Glu Lys Ser Arg Ala Ser Ser 

865 870 875 880 

Ser Gly Gly Ser Gly Gly Gly Ser Gly Gly Arg Val Pro Lys Ser Ala 
885 890 895 

Ser Val Ser Ala Leu Ser Leu lie lie Thr Ala Asp Asp Gly Ser Gly 
900 905 910 

Gly Pro Leu Met Ser Pro Leu Ser Pro Arg Ser Leu Ser Ser Asn Pro 
915 920 925 

Ser Ser Arg Asp Ser Ser Pro Ser Arg Asp Pro Ser Pro Val Cys Gly 
930 935 940 

Ser Leu Arg Pro Pro lie Val lie His Ser Ser Gly Lys Lys Tyr Gly 
945 950 955 960 

Phe Ser Leu Arg Ala lie Arg Val Tyr Met Gly Asp Ser Asp Val Tyr 
965 970 975 

Thr Val His His Val Val Trp Ser Val Glu Asp Gly Ser Pro Ala Gin 
980 985 990 

Glu Ala Gly Leu Arg Ala Gly Asp Leu He Thr His He Asn Gly Glu. 
995 1000 1005 

Ser Val Leu Gly Leu Val His Met Asp Val Val Glu Leu Leu Leu Lys 
1010 1015 1020 

Ser Gly Asn Lys He Ser Leu Arg Thr Thr Ala Leu Glu Asn Thr Ser 
1025 1030 1035 1040 
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lie Lys Val Gly Pro Ala Arg Lys Asn Val Ala Lys Gly Arg Met Ala 
1045 1050 1055 



Arg Arg Ser Lys Arg Ser Arg Arg Arg Glu Thr Gin Asp Arg Arg Lys 
1060 1065 1070 

Ser Leu Phe Lys Lys lie Ser Lys Gin Thr Ser Val Leu His Thr Ser 
1075 1080 1085 

Arg Ser Phe Ser Ser Gly Leu His His Ser Leu Ser Ser Ser Glu Ser 
1090 1095 1100 

Leu Pro Gly Ser Pro Thr His Ser Leu Ser Pro Ser Pro Thr Thr Pro 
1105 1110 1115 1120 

Cys Arg Ser Pro Ala Pro Asp Val Pro Ala Asp Thr Thr Ala Ser Pro 
1125 1130 1135 

Pro Ser Ala Ser Pro Ser Ser Ser Ser Pro Ala Ser Pro Ala Ala Ala 
1140 1145 1150 

Gly His Thr Arg Pro Ser Ser Leu His Gly Leu Ala Ala Lys Leu Gly 
1155 1160 1165 

Pro Pro Arg Pro Lys Thr Gly Arg Arg Lys Ser Thr Ser Ser lie Pro 
1170 1175 1180 

Pro Ser Pro Leu Ala Cys Pro Pro lie Ser Ala Pro Pro Pro Arg Ser 
1185 1190 1195 1200 

Pro Ser Pro Leu Pro Gly His Pro Pro Ala Pro Ala Arg Ser Pro Arg 
1205 1210 1215 



Leu Arg Arg Gly Gin Ser Ala Asp Lys Leu Gly Thr Gly Glu Arg Leu 
1220 1225 1230 

Asp Gly Glu Ala Gly Arg Arg Thr Arg Gly Pro Glu Ala Glu Leu Val 
1235 1240 1245 

Val Met Arg Arg Leu His Leu Ser Glu Arg Arg Asp Ser Phe Lys Lys 
1250 1255 1260 

Gin Glu Ala Val Gin Glu Val Ser Phe Asp Glu Pro Gin Glu Glu Ala 
1265 1270 1275 1280 

Thr Gly Leu Pro Thr Ser Val Pro Gin lie Ala Val Glu Gly Glu Glu 
1285 1290 1295 

Ala Val Pro Val Ala Leu Gly Pro Thr Gly Arg Asp 
1300 1305 



<210> 81 
<211> 2137 
<212> PRT 

<213> Homo sapiens 
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<400> 81 
Glu Phe Asp 
1 



Pro Glu Glu Phe Tyr Tyr Leu Leu Glu Ala Ala Glu Gly 
5 10 15 



His Ala Lys Glu Gly Gin Gly lie Lys Thr Asp lie Pro Arg Tyr lie 
20 25 30 

lie Ser Gin Leu Gly Leu Asn Lys Asp Pro Leu Glu Glu Met Ala His 
35 40 45 

Leu Gly Asn Tyr Asp Ser Gly Thr Ala Glu Thr Pro Glu Thr Asp Glu 
50 55 60 

Ser Val Ser Ser Ser Asn Ala Ser Leu Lys Leu Arg Arg Lys Pro Arg 
65 70 75 80 

Glu Ser Asp Phe Glu Thr lie Lys Leu lie Ser Asn Gly Ala Tyr Gly 
85 90 95 

Ala Val Tyr Phe Val Arg His Lys Glu Ser Arg Gin Arg Phe Ala Met 
100 105 110 

Lys Lys lie Asn Lys Gin Asn Leu lie Leu Arg Asn Gin lie Gin Gin 
115 120 125 

Ala Phe Val Glu Arg Asp lie Leu Thr Phe Ala Glu Asn Pro Phe Val 
130 135 140 

Val Ser Met Tyr Cys Ser Phe Glu Thr Arg Arg His Leu Cys Met Val 
145 150 155 160 

Met Glu Tyr Val Glu Gly Gly Asp Cys Ala Thr Leu Met Lys Asn Met 
165 170 175 

Gly Pro Leu Pro Val Asp Met Ala Arg Met Tyr Phe Ala Glu Thr Val 
180 185 190 

Leu Ala Leu Glu Tyr Leu His Asn Tyr Gly lie Val His Arg Asp Leu 
195 200 205 

Lys Pro Asp Asn Leu Leu Val Thr Ser Met Gly His lie Lys Leu Thr 
210 215 220 

Asp Phe Gly Leu Ser Lys Val Gly Leu Met Ser Met Thr Thr Asn Leu 
225 230 235 240 

Tyr Glu Gly His lie Glu Lys Asp Ala Arg Glu Phe Leu Asp Lys Gin 
245 250 255 

Val Cys Gly Thr Pro Glu Tyr lie Ala Pro Glu Val lie Leu Arg Gin 
260 265 270 

Gly Tyr Gly Lys Pro Val Asp Trp Trp Ala Met Gly lie lie Leu Tyr 
275 280 285 

Glu Phe Leu Val Gly Cys Val Pro Phe Phe Gly Asp Thr Pro Glu Glu 
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290 295 300 

Leu Phe Gly Gin Val lie Ser Asp Glu lie Asn Trp Pro Glu Lys Asp 
305 310 315 320 

Glu Ala Pro Pro Pro Asp Ala Gin Asp Leu lie Thr Leu Leu Leu Arg 
325 330 335 

Gin Asn Pro Leu Glu Arg Leu Gly Thr Gly Gly Ala Tyr Glu Val Lys 
340 345 350 

Gin His Arg Phe Phe Arg Ser Leu Asp Trp Asn Ser Leu Leu Arg Gin 
355 360 365 

Lys Ala Glu Phe lie Pro Gin Leu Glu Ser Glu Asp Asp Thr Ser Tyr 
370 375 380 

Phe Asp Thr Arg Ser Glu Lys Tyr His His Met Glu Thr Glu Glu Glu 
385 390 395 400 

Asp Asp Thr Asn Asp Glu Asp Phe Asn Val Glu lie Arg Gin Phe Ser 
405 410 415 

Ser Cys Ser His Arg Phe Ser Lys Val Phe Ser Ser lie Asp Arg lie 
420 425 430 

Thr Gin Asn Ser Ala Glu Glu Lys Glu Asp Ser Val Asp Lys Thr Lys 
435 440 445 

Ser Thr Thr Leu Pro Ser Thr Glu Thr Leu Ser Trp Ser Ser Glu Tyr 
450 455 460 

Ser Glu Met Gin Gin Leu Ser Thr Ser Asn Ser Ser Asp Thr Glu Ser 
465 470 475 480 

Asn Arg His Lys Leu Ser Ser Gly Leu Leu Pro Lys Leu Ala lie Ser 
485 490 495 

Thr Glu Gly Glu Gin Asp Glu Ala Ala Ser Cys Pro Gly Asp Pro His 
500 505 510 

Glu Glu Pro Gly Lys Pro Ala Leu Pro Pro Glu Glu Cys Ala Gin Glu 

515 520 525 

Glu Pro Glu Val Thr Thr Pro Ala Ser Thr lie Ser Ser Ser Thr Leu 
530 535 540 

Ser Val Gly Ser Phe Ser Glu His Leu Asp Gin lie Asn Gly Arg Ser 
545 550 555 560 

Glu Cys Val Asp Ser Thr Asp Asn Ser Ser Lys Pro Ser Ser Glu Pro 
565 570 575 

Ala Ser His Met Ala Arg Gin Arg Leu Glu Ser Thr Glu Lys Lys Lys 
580 585 590 



lie Ser Gly Lys Val Thr Lys Ser Leu Ser Ala Ser Ala Leu Ser Leu 
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595 



600 



605 



Met lie Pro Gly Asp Met Phe Ala Val Ser Pro Leu Gly Ser Pro Met 
610 615 620 

Ser Pro His Ser Leu Ser Ser Asp Pro Ser Ser Ser Arg Asp Ser Ser 
625 630 635 640 

Pro Ser Arg Asp Ser Ser Ala Ala Ser Ala Ser Pro His Gin Pro lie 
645 650 655 

Val lie His Ser Ser Gly Lys Asn Tyr Gly Phe Thr lie Arg Ala lie 
660 665 670 

Arg Val Tyr Val Gly Asp Ser Asp lie Tyr Thr Val His His He Val 
675 680 685 

Trp Asn Val Glu Glu Gly Ser Pro Ala Cys Gin Ala Gly Leu Lys Ala 
690 695 700 

Gly Asp Leu He Thr His He Asn Gly Glu Pro Val His Gly Leu Val 
705 710 715 720 

His Thr Glu Val He Glu Leu Leu Leu Lys Ser Gly Asn Lys Val Ser 
725 730 735 

He Thr Thr Thr Pro Phe Glu Asn Thr Ser He Lys Thr Gly Pro Ala 
740 745 750 

Arg Arg Asn Ser Tyr Lys Ser Arg Met Val Arg Arg Ser Lys Lys Ser 
755 760 765 

Lys Lys Lys Glu Ser Leu Glu Arg Arg Arg Ser Leu Phe Lys Lys Leu 
770 775 780 

Ala Lys Gin Pro Ser Pro Leu Leu His Thr Ser Arg Ser Phe Ser Cys 
785 790 795 800 

Leu Asn Arg Ser Leu Ser Ser Gly Glu Ser Leu Pro Gly Ser Pro Thr 
805 810 815 

His Ser Leu Ser Pro Arg Ser Pro Thr Pro Ser Tyr Arg Ser Thr Pro 
820 825 830 

Asp Phe Pro Ser Gly Thr Asn Ser Ser Gin Ser Ser Ser Pro Ser Ser 
835 840 845 

Ser Ala Pro Asn Ser Pro Ala Gly Ser Gly His He Arg Pro Ser Thr 
850 855 860 

Leu His Gly Leu Ala Pro Lys Leu Gly Gly Gin Arg Tyr Arg Ser Gly 
865 870 875 880 

Arg Arg Lys Ser Ala Gly Asn He Pro Leu Ser Pro Leu Ala Arg Thr 
885 890 895 



Pro Ser Pro Thr Pro Gin Pro Thr Ser Pro Gin Arg Ser Pro Ser Pro 
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900 



905 



910 



Leu Leu Gly His Ser Leu Gly Asn Ser Lys lie Ala Gin Ala Phe Pro 
915 920 925 

Ser Lys Met His Ser Pro Pro Thr lie Val Arg His lie Val Arg Pro 
930 935 940 

Lys Ser Ala Glu Pro Pro Arg Ser Pro Leu Leu Lys Arg Val Gin Ser 
945 950 955 960 

Glu Glu Lys Leu Ser Pro Ser Tyr Gly Ser Asp Lys Lys His Leu Cys 
965 970 975 

Ser Arg Lys His Ser Leu Glu Val Thr Gin Glu Glu Val Gin Arg Glu 
980 985 990 

Gin Ser Gin Arg Glu Ala Pro Leu Gin Ser Leu Asp Glu Asn Val Cys 
995 1000 1005 

Asp Val Pro Pro Leu Ser Arg Ala Arg Pro Val Glu Gin Gly Cys Leu 
1010 1015 1020 

Lys Arg Pro .Val Ser Arg Lys Val Gly Arg Gin Glu Ser Val Asp Asp 
1025 1030 1035 1040 

Leu Asp Arg Asp Lys Leu Lys Ala Lys Val Val Val Lys Lys Ala Asp 
1045 1050 1055 

Gly Phe Pro Glu Lys Gin Glu Ser His Gin Lys Ser His Gly Pro Gly 
1060 1065 1070 . 

Ser Asp Leu Glu Asn Phe Ala Leu Phe Lys Leu Glu Glu Arg Glu Lys 
1075 1080 1085 

Lys Val Tyr Pro Lys Ala Val Glu Arg Ser Ser Thr Phe Glu Asn Lys 
1090 1095 1100 

Ala Ser Met Gin Glu Ala Pro Pro Leu Gly Ser Leu Leu Lys Asp Ala 
1105 1110 1115 1120 

Leu His Lys Gin Ala Ser Val Arg Ala Ser Glu Gly Ala Met Ser Asp 
1125 1130 1135 

Gly Pro Val Pro Ala Glu His Arg Gin Gly Gly Gly Asp Phe Arg Arg 
1140 1145 1150 

Ala Pro Ala Pro Gly Thr Leu Gin Asp Gly Leu Cys His Ser Leu Asp 
1155 1160 1165 

Arg Gly lie Ser Gly Lys Gly Glu Gly Thr Glu Lys Ser Ser Gin Ala 
1170 1175 1180 

Lys Glu Leu Leu Arg Cys Glu Lys Leu Asp Ser Lys Leu Ala Asn lie 
1185 1190 1195 1200 



Asp Tyr Leu Arg Lys Lys Met Ser Leu Glu Asp Lys Glu Asp Asn Leu 
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1205 



1210 



1215 



Cys Pro Val Leu Lys Pro Lys Met Thr Ala Gly Ser His Glu Cys Leu 
1220 1225 1230 

Pro Gly Asn Pro Val Arg Pro Thr Gly Gly Gin Gin Glu Pro Pro Pro 
1235 1240 1245 

Ala Ser Glu Ser Arg Ala Phe Val Ser Ser Thr His Ala Ala Gin Met 
1250 1255 1260 

Ser Ala Val Ser Phe Val Pro Leu Lys Ala Leu Thr Gly Arg Val Asp 
1265 1270 1275 1280 

Ser Gly Thr Glu Lys Pro Gly Leu Val Ala Pro Glu Ser Pro Val Arg 
1285 1290 1295 

Lys Ser Pro Ser Glu Tyr Lys Leu Glu Gly Arg Ser Val Ser Cys Leu 
1300 1305 1310 

Glu Pro lie Glu Gly Thr Leu Asp lie Ala Leu Leu Ser Gly Pro Gin 
1315 1320 1325 

Ala Ser Lys Thr Glu Leu Pro Ser Pro Glu Ser Ala Gin Ser Pro Ser 
1330 1335 1340 

Pro Ser Gly Asp Val Arg Ala Ser Val Pro Pro Val Leu Pro Ser Ser 
1345 1350 1355 1360 

Ser Gly Lys Lys Asn Asp Thr Thr Ser Ala Arg Glu Leu Ser Pro Ser 
1365 1370 1375 

Ser Leu Lys Met Asn Lys Ser Tyr Leu Leu Glu Pro Trp Phe Leu Pro 
1380 1385 1390 

Pro Ser Arg Gly Leu Gin Asn Ser Pro Ala Val Ser Leu Pro Asp Pro 
1395 1400 1405 

Glu Phe Lys Arg Asp Arg Lys Gly Pro His Pro Thr Ala Arg Ser Pro 
1410 1415 1420 

Gly Thr Val Met Glu Ser Asn Pro Gin Gin Arg Glu Gly Ser Ser Pro 
1425 1430 1435 1440 

Lys His Gin Asp His Thr Thr Asp Pro Lys Leu Leu Thr Cys Leu Gly 
1445 1450 1455 

Gin Asn Leu His Ser Pro Asp Leu Ala Arg Pro Arg Cys Pro Leu Pro 
1460 1465 1470 

Pro Glu Ala Ser Pro Ser Arg Glu Lys Pro Gly Leu Arg Glu Ser Ser 
1475 1480 1485 

Glu Arg Gly Pro Pro Thr Ala Arg Ser Glu Arg Ser Ala Ala Arg Ala 
1490 1495 1500 



Asp Thr Cys Arg Glu Pro Ser Met Glu Leu Cys Phe Pro Glu Thr Ala 
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1505 



1510 



1515 



1520 



Lys Thr Ser Asp Asn Ser Lys Asn Leu Leu Ser Val Gly Arg Thr His 
1525 1530 1535 

Pro Asp Phe Tyr Thr Gin Thr Gin Ala Met Glu Lys Ala Trp Ala Pro 
1540 1545 1550 

Gly Gly Lys Thr Asn His Lys Asp Gly Pro Gly Glu Ala Arg Pro Pro 
1555 1560 1565 

Pro Arg Asp Asn Ser Ser Leu His Ser Ala Gly He Pro Cys Glu Lys 
1570 1575 1580 

Glu Leu Gly Lys Val Arg Arg Gly Val Glu Pro Lys Pro Glu Ala Leu 
1585 1590 1595 1600 

Leu Ala Arg Arg Ser Leu Gin Pro Pro Gly He Glu Ser Glu Lys Ser 
1605 1610 1615 

Glu Lys Leu Ser Ser Phe Pro Ser Leu Gin Lys Asp Gly Ala Lys Glu 
1620 1625 1630 

Pro Glu Arg Lys Glu Gin Pro Leu Gin Arg His Pro Ser Ser He Pro 
1635 1640 1645 

Pro Pro Pro Leu Thr Ala Lys Asp Leu Ser Ser Pro Ala Ala Arg Gin 
1650 1655 1660 

His Cys Ser Ser Pro Ser His Ala Ser Gly Arg Glu Pro Gly Ala Lys 
1665 1670 1675 1680 

Pro Ser Thr Ala Glu Pro Ser Ser Ser Pro Gin Asp Pro Pro Lys Pro 
1685 1690 1695 

Val Ala Ala His Ser Glu Ser Ser Ser His Lys Pro Arg Pro Gly Pro 
1700 1705 1710 

Asp Pro Gly Pro Pro Lys Thr Lys His Pro Asp Arg Ser Leu Ser Ser 
1715 1720 1725 

Gin Lys Pro Ser Val Gly Ala Thr Lys Gly Lys Glu Pro Ala Thr Gin 
1730 1735 1740 

Ser Leu Gly Gly Ser Ser Arg Glu Gly Lys Gly His Ser Lys Ser Gly 
1745 1750 1755 1760 

Pro Asp Val Phe Pro Ala Thr Pro Gly Ser Gin Asn Lys Ala Ser Asp 
1765 1770 1775 

Gly He Gly Gin Gly Glu Gly Gly Pro Ser Val Pro Leu His Thr Asp 
1780 1785 1790 

Arg Ala Pro Leu Asp Ala Lys Pro Gin Pro Thr Ser Gly Gly Arg Pro 
1795 1800 1805 

Leu Glu Val Leu Glu Lys Pro Val His Leu Pro Arg Pro Gly His Pro 
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1810 1815 1820 

Gly Pro Ser Glu Pro Ala Asp Gin Lys Leu Ser Ala Val Gly Glu Lys 
1825 1830 1835 1840 

Gin Thr Leu Ser Pro Lys His Pro Lys Pro Ser Thr Val Lys Asp Cys 
1845 1850 1855 

Pro Thr Leu Cys Lys Gin Thr Asp Asn Arg Gin Thr Asp Lys Ser Pro 
1860 1865 1870 

Ser Gin Pro Ala Ala Asn Thr Asp Arg Arg Ala Glu Gly Lys Lys Cys 
1875 1880 1885 

Thr Glu Ala Leu Tyr Ala Pro Ala Glu Gly Asp Lys Leu Glu Ala Gly 
1890 1895 1900 

Leu Ser Phe Val His Ser Glu Asn Arg Leu Lys Gly Ala Glu Arg Pro 
1905 1910 1915 1920 

Ala Ala Gly Val Gly Lys Gly Phe Pro Glu Ala Arg Gly Lys Gly Pro 
1925 1930 1935 

Gly Pro Gin Lys Pro Pro Thr Glu Ala Asp Lys Pro Asn Gly Met Lys 
1940 1945 1950 

Arg Ser Pro Ser Ala Thr Gly Gin Ser Ser Phe Arg Ser Thr Ala Leu 
1955 1960 1965 

Pro Glu Lys Ser Leu Ser Cys Ser Ser Ser Phe Pro Glu Thr Arg Ala 
1970 1975 1980 

Gly Val Arg Glu Ala Ser Ala Ala Ser Ser Asp Thr Ser Ser Ala Lys 
1985 1990 1995 2000 

Ala Ala Gly Gly Met Leu Glu Leu Pro Ala Pro Ser Asn Arg Asp His 
2005 2010 2015 



Arg Lys Ala Gin Pro Ala Gly Glu Gly Arg Thr His Met Thr Lys Ser 
2020 2025 2030 

Asp Ser Leu Pro Ser Phe Arg Val Ser Thr Leu Pro Leu Glu Ser His 
2035 2040 2045 

His Pro Asp Pro Asn Thr Met Gly Gly Ala Ser His Arg Asp Arg Ala 
2050 2055 2060 

Leu Ser Val Thr Ala Thr Val Gly Glu Thr Lys Gly Lys Asp Pro Ala 
2065 2070 2075 2080 

Pro Ala Gin Pro Pro Pro Ala Arg Lys Gin Asn Val Gly Arg Asp Val 
2085 2090 2095 

Thr Lys Pro Ser Pro Ala Pro Asn Thr Asp Arg. Pro lie Ser Leu Ser 
2100 2105 2110 



Asn Glu Lys Asp Phe Val Val Arg Gin Arg Arg Gly Lys Glu Ser Leu 
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2115 2120 2125 

Arg Ser Ser Pro His Lys Lys Ala Leu 
2130 2135 



<210> 82 
<211> 1734 
<212> PRT 

<213> Mus musculus 



<400> 82 

Met Val Thr Gly Leu Ser Pro Leu Leu Phe Arg Lys Leu Ser Asn Pro 
15 10 15 

Asp He Phe Ala Pro Thr Gly Lys Val Lys Leu Gin Arg Gin Leu Ser 
20 25 30 

Gin Asp Asp Cys Lys Leu Arg Arg Gly Ser Leu Ala Ser Ser Leu Ser 
35 40 45 

Gly Lys Gin Leu Leu Pro Leu Ser Ser Ser Val His Ser Ser Val Gly 
50 55 60 

Gin Val Thr Trp Gin Ser Thr Gly Glu Ala Ser Asn Leu Val Arg Met 
65 70 75 80 

Arg Asn Gin Ser Leu Gly Gin Ser Ala Pro Ser Leu Thr Ala Gly Leu 
85 90 95 

Lys Glu Leu Ser Leu Pro Arg Arg Gly Ser Phe Cys Arg Thr Ser Asn 
100 105 110 

Arg Lys Ser Leu He Val Thr Ser Ser Thr Ser Pro Thr Leu Pro Arg 
115 120 125 

Pro His Ser Pro Leu His Gly His Thr Gly Asn Ser Pro Leu Asp Ser 
130 135 140 

Pro Arg Asn Phe Ser Pro Asn Ala Pro Ala His Phe Ser Phe Val Pro 
145 150 155 160 

Ala Arg Arg Thr Asp Gly Arg Arg Trp Ser Leu Ala Ser Leu Pro Ser 
165 170 175 



Ser Gly Tyr Gly Thr Ash Thr Pro Ser Ser Thr Val Ser Ser Ser Cys 
180 185 190 

Ser Ser Gin Glu Lys Leu His Gin Leu Pro Phe Gin Pro Thr Ala Asp 
195 200 205 

Glu Leu His Phe Leu Thr Lys His Phe Ser Thr Glu Asn Val Pro Asp 
210 215 220 

Glu Glu Gly Arg Arg Ser Pro Arg Met Arg Pro Arg Ser Arg Ser Leu 
225 230 235 240 
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Ser Pro Gly Arg Ser Pro Val Ser Phe Asp Ser Glu lie lie Met Met 
245 250 255 

Asn His Val Tyr Lys Glu Arg Phe Pro Lys Ala Thr Ala Gin Met Glu 
260 265 270 

Glu Arg Pro Ser Leu Thr Phe lie Ser Ser Asn Thr Pro Asp Ser Val 

275 280 285 

Leu Pro Leu Ala Asp Gly Ala Leu Ser Phe lie His His Gin Val He 
290 295 300 

Glu Met Ala Arg Asp Cys Leu Asp Lys Ser Arg Ser Gly Leu He Thr 
305 310 315 320 

Ser His Tyr Phe Tyr Glu Leu Gin Glu Asn Leu Glu Lys Leu Leu Gin 
325 330 335 

Asp Ala His Glu Arg Ser Glu Ser Ser Asp Val Ala Phe Val He Gin 
340 345 350 

Leu Val Lys Lys Leu Met He He He Ala Arg Pro Ala Arg Leu Leu 
355 360 365 

Glu Cys Leu Glu Phe Asp Pro Glu Glu Phe Tyr His Leu Leu Glu Ala 
370 375 380 

Ala Glu Gly His Ala Lys Glu Gly His Gly He Lys Cys Asp He Pro 
385 390 395 400 

Arg Tyr He Val Ser Gin Leu Gly Leu Thr Arg Asp Pro Leu Glu Glu 
405 410 415 

Met Ala Gin Leu Ser Ser Tyr Asp Ser Pro Asp Thr Pro Glu Thr Asp 

420 425 430 

Asp Ser Val Glu Gly Arg Gly Val Ser Gin Pro Ser Gin Lys Thr Pro 
435 440 445 

Ser Glu Glu Asp Phe Glu Thr He Lys Leu He Ser Asn Gly Ala Tyr 
450 455 460 

Gly Ala Val Phe Leu Val Arg His Lys Ser Thr Arg Gin Arg Phe Ala 
465 470 475 480 

Met Lys Lys He Asn Lys Gin Asn Leu He Leu Arg Asn Gin He Gin 
485 490 495 

Gin Ala Phe Val Glu Arg Asp He Leu Thr Phe Ala Glu Asn Pro Phe 
500 505 510 

Val Val Ser Met Phe Cys Ser Phe Glu Thr Lys Arg His Leu Cys Met 
515 520 525 

Val Met Glu Tyr Val Glu Gly Gly Asp Cys Ala Thr Leu Leu Lys Asn 
530 535 540 
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lie Gly Ala Leu Pro Val Asp Met Val Arg Leu Tyr Phe Ala Glu Thr 
545 550 555 560 

Val Leu Ala Leu Glu Tyr Leu His Asn Tyr Gly lie Val His Arg Asp 
565 570 575 

Leu Lys Pro Asp Asn Leu Leu lie Thr Ser Met Gly His lie Lys Leu 

580 585 590 

Thr Asp Phe Gly Leu Ser Lys lie Gly Leu Met Ser Leu Thr Thr Asn 
595 600 605 

Leu Tyr Glu Gly His lie Glu Lys Asp Ala Arg Glu Phe Leu Asp Lys 
610 615 620 

Gin Val Cys Gly Thr Pro Glu Tyr lie Ala Pro Glu Val lie Leu Arg 
625 630 635 640 

Gin Gly Tyr Gly Lys Pro Val Asp Trp Trp Ala Met Gly lie lie Leu 
645 650 655 

Tyr Glu Phe Leu Val Gly Cys Val Pro Phe Phe Gly Asp Thr Pro Glu 
660 665 670 

Glu Leu Phe Gly Gin Val lie Ser Asp Glu lie Val Trp Pro Glu Gly 
675 680 685 

Asp Asp Ala Leu Pro Pro Asp Ala Gin Asp Leu Thr Ser Lys Leu Leu 
690 695 700 

His Gin Asn Pro Leu Glu Arg Leu Gly Thr Ser Ser Ala Tyr Glu Val 
705 710 715 720 

Lys Gin His Pro Phe Phe Met Gly Leu Asp Trp Thr Gly Leu Leu Arg 
725 730 735 

Gin Lys Ala Glu Phe lie Pro Gin Leu Glu Ser Glu Asp Asp Thr Ser 
740 745 750 

Tyr Phe Asp Thr Arg Ser Glu Arg Tyr His His Val Asp Ser Glu Asp 
755 760 765 

Glu Glu Glu Val Ser Glu Asp Gly Cys Leu Glu lie Arg Gin Phe Ser 
770 775 780 

Ser Cys Ser Pro Arg Phe Ser Lys Val Tyr Ser Ser Met Glu Arg Leu 
785 790 795 800 

Ser Leu Leu Glu Glu Arg Arg Thr Pro Pro Pro Thr Lys Arg Ser Leu 
805 810 815 

Ser Glu Glu Lys Glu Asp His Ser Asp Gly Leu Ala Gly Leu Lys Gly 
820 825 830 

Arg Asp Arg Ser Trp Val lie Gly Ser Pro Glu lie Leu Arg Lys Arg 
835 840 845 
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Leu Ser Val Ser Glu Ser Ser His Thr Glu Ser Asp Ser Ser Pro Pro 
850 855 860 



Met Thr Val Arg His Arg Cys Ser Gly Leu Pro Asp Gly Pro His Cys 
865 870 875 880 

Pro Glu Glu Thr Ser Ser Thr Pro Arg Lys Gin Gin Gin Glu Gly lie 
885 890 895 

Trp Val Leu lie Pro Pro Ser Gly Glu Gly Ser Ser Arg Pro Val Pro 
900 905 910 

Glu Arg Pro Leu Glu Arg Gin Leu Lys Leu Asp Glu Glu Pro Pro Gly 
915 920 925 

Gin Ser Ser Arg Cys Cys Pro Ala Leu Glu Thr Arg Gly Arg Gly Thr 
930 935 940 

Pro Gin Leu Ala Glu Glu Ala Thr Ala Lys Ala lie Ser Asp Leu Ala 
945 950 955 960 

Val Arg Arg Ala Arg His Arg Leu Leu Ser Gly Asp Ser lie Glu Lys 
965 970 975 

Arg Thr Thr Arg Pro Val Asn Lys Val lie Lys Ser Ala Ser Ala Thr 
980 985 990 

Ala Leu Ser Leu Leu lie Pro Ser Glu His His Ala Cys Ser Pro Leu 
995 1000 1005 

Ala Ser Pro Met Ser Pro His Ser Gin Ser Ser Asn Pro Ser Ser Arg 
1010 1015 1020 

Asp Ser Ser Pro Ser Arg Asp Phe Leu Pro Ala Leu Gly Ser Leu Arg 
1025 1030 1035 1040 

Pro Pro lie lie lie His Arg Ala Gly Lys Lys Tyr Gly Phe Thr Leu 
1045 1050 1055 

Arg Ala lie Arg Val Tyr Met Gly Asp Thr Asp Val Tyr Thr Val His 
1060 1065 1070 

His Met Val Trp His Val Glu Asp Gly Gly Pro Ala Ser Glu Ala Gly 
1075 1080 1085 

Leu Arg Gin Gly Asp Leu He Thr His Val Asn Gly Glu Pro Val His 
1090 1095 1100 

Gly Leu Val His Thr Glu Val Val Glu Leu Val Leu Lys Ser Gly Asn 
1105 1110 1115 1120 

Lys Val Ser He Ser Thr Thr Pro Leu Glu Asn Thr Ser He Lys Val 
1125 1130 1135 

Gly Pro Ala Arg Lys Gly Ser Tyr Lys Ala Lys Met Ala Arg Arg Ser 
1140 1145 1150 
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Lys Arg Ser Lys Gly Lys Asp Gly Gin Glu Ser Arg Lys Arg Ser Ser 
1155 1160 1165 



Leu Phe Arg Lys lie Thr Lys Gin Ala Ser Leu Leu His Thr Ser Arg 
1170 1175 1180 

Ser Leu Ser Ser Leu Asn Arg Ser Leu Ser Ser Gly Glu Ser Gly Pro 
1185 1190 1195 1200 

Gly Ser Pro Thr His Ser His Ser Leu Ser Pro Arg Ser Pro Pro Gin 

1205 1210 1215 

Gly Tyr Arg Val Ala Pro Asp Ala Val His Ser Val Gly Gly Asn Ser 
1220 1225 1230 

Ser Gin Ser Ser Ser Pro Ser Ser. Ser Val Pro Ser Ser Pro Ala Gly 
1235 1240 1245 

Ser Gly His Thr Arg Pro Ser Ser Leu His Gly Leu Ala Pro Lys Leu 
1250 1255 1260 

Gin Arg Gin Tyr Arg Ser Pro Arg Arg Lys Ser Ala Gly Ser lie Pro 
1265 1270 1275 1280 

Leu Ser Pro Leu Ala His Thr Pro Ser Pro Pro Ala Thr Ala Ala Ser 
1285 1290 1295 

Pro Gin Arg Ser Pro Ser Pro Leu Ser Gly His Gly Ser Gin Ser Phe 
1300 1305 1310 

Pro Thr Lys Leu His Leu Ser Pro Pro Leu Gly Arg Gin Leu Ser Arg 
1315 1320 1325 

Pro Lys Ser Ala Glu Pro Pro Arg Ser Pro Leu Leu Lys Arg Val Gin 
1330 1335 1340 

Ser Ala Glu Lys Leu Ala Ala Ala Leu Ala Ala Ala Glu Lys Lys Leu 
1345 1350 1355 1360 

Ala Pro Ser Arg Lys His Ser Leu Asp Leu Pro His Gly Glu Leu Lys 
1365 1370 1375 

Lys Glu Leu Thr Pro Arg Glu Ala Ser Pro Leu Glu Val Val Gly Thr 
1380 1385 1390 

Arg Ser Val Leu Ser Gly Lys Gly Pro Leu Pro Gly Lys Gly Val Leu 
1395 1400 1405 

Gin Pro Ala Pro Ser Arg Ala Leu Gly Thr Leu Arg Gin Asp Arg Ala 
1410 1415 1420 

Glu Arg Arg Glu Ser Leu Gin Lys Gin Glu Ala lie Arg Glu Val Asp 
1425 1430 1435 1440 

Ser Ser Glu Asp Asp Thr Asp Glu Glu Pro Glu Asn Ser Gin Ala Thr 
1445 1450 1455 
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Gin Glu Pro Arg Leu Ser Pro His Pro 
1460 1465 



Glu Ala Ser His Asn Leu Leu 
1470 



Pro Lys Gly Ser Gly Glu Gly Thr Glu Glu Asp Thr Phe Leu His Arg 
1475 1480 1485 

Asp Leu Lys Lys Gin Gly Pro Val Leu Ser Gly Leu Val Thr Gly Ala 
1490 1495 1500 

Thr Leu Gly Ser Pro Arg Val Asp Val Pro Gly Leu Ser Pro Arg Lys 
1505 1510 1515 1520 

Val Ser Arg Pro Gin Ala Phe Glu Glu Ala Thr Asn Pro Leu Gin Val 
1525 1530 1535 

Pro Ser Leu Ser Arg Ser Gly Pro Thr Ser Pro Thr Pro Ser Glu Gly 
1540 1545 1550 

Cys Trp Lys Ala Gin His Leu His Thr Gin Ala Leu Thr Ala Leu Cys 
1555 1560 1565 



Pro Ser Phe Ser Glu Leu Thr Pro Thr Gly Cys Ser Ala Ala Thr Ser 
1570 1575 1580 

Thr Ser Gly Lys Pro Gly Thr Trp Ser Trp Lys Phe Leu lie Glu Gly 
1585 1590 1595 1600 

Pro Asp Arg Ala Ser Thr Asn Lys Thr lie Thr Arg Lys Gly Glu Pro 
1605 1610 1615 

Ala Asn Ser Gin Asp Thr Asn Thr Thr Val Pro Asn Leu Leu Lys Asn 
1620 1625 1630 

Leu Ser Pro Glu Glu Glu Lys Pro Gin Pro Pro Ser Val Pro Gly Leu 
1635 1640 1645 



Thr His Pro Leu Leu Glu Val Pro Ser Gin Asn Trp Pro Trp Glu Ser 
1650 1655 1660 

Glu Cys Glu Gin Met Glu Lys Glu Glu Pro Ser Leu Ser lie Thr Glu 
1665 1670 1675 1680 

Val Pro Asp Ser Ser Gly Asp Arg Arg Gin Asp lie Pro Cys Arg Ala 
1685 1690 1695 

His Pro Leu Ser Pro Glu Thr Arg Pro Ser Leu Leu Trp Lys Ser Gin 
1700 1705 1710 



Glu Leu Gly Gly Gin Gin Asp His Gin Asp Leu Ala Leu Thr Ser Asp 
1715 1720 1725 

Glu Leu Leu Lys Gin Thr 
1730 



<210> 83 
<211> 256 
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<212> PRT 

<213> Homo sapiens 



<400> 83 

Tyr Glu Leu Leu Glu Val Leu Gly Lys Gly Ala Phe Gly Lys Val Tyr 
15 10 15 

Leu Ala Arg Asp Lys Lys Thr Gly Lys Leu Val Ala lie Lys Val lie 
20 25 30 

Lys Lys Glu Lys Leu Lys Lys Lys Lys Arg Glu Arg lie Leu Arg Glu 
35 40 45 

lie Lys lie Leu Lys Lys Leu Asp His Pro Asn lie Val Lys Leu Tyr 
50 55 60 

Asp Val Phe Glu Asp Asp Asp Lys Leu Tyr Leu Val Met Glu Tyr Cys 
65 70 75 80 

Glu Gly Gly Asp Leu Phe Asp Leu Leu Lys Lys Arg Gly Arg Leu Ser 
85 90 95 

Glu Asp Glu Ala Arg Phe Tyr Ala Arg Gin lie Leu Ser Ala Leu Glu 
100 105 110 

Tyr Leu His Ser Gin Gly lie lie His Arg Asp Leu Lys Pro Glu Asn 

115 120 125 

lie Leu Leu Asp Ser Asp Gly His Val Lys Leu Ala Asp Phe Gly Leu 
130 135 140 

Ala Lys Gin Leu Asp Ser Gly Gly Thr Leu Leu Thr Thr Phe Val Gly 
145 150 155 160 

Thr Pro Glu Tyr Met Ala Pro Glu Val Leu Leu Gly Lys Gly Tyr Gly 
165 170 175 

Lys Ala Val Asp lie Trp Ser Leu Gly Val lie Leu Tyr Glu Leu Leu 
180 185 190 

Thr Gly Lys Pro Pro Phe Pro Gly Asp Asp Gin Leu Leu Ala Leu Phe 
195 200 205 

Lys Lys lie Gly Lys Pro Pro Pro Pro Phe Pro Pro Pro Glu Trp Lys 
210 215 220 

lie Ser Pro Glu Ala Lys Asp Leu He Lys Lys Leu Leu Val Lys Asp 
225 230 235 240 

Pro Glu Lys Arg Leu Thr Ala Glu Glu Ala Leu Glu His Pro Phe Phe 
245 250 255 



<210> 84 
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<211> 256 
<212> PRT 

<213> Homo sapiens 
<400> 84 

Tyr Glu Leu Gly Glu Lys Leu Gly Ser Gly Ala Phe Gly Lys Val Tyr 
15 10 15 

Lys Gly Lys His Lys Asp Thr Gly Glu lie Val Ala lie Lys lie Leu 
20 25 30 

Lys Lys Arg Ser Leu Ser Glu Lys Lys Lys Arg Phe Leu Arg Glu lie 
35 40 45 

Gin lie Leu Arg Arg Leu Ser His Pro Asn lie Val Arg Leu Leu Gly 
50 55 60 

Val Phe Glu Glu Asp Asp His Leu Tyr Leu Val Met Glu Tyr Met Glu 
65 70 75 80 

Gly Gly Asp Leu Phe Asp Tyr Leu Arg Arg Asn Gly Leu Leu Leu Ser 
85 90 95 

Glu Lys Glu Ala Lys Lys lie Ala Leu Gin lie Leu Arg Gly Leu Glu 
100 105 110 

Tyr Leu His Ser Arg Gly lie Val His Arg Asp Leu Lys Pro Glu Asn 
115 120 125 

lie Leu Leu Asp Glu Asn Gly Thr Val Lys lie Ala Asp Phe Gly Leu 
130 135 140 

Ala Arg Lys Leu Glu Ser Ser Ser Tyr Glu Lys Leu Thr Thr Phe Val 
145 150 155 160 

Gly Thr Pro Glu Tyr Met Ala Pro Glu Val Leu Glu Gly Arg Gly Tyr 
165 170 175 

Ser Ser Lys Val Asp Val Trp Ser Leu Gly Val lie Leu Tyr Glu Leu 
180 185 190 

Leu Thr Gly Lys Leu Pro Phe Pro Gly lie Asp Pro Leu Glu Glu Leu 
195 200 205 

Phe Arg lie Lys Glu Arg Pro Arg Leu Arg Leu Pro Leu Pro Pro Asn 
210 215 220 

Cys Ser Glu Glu Leu Lys Asp Leu lie Lys Lys Cys Leu Asn Lys Asp 
225 230 235 240 

Pro Glu Lys Arg Pro Thr Ala Lys Glu lie Leu Asn His Pro Trp Phe 
245 250 255 
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<210> 85 

<211> 244 

<212> PRT 

<213> Homo sapiens 

<400> 85 

Lys Lys Leu Gly Glu Gly Ala Phe Gly Glu Val Tyr Lys Gly Thr Leu 
15 10 15 

Lys Gly Lys Gly Gly Val Glu Val Glu Val Ala Val Lys Thr Leu Lys 
20 25 30 

Glu Asp Ala Ser Glu Gin Gin lie Glu Glu Phe Leu Arg Glu Ala Arg 
35 40 45 

Leu Met Arg Lys Leu Asp His Pro Asn lie Val Lys Leu Leu Gly Val 
50 55 60 

Cys Thr Glu Glu Glu Pro Leu Met lie Val Met Glu Tyr Met Glu Gly 
65 70 75 80 

Gly Asp Leu Leu Asp Tyr Leu Arg Lys Asn Arg Pro Lys Glu Leu Ser 
85 90 95 

Leu Ser Asp Leu Leu Ser Phe Ala Leu Gin lie Ala Arg Gly Met Glu 
100 105 110 

Tyr Leu Glu Ser Lys Asn Phe Val His Arg Asp Leu Ala Ala Arg Asn 
115 120 125 

Cys Leu Val Gly Glu Asn Lys Thr Val Lys lie Ala Asp Phe Gly Leu 
130 135 140 

Ala Arg Asp Leu Tyr Asp Asp Asp Tyr Tyr Arg Lys Lys Lys Ser Pro 
145 150 155 160 

Arg Leu Pro lie Arg Trp Met Ala Pro Glu Ser Leu Lys Asp Gly Lys 
165 170 175 

Phe Thr Ser Lys Ser Asp Val Trp Ser Phe Gly Val Leu Leu Trp Glu 
180 185 190 

lie Phe Thr Leu Gly Glu Ser Pro Tyr Pro Gly Met Ser Asn Glu Glu 
195 200 205 

Val Leu Glu Tyr Leu Lys Lys Gly Tyr Arg Leu Pro Gin Pro Pro Asn 
210 215 220 

Cys Pro Asp Glu lie Tyr Asp Leu Met Leu Gin Cys Trp Ala Glu Asp 
225 230 235 240 

Pro Glu Asp Arg 



<210> 86 
<211> 77 
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<212> PRT 

<213> Homo sapiens 



<400> 86 

Val Glu Leu Glu Lys 
1 5 

Gly Lys Asp Ser Gly 
20 

Gly Ser Pro Ala Ala 
35 

Glu Val Asn Gly Thr 
50 

Asp Leu Leu Lys Glu 
65 



Gly Gly Gly Gly Leu Gly 
10 

Asp Gly Gly Val Val Val 
25 

Lys Ala Gly Leu Lys Pro 
40 

Ser Val Glu Gly Leu Thr 
55 

Ala Gly Gly Lys Val Thr 
70 75 



Phe Ser Leu Val Gly 
15 

Ser Ser Val Val Pro 
30 

Gly Asp Val lie Leu 
45 

His Leu Glu Ala Val 
60 

Leu Thr 



<210> 87 
<211> 78 

<212> PRT 

<213> Homo sapiens 
<400> 87 

Val Thr Leu Glu Arg Gin Gly Arg Gly Gly Leu Gly Phe Ser Leu Lys 
15 10 15 

Gly Gly Ser Asp Lys Gly Asp Gin Gly lie Val Val Ser Glu Val Leu 
20 25 30 

Pro Gly Gly Ala Ala Glu Arg Gly Gly Leu Lys Glu Gly Asp Arg lie 
35 40 45 

Leu Glu He Asn Gly Gin Asp Val Glu Asn Val Thr His Glu Arg Ala 
50 55 60 

Val Leu Ala Leu Lys Gly Ser Gly Gly Glu Val Thr Leu Thr 
65 70 75 



<210> 88 
<211> 348 
<212> PRT 

<213> Rattus norvegicus 
<400> 88 

Met Val Leu Leu Ala Gin Gly Ala Cys Cys Ser Asn Gin Trp Leu Ala 
15 10 15 

Ala Val Leu Leu Ser Leu Cys Ser Cys Leu Pro Ala Gly Gin Ser Val 
20 25 30 

Asp Phe Pro Trp Ala Ala Val Asp Asn Met Leu Val Arg Lys Gly Asp 
35 40 45 
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Thr Ala Val Leu Arg Cys Tyr Leu Glu Asp Gly Ala Ser Lys Gly Ala 
50 55 60 

Trp Leu Asn Arg Ser Ser lie lie Phe Ala Gly Gly Asp Lys Trp Ser 
65 70 75 80 

Val Asp Pro Arg Val Ser lie Ser Thr Leu Asn Lys Arg Asp Tyr Ser 
85 90 95 

Leu Gin He Gin Asn Val Asp Val Thr Asp Asp Gly Pro Tyr Thr Cys 
100 105 110 

Ser Val Gin Thr Gin His Thr Pro Arg Thr Met Gin Val His Leu Thr 
115 120 125 

Val Gin Val Pro Pro Lys He Tyr Asp He Ser Asn Asp Met Thr He 
130 135 140 

Asn Glu Gly Thr Asn Val Thr Leu Thr Cys Leu Ala Thr Gly Lys Pro 
145 150 155 160 

Glu Pro Ala He Ser Trp Arg His He Ser Pro Ser Ala Lys Pro Phe 
165 170 175 

Glu Asn Gly Gin Tyr Leu Asp He Tyr Gly He Thr Arg Asp Gin Ala 
180 185 190 

Gly Glu Tyr Glu Cys Ser Ala Glu Asn Asp Val Ser Phe Pro Asp Val 
195 200 205 

Lys Lys Val Arg Val Val Val Asn Phe Ala Pro Thr He Gin Glu He 
210 215 220 

Lys Ser Gly Thr Val Thr Pro Gly Arg Ser Gly Leu He Arg Cys Glu 
225 230 235 240 

Gly Ala Gly Val Pro Pro Pro Ala Phe Glu Trp Tyr Lys Gly Glu Lys 
245 250 255 



Arg Leu Phe Asn Gly Gin Gin Gly 
260 

Arg Ser He Leu Thr Val Thr Asn 
275 280 

Tyr Thr Cys Val Ala Ala Asn Lys 
290 295 

Pro Leu Asn Pro Pro Ser Thr Ala 
305 310 

Cys Asp Leu Phe Ser Cys Trp Ser 
325 

He Ser He Phe Tyr Leu Lys Asn 
340 



He He He Gin Asn Phe Ser Thr 
265 270 

Val Thr Gin Glu His Phe Gly Asn 
285 

Leu Gly Thr Thr Asn Ala Ser Leu 
300 

Gin Tyr Gly He Thr Gly Ser Ala 
315 320 

Leu Ala Leu Thr Leu Ser Ser Val 
330 335 

Ala He Leu Gin 
345 
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<210> 89 
<211> 352 
<212> PRT 

<213> Gallus gallus 
<400> 89 

Met Val Pro Leu Val Arg Gly Ala Gly Gly Ser His Gin Trp Leu Ala 
15 10 15 

Ala Val Leu Leu Gly Leu Cys Cys Leu Leu Pro Ala Gly Arg Leu Ala 
20 25 30 

Ala Pro Gly Gly Asp Phe Pro Gly Ala Ala Ala Asp Ser Leu Val Val 
35 40 45 

Arg Lys Gly Asp Thr Ala Val Leu Arg Cys Tyr Leu Glu Asp Gly Ala 
50 55 60 

Ser Lys Gly Ala Trp Leu Asn Arg Ser Ser lie lie Phe Ala Gly Ser 
65 70 75 80 

Asp Lys Trp Ser Val Asp Pro Arg Val Ser lie Ala Thr Ala Asn Arg 
85 90 95 

Arg Glu Tyr Ser Leu Gin lie Gin Asp Val Asp Val Thr Asp Asp Gly 

100 105 110 

Pro Tyr Thr Cys Ser Val Gin Thr Gin His Thr Pro Arg Thr Met Gin 
115 120 125 

Val His Leu Thr Val Gin Val Ser Pro Lys lie Phe Arg lie Ser Ser 
130 135 140 

Asp lie Val Val Asn Glu Gly Ser Asn Val Thr Leu Val Cys Leu Ala 
145 150 155 160 

Thr Gly Lys Pro Glu Pro Ser lie Ser Trp Arg His lie Ser Pro Ser 
165 170 175 

Ala Lys Pro Phe Glu Ser Gly Gin Tyr Leu Asp lie Tyr Gly lie Thr 
180 185 190 

Arg Asp Gin Ala Gly Glu Tyr Glu Cys Ser Ala Glu Asn Asp Val Ser 
195 200 205 

Val Pro Asp Val Lys Lys Val Lys Val Thr Val Asn Phe Ala Pro Thr 
210 215 220 

lie Gin Glu Leu Lys Ser Ser Gly Val Met Leu Gly Gly Asn Gly Leu 
225 230 235 240 

He Arg Cys Glu Gly Ala Gly Val Pro Ala Pro Val Phe Glu Trp Tyr 
245 250 255 

Arg Gly Glu Arg Lys Leu He Ser Gly Gin Gin Gly He Thr He Lys 
260 265 270 
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Asn Tyr Ser Thr Arg Ser Leu Leu 
275 280 

His Phe Gly Asn Tyr Thr Cys Val 
290 295 

Asn Ala Ser Leu Pro Leu Asn Pro 
305 310 

Thr Gly Asp Ala Glu Val Leu Phe 
325 

Leu Ser Ser Leu Thr Ser lie Phe 
340 



Thr Val Thr Asn Val Thr Glu Glu 
285 

Ala Ala Asn Lys Leu Gly Met Thr 
300 

Pro Ser Thr Ala Gin Tyr Gly lie 
315 320 

Ser Cys Trp Tyr Leu Val Leu Thr 
330 335 

Tyr Leu Lys Asn lie lie Leu His 
345 • 350 



<210> 90 
<211> 261 
<212> PRT 

<213> Gallus gallus 
<400> 90 

Met Val Pro Leu Val Arg Gly Ala Gly Gly Ser His Gin Trp Leu Ala 
15 10 15 

Ala Val Leu Leu Gly Leu Cys Cys Leu Leu Pro Ala Gly Arg Leu Ala 
20 25 30 

Ala Pro Gly Gly Asp Phe Pro Gly Ala Ala Ala Asp Ser Leu Val Val 
35 40 45 

Arg Lys Gly Asp Thr Ala Val Leu Arg Cys Tyr Leu Glu Asp Gly Ala 
50 55 60 

Ser Lys Gly Ala Trp Leu Asn Arg Ser Ser lie lie Phe Ala Gly Ser 
65 70 75 80 

Asp Lys Trp Ser Val Asp Pro Arg Val Ser lie Ala Thr Ala Asn Arg 
85 90 95 

Arg Glu Tyr Ser Leu Gin lie Gin Asp Val Asp Val Thr Asp Asp Gly 
100 105 110 

Pro Tyr Thr Cys Ser Val Gin Thr Gin His Thr Pro Arg Thr Met Gin 
115 120 125 

Val His Leu Thr Val Gin Val Ser Pro Lys lie Phe Arg lie Ser Ser 
130 135 140 

Asp lie Val Val Asn Glu Gly Ser Asn Val Thr Leu Val Cys Leu Ala 
145 150 155 160 

Thr Gly Lys Pro Glu Pro Ser lie Ser Trp Arg His lie Ser Pro Ser 
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165 170 175 

Ala Lys Pro Phe Glu Ser Gly Gin Tyr Leu Asp lie Tyr Val lie Thr 
180 185 190 

Arg Asp Gin Ala Gly Glu Tyr Glu Cys Ser Ala Glu Asn Asp Val Ser 
195 200 205 

Val Pro Asp Val Lys Lys Val Lys Val Thr Val Asn Ser Pro Ser Thr 
210 215 220 

Ala Gin Tyr Gly lie Thr Gly Asp Ala Glu Val Leu Phe Ser Cys Trp 
225 230 235 240 

Tyr Leu Val Leu Thr Leu Ser Ser Leu Thr Ser lie Phe Tyr Leu Lys 
245 250 255 

Asn lie lie Leu His 
260 



<210> 91 

<211> 338 
<212> PRT 

<213> Rattus norvegicus 
<400> 91 

Met Val Gly Arg Val Gin Pro Asp Arg Lys Gin Leu Pro Leu Val Leu 
15 10 15 

Leu Arg Leu Leu Cys Leu Leu Pro Thr Gly Leu Pro Val Arg Ser Val 
20 25 30 

Asp Phe Asn Arg Gly Thr Asp Asn lie Thr Val Arg Gin Gly Asp Thr 
35 40 45 

Ala lie Leu Arg Cys Val Val Glu Asp Lys Asn Ser Lys Val Ala Trp 
50 55 60 

Leu Asn Arg Ser Gly lie lie Phe Ala Gly His Asp Lys Trp Ser Leu 
65 70 75 80 

Asp Pro Arg Val Glu Leu Glu Lys Arg His Ala Leu Glu Tyr Ser Leu 
85 90 95 

Arg lie Gin Lys Val Asp Val Tyr Asp Glu Gly Ser Tyr Thr Cys Ser 
100 105 110 

Val Gin Thr Gin His Glu Pro Lys Thr Ser Gin Val Tyr Leu lie Val 
115 120 125 

Gin Val Pro Pro Lys lie Ser Asn lie Ser Ser Asp Val Thr Val Asn 
130 135 140 

Glu Gly Ser Asn Val Thr Leu Val Cys Met Ala Asn Gly Arg Pro Glu 
145 150 155 160 



170 



Pro Val lie Thr Trp Arg His Leu Thr Pro Leu Gly Arg Glu Phe Glu 
165 170 175 



Gly Glu Glu Glu Tyr Leu Glu lie Leu Gly He Thr Arg Glu Gin Ser 
180 185 190 

Gly Lys Tyr Glu Cys Lys Ala Ala Asn Glu Val Ser Ser Ala Asp Val 
195 200 205 

Lys Gin Val Lys Val Thr Val Asn Tyr Pro Pro Thr He Thr Glu Ser 
210 215 220 

Lys Ser Asn Glu Ala Thr Thr Gly Arg Gin Ala Ser Leu Lys Cys Glu 
225 230 235 240 

Ala Ser Ala Val Pro Ala Pro Asp Phe Glu Trp Tyr Arg Asp Asp Thr 
245 250 255 

Arg He Asn Ser Ala Asn Gly Leu Glu He Lys Ser Thr Glu Gly Gin 
260 265 270 

Ser Ser Leu Thr Val Thr Asn Val Thr Glu Glu His Tyr Gly Asn Tyr 
275 280 285 

Thr Cys Val Ala Ala Asn Lys Leu Gly Val Thr Asn Ala Ser Leu Val 
290 295 300 

Leu Phe Arg Pro Gly Ser Val Arg Gly He Asn Gly Ser He Ser Leu 
305 310 315 320 

Ala Val Pro Leu Trp Leu Leu Ala Ala Ser Leu Phe Cys Leu Leu Ser 
325 330 335 

Lys Cys 



<210> 92 
<211> 338 
<212> PRT 

<213> Homo sapiens 
<400> 92 

Met Val Gly Arg Val Gin Pro Asp Arg Lys Gin Leu Pro Leu Val Leu 
15 10 15 

Leu Arg Leu Leu Cys Leu Leu Pro Thr Gly Leu Pro Val Arg Ser Val 
20 25 30 

Asp Phe Asn Arg Gly Thr Asp Asn He Thr Val Arg Gin Gly Asp Thr 
35 40 45 

Ala He Leu Arg Cys Val Leu Glu Asp Lys Asn Ser Lys Val Ala Trp 
50 55 60 

Leu Asn Arg Ser Gly He He Phe Ala Gly His Asp Lys Trp Ser Leu 
65 70 75 80 
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Asp Pro Arg Val Glu Leu Glu Lys Arg His Ser Leu Glu Tyr Ser Leu 
85 90 95 



Arg lie Gin Lys Val Asp Val Tyr Asp Glu Gly Ser Tyr Thr Cys Ser 
100 105 110. 

Val Gin Thr Gin His Glu Pro Lys Thr Ser Gin Val Tyr Leu lie Val 
115 120 125 

Gin Val Pro Pro Lys lie Ser Asn lie Ser Ser Asp Val Thr Val Asn 
130 135 140 

Glu Gly Ser Asn Val Thr Leu Val Cys Met Ala Asn Gly Arg Pro Glu 
145 150 155 160 

Pro Val lie Thr Trp Arg His Leu Thr Pro Thr Gly Arg Glu Phe Glu 
165 170 175 

Gly Glu Glu Glu Tyr Leu Glu lie Leu Gly lie Thr Arg Glu Gin Ser 
180 185 190 

Gly Lys Tyr Glu Cys Lys Ala Ala Asn Glu Val Ser Ser Ala Asp Val 
195 200 205 

Lys Gin Val Lys Val Thr Val Asn Tyr Pro Pro Thr lie Thr Glu Ser 

210 215 220 

Lys Ser Asn Glu Ala Thr Thr Gly Arg Gin Ala Ser Leu Lys Cys Glu 
225 230 235 240 

Ala Ser Ala Val Pro Ala Pro Asp Phe Glu Trp Tyr Arg Asp Asp Thr 
245 250 255 

Arg lie Asn Ser Ala Asn Gly Leu Glu lie Lys Ser Thr Glu Gly Gin 
260 265 270 

Ser Ser Leu Thr Val Thr Asn Val Thr Glu Glu His Tyr Gly Asn Tyr 
275 280 285 

Thr Cys Val Ala Ala Asn Lys Leu Gly Val Thr Asn Ala Ser Leu Val 
290 295 300 

Leu Phe Arg Pro Gly Ser Val Arg Gly lie Asn Gly Ser lie Ser Leu 
305 310 315 320 

Ala Val Pro Leu Trp Leu Leu Ala Ala Ser Leu Leu Cys Leu Leu Ser 
325 330 335 



Lys Cys 



<210> 93 
<211> 82 
<212> PRT 

<213> Homo sapiens 
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<400> 93 

Pro Ser Val Thr Val Lys Glu Gly Glu Ser Val Thr Leu Ser Cys Glu 
15 10 15 



Ala Ser Gly Asn Pro Pro Pro Thr 
20 

Lys Leu Leu Ala Glu Ser Gly Arg 
35 40 

Asn Ser Thr Leu Thr lie Ser Asn 
50 55 

Tyr Thr Cys Ala Ala Thr Asn Ser 
65 70 

Thr Leu 



Val Thr Trp Tyr Lys Gin Gly Gly 
25 30 

Phe Ser Val Ser Arg Ser Gly Gly 
45 

Val Thr Pro Glu Asp Ser Gly Thr 
60 

Ser Gly Ser Ala Ser Ser Gly Thr 
75 80 



<210> 94 

<211> 63 
<212> PRT 

<213> Homo sapiens 
<400> 94 

Leu Glu Gly Glu Ser Val Thr Leu Thr Cys Pro Ala Ser Gly Asp Pro 
15 10 15 

Val Pro Asn lie Thr Trp Leu Lys Asp Gly Lys Pro Leu Pro Glu Ser 
20 25 30 

Arg Val Val Ala Ser Gly Ser Thr Leu Thr lie Lys Asn Val Ser Leu 
35 40 45 

Glu Asp Ser Gly Leu Tyr Thr Cys Val Ala Arg Asn Ser Val Gly 
50 55 60 



<210> 95 
<211> 1066 
<212> PRT 

<213> Homo sapiens 
<400> 95 

Pro Leu Pro Tyr Trp Thr Ala Val Phe Glu Tyr Glu Ala Ala Gly Glu 
15 10 15 

Asp Glu Leu Thr Leu Arg Leu Gly Asp Val Val Glu Val Leu Ser Lys 
20 25 30 

Asp Ser Gin Val Ser Gly Asp Glu Gly Trp Trp Thr Gly Gin Leu Asn 
35 40 45 

Gin Arg Val Gly He Phe Pro Ser Asn Tyr Val Thr Pro Arg Ser Ala 
50 55 60 
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Phe Ser Ser Arg Cys Gin Pro Gly Gly Glu Asp Pro Ser Cys Tyr Pro 
65 70 75 80 



Pro lie Gin Leu Leu Glu lie Asp Phe Ala Glu Leu Thr Leu Glu Glu 
85 90 95 

lie lie Gly lie Gly Gly Phe Gly Lys Val Tyr Arg Ala Phe Trp lie 
100 105 110 

Gly Asp Glu Val Ala Val Lys Ala Ala Arg His Asp Pro Asp Glu Asp 
115 120 125 

lie Ser Gin Thr lie Glu Asn Val Arg Gin Glu Ala Lys Leu Phe Ala 
130 135 140 

Met Leu Lys His Pro Asn lie lie Ala Leu Arg Gly Val Cys Leu Lys 
145 150 155 160 

Glu Pro Asn Leu Cys Leu Val Met Glu Phe Ala Arg Gly Gly Pro Leu 
165 170 175 

Asn Arg Val Leu Ser Gly Lys Arg lie Pro Pro Asp lie Leu Val Asn 
180 185 190 

Trp Ala Val Gin lie Ala Arg Gly Met Asn Tyr Leu His Asp Glu Ala 

195 200 205 

lie Val Pro lie lie His Arg Asp Leu Lys Ser Ser Asn He Leu He 
210 215 220 

Leu Gin Lys Val Glu Asn Gly Asp Leu Ser Asn Lys He Leu Lys He 
225 230 235 240 

Thr Asp Phe Gly Leu Ala Arg Glu Trp His Arg Thr Thr Lys Met Ser 
245 250 255 

Ala Ala Gly Thr Tyr Ala Trp Met Ala Pro Glu Val He Arg Ala Ser 
260 265 270 

Met Phe Ser Lys Gly Ser Asp Val Trp Ser Tyr Gly Val Leu Leu Trp 
275 280 285 

Glu Leu Leu Thr Gly Glu Val Pro Phe Arg Gly He Asp Gly Leu Ala 
290 295 300 

Val Ala Tyr Gly Val Ala Met Asn Lys Leu Ala Leu Pro He Pro Ser 
305 310 315 320 

Thr Cys Pro Glu Pro Phe Ala Lys Leu Met Glu Asp Cys Trp Asn Pro 
325 330 335 

Asp Pro His Ser Arg Pro Ser Phe Thr Asn He Leu Asp Gin Leu Thr 
340 345 350 



Thr He Glu Glu Ser Gly Phe Phe Glu Met Pro Lys Asp Ser Phe His 
355 360 365 
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Cys Leu Gin Asp Asn Trp Lys His Glu lie Gin Glu Met Phe Asp Gin 
370 375 380 



Leu Arg Ala Lys Glu Lys Glu Leu Arg Thr Trp Glu Glu Glu Leu Thr 
385 390 395 400 

Arg Ala Ala Leu Gin Gin Lys Asn Gin Glu Glu Leu Leu Arg Arg Arg 
405 410 415 

Glu Gin Glu Leu Ala Glu Arg Glu lie Asp lie Leu Glu Arg Glu Leu 
420 425 430 

Asn lie lie lie His Gin Leu Cys Gin Glu Lys Pro Arg Val Lys Lys 
435 440 445 

Arg Lys Gly Lys Phe Arg Lys Ser Arg Leu Lys Leu Lys Asp Gly Asn 
450 455 460 

Arg lie Ser Leu Pro Ser Asp Phe Gin His Lys Phe Thr Val Gin Ala 
465 470 475 480 

Ser Pro Thr Met Asp Lys Arg Lys Ser Leu lie Asn Ser Arg Ser Ser 
485 490 495 

Pro Pro Ala Ser Pro Thr lie lie Pro Arg Leu Arg Ala lie Gin Leu 
500 505 510 

Thr Pro Gly Glu Ser Ser Lys Thr Trp Gly Arg Ser Ser Val Val Pro 
515 520 525 

Lys Glu Glu Gly Glu Glu Glu Glu Lys Arg Ala Pro Lys Lys Lys Gly 
530 535 540 

Arg Thr Trp Gly Pro Gly Thr Leu Gly Gin Lys Glu Leu Ala Ser Gly 
545 550 555 560 

Asp Glu Gly Ser Pro Gin Arg Arg Glu Lys Ala Asn Gly Leu Ser Thr 
565 570 575 

Pro Ser Glu Ser Pro His Phe His Leu Gly Leu Lys Ser Leu Val Asp 
580 "'585 590 

Gly Tyr Lys Gin Trp Ser Ser Ser Ala Pro Asn Leu Val Lys Gly Pro 
595 600 605 

Arg Ser Ser Pro Ala Leu Pro Gly Phe Thr Ser Leu Met Glu Met Ala 
610 615 620 

Leu Leu Ala Ala Ser Trp Val Val Pro lie Asp He Glu Glu Asp Glu 
625 630 635 640 

Asp Ser Glu Gly Pro Gly Ser Gly Glu Ser Arg Leu Gin His Ser Pro 
645 650 655 

Ser Gin Ser Tyr Leu Cys He Pro Phe Pro Arg Gly Glu Asp Gly Asp 
660 665 670 
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Gly Pro Ser Ser Asp Gly lie His Glu Glu Pro Thr Pro Val Asn Ser 
675 680 685 



Ala Thr Ser Thr Pro Gin Leu Thr Pro Thr Asn Ser Leu Lys Arg Gly 
690 695 700 

Gly Ala His His Arg Arg Cys Glu Val Ala Leu Leu Gly Cys Gly Ala 
705 710 715 720 

Val Leu Ala Ala Thr Gly Leu Gly Phe Asp Leu Leu Glu Ala Gly Lys 
725 730 735 

Cys Gin Leu Leu Pro Leu Glu Glu Pro Glu Pro Pro Ala Arg Glu Glu 
740 745 750 

Lys Lys Arg Arg Glu Gly Leu Phe Gin Arg Ser Ser Arg Pro Arg Arg 
755 760 765 

Ser Thr Ser Pro Pro Ser Arg Lys Leu Phe Lys Lys Glu Glu Pro Met 
770 775 780 

Leu Leu Leu Gly Asp Pro Ser Ala Ser Leu Thr Leu Leu Ser Leu Ser 
785 790 795 800 

Ser lie Ser Glu Cys Asn Ser Thr Arg Ser Leu Leu Arg Ser Asp Ser 
805 810 815 

Asp Glu lie Val Val Tyr Glu Met Pro Val Ser Pro Val Glu Ala Pro 
820 825 830 

Pro Leu Ser Pro Cys Thr His Asn Pro Leu Val Asn Val Arg Val Glu 
835 840 845 

Arg Phe Lys Arg Asp Pro Asn Gin Ser Leu Thr Pro Thr His Val Thr 
850 855 860 

Leu Thr Thr Pro Ser Gin Pro Ser Ser His Arg Arg Thr Pro Ser Asp 
865 870 875 880 

Gly Ala Leu Lys Pro Glu Thr Leu Leu Ala Ser Arg Ser Pro Ser Ser 
885 890 895 

Asn Gly Leu Ser Pro Ser Pro Gly Ala Gly Met Leu Lys Thr Pro Ser 
900 905 910 

Pro Ser Arg Asp Pro Gly Glu Phe Pro Arg Leu Pro Asp Pro Asn Val 
915 920 925 

Val Phe Pro Pro Thr Pro Arg Arg Trp Asn Thr Gin Gin Asp Ser Thr 
930 935 940 

Leu Glu Arg Pro Lys Thr Leu Glu Phe Leu Pro Arg Pro Arg Pro Ser 
945 950 955 960 

Ala Asn Arg Gin Arg Leu Asp Pro Trp Trp Phe Val Ser Pro Ser His 
965 970 975 
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Ala Arg Ser Thr Ser Pro Ala Asn 
980 

Asn Leu Asp Ser Cys Phe Ala Ser 
995 1000 



Ser Ser Ser Thr Glu Thr Pro Ser 
985 990 

Ser Ser Ser Thr Val Glu Glu Arg 
1005 



Pro Gly Leu Pro Ala Leu Leu Pro Phe Gin Ala Gly Pro Leu Pro Pro 
1010 1015 1020 

Thr Glu Arg Thr Leu Leu Asp Leu Asp Ala Glu Gly Gin Ser Gin Asp 
1025 1030 1035 1040 

Ser Thr Val Pro Leu Cys Arg Ala Glu Leu Asn Thr His Arg Pro Ala 
1045 1050 1055 

Pro Tyr Glu lie Gin Gin Glu Phe Trp Ser 
1060 1065 



<210> 96 
<211> 922 

<212> PRT 

<213> Homo sapiens 

<400> 96 

Met Leu Lys His Pro Asn lie lie Ala Leu Arg Gly Val Cys Leu Lys 
15 10 15 

Glu Pro Asn Leu Cys Leu Val Met Glu Phe Ala Arg Gly Gly Pro Leu 
20 25 30 

Asn Arg Val Leu Ser Gly Lys Arg lie Pro Pro Asp lie Leu Val Asn 
35 40 45 

Trp Ala Val Gin lie Ala Arg Gly Met Asn Tyr Leu His Asp Glu Ala 
50 55 60 

lie Val Pro lie lie His Arg Asp Leu Lys Ser Ser Asn lie Leu lie 
65 70 75 80 

Leu Gin Lys Val Glu Asn Gly Asp Leu Ser Asn Lys lie Leu Lys lie 
85 90 95 

Thr Asp Phe Gly Leu Ala Arg Glu Trp His Arg Thr Thr Lys Met Ser 
100 105 110 

Ala Ala Gly Thr Tyr Ala Trp Met Ala Pro Glu Val lie Arg Ala Ser 
115 120 125 

Met Phe Ser Lys Gly Ser Asp Val Trp Ser Tyr Gly Val Leu Leu Trp 
130 135 140 

Glu Leu Leu Thr Gly Glu Val Pro Phe Arg Gly lie Asp Gly Leu Ala 
145 150 155 160 



Val Ala Tyr Gly Val Ala Met Asn Lys 



Leu Ala Leu Pro lie Pro Ser 
177 



165 



170 



175 



Thr Cys Pro Glu Pro Phe Ala Lys 
180 

Asp Pro His Ser Arg Pro Ser Phe 
195 200 

Thr lie Glu Glu Ser Gly Phe Phe 
210 215 

Cys Leu Gin Asp Asn Trp Lys His 
225 230 

Leu Arg Ala Lys Glu Lys Glu Leu 
245 



Leu Met Glu Asp Cys Trp Asn Pro 
185 190 

Thr Asn lie Leu Asp Gin Leu Thr 
205 

Glu Met Pro Lys Asp Ser Phe His 
220 

Glu lie Gin Glu Met Phe Asp Gin 
235 240 

Arg Thr Trp Glu Glu Glu Leu Thr 
250 255 



Arg Ala Ala Leu Gin Gin Lys Asn 
260 

Glu Gin Glu Leu Ala Glu Arg Glu 
275 280 

Asn lie lie lie His Gin Leu Cys 
290 295 

Arg Lys Gly Lys Phe Arg Lys Ser 
305 310 

Arg lie Ser Leu Pro Ser Asp Phe 
325 



Gin Glu Glu Leu Leu Arg Arg Arg 
265 270 

lie Asp lie Leu Glu Arg Glu Leu 
285 

Gin Glu Lys Pro Arg Val Lys Lys 
300 

Arg Leu Lys Leu Lys Asp Gly Asn 
315 320 

Gin His Lys Phe Thr Val Gin Ala 
330 335 



Ser Pro Thr Met Asp Lys Arg Lys Ser Leu lie Asn Ser Arg Ser Ser 

340 345 350 

Pro Pro Ala Ser Pro Thr lie lie Pro Arg Leu Arg Ala lie Gin Leu 

355 360 365 

Thr Pro Gly Glu Ser Ser Lys Thr Trp Gly Arg Ser Ser Val Val Pro 

. 370 375 380 



Lys Glu Glu Gly Glu Glu Glu Glu 
385 390 

Arg Thr Trp Gly Pro Gly Thr Leu 
405 

Asp Glu Gly Ser Pro Gin Arg Arg 
420 

Pro Ser Glu Ser Pro His Phe His 
435 440 

Gly Tyr Lys Gin Trp Ser Ser Ser 
450 455 

Arg Ser Ser Pro Ala Leu Pro Gly 



Lys Arg Ala Pro Lys Lys Lys Gly 
395 400 

Gly Gin Lys Glu Leu Ala Ser Gly 
410 415 

Glu Lys Ala Asn Gly Leu Ser Thr 
425 430 

Leu Gly Leu Lys Ser Leu Val Asp 
445 

Ala Pro Asn Leu Val Lys Gly Pro 
460 

Phe Thr Ser Leu Met Glu Met Ala 
178 



465 



470 



475 



480 



Leu Leu Ala Ala Ser Trp Val Val Pro lie Asp lie Glu Glu Asp Glu 
485 490 495 

Asp Ser Glu Gly Pro Gly Ser Gly Glu Ser Arg Leu Gin His Ser Pro 
500 505 510 

Ser Gin Ser Tyr Leu Cys lie Pro Phe Pro Arg Gly Glu Asp Gly Asp 
515 520 525 

Gly Pro Ser Ser Asp Gly lie His Glu Glu Pro Thr Pro Val Asn Ser 
530 535 540 

Ala Thr Ser Thr Pro Gin Leu Thr Pro Thr Asn Ser Leu Lys Arg Gly 
545 550 555 560 

Gly Ala His His Arg Arg Cys Glu Val Ala Leu Leu Gly Cys Gly Ala 
565 570 575 

Val Leu Ala Ala Thr Gly Leu Gly Phe Asp Leu Leu Glu Ala Gly Lys 
580 585 590 

Cys Gin Leu Leu Pro Leu Glu Glu Pro Glu Pro Pro Ala Arg Glu Glu 
595 600 605 

Lys Lys Arg Arg Glu Gly Leu Phe Gin Arg Ser Ser Arg Pro Arg Arg 
610 615 620 

Ser Thr Ser Pro Pro Ser Arg Lys Leu Phe Lys Lys Glu Glu Pro Met 
625 630 635 640 

Leu Leu Leu Gly Asp Pro Ser Ala Ser Leu Thr Leu Leu Ser Leu Ser 
645 650 655 

Ser lie Ser Glu Cys Asn Ser Thr Arg Ser Leu Leu Arg Ser Asp Ser 
660 665 670 

Asp Glu lie Val Val Tyr Glu Met Pro Val Ser Pro Val Glu Ala Pro 
675 680 685 

Pro Leu Ser Pro Cys Thr His Asn Pro Leu Val Asn Val Arg Val Glu 
690 695 700 

Arg Phe Lys Arg Asp Pro Asn Gin Ser Leu Thr Pro Thr His Val Thr 
705 710 715 720 

Leu Thr Thr Pro Ser Gin Pro Ser Ser His Arg Arg Thr Pro Ser Asp 
725 730 735 

Gly Ala Leu Lys Pro Glu Thr Leu Leu Ala Ser Arg Ser Pro Ser Ser 
740 745 750 

Asn Gly Leu Ser Pro Ser Pro Gly Ala Gly Met Leu Lys Thr Pro Ser 
755 760 765 



Pro Ser Arg Asp Pro Gly Glu Phe Pro Arg Leu Pro Asp Pro Asn Val 
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770 



775 



780 



Val Phe Pro Pro Thr Pro Arg Arg Trp Asn Thr Gin Gin Asp Ser Thr 
785 790 795 800 

Leu Glu Arg Pro Lys Thr Leu Glu Phe Leu Pro Arg Pro Arg Pro Ser 
805 810 815 

Ala Asn Arg Gin Arg Leu Asp Pro Trp Trp Phe Val Ser Pro Ser His 
820 825 830 

Ala Arg Ser Thr Ser Pro Ala Asn Ser Ser Ser Thr Glu Thr Pro Ser 

835 840 845 

Asn Leu Asp Ser Cys Phe Ala Ser Ser Ser Ser Thr Val Glu Glu Arg 
850 855 860 

Pro Gly Leu Pro Ala Leu Leu Pro Phe Gin Ala Gly Pro Leu Pro Pro 
865 870 875 880 

Thr Glu Arg Thr Leu Leu Asp Leu Asp Ala Glu Gly Gin Ser Gin Asp 
885 890 895 

Ser Thr Val Pro Leu Cys Arg Ala Glu Leu Asn Thr His Arg Pro Ala 
900 905 910 



Pro Tyr Glu lie Gin Gin Glu Phe Trp Ser 
915 920 



<210> 97 
<211> 954 
<212> PRT 

<213> Homo sapiens 
<400> 97 

Met Glu Glu Glu Glu Gly Ala Val Ala Lys Glu Trp Gly Thr Thr Pro 
15 10 15 

Ala Gly Pro Val Trp Thr Ala Val Phe Asp Tyr Glu Ala Ala Gly Asp 
20 25 30 

Glu Glu Leu Thr Leu Arg Arg Gly Asp Arg Val Gin Val Leu Ser Gin 
35 40 45 

Asp Cys Ala Val Ser Gly Asp Glu Gly Trp Trp Thr Gly Gin Leu Pro 
50 55 60 

Ser Gly Arg Val Gly Val Phe Pro Ser Asn Tyr Val Ala Pro Gly Ala 
65 70 75 80 

Pro Ala Ala Pro Ala Gly Leu Gin Leu Pro Gin Glu lie Pro Phe His 
85 90 95 

Glu Leu Gin Leu Glu Glu lie lie Gly Val Gly Gly Phe Gly Lys Val 
100 105 110 
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Tyr Arg Ala Leu Trp Arg Gly Glu Glu Val Ala Val Lys Ala Ala Arg 
115 120 125 

Leu Asp Pro Glu Lys Asp Pro Ala Val Thr Ala Glu Gin Val Cys Gin 
130 135 140 

Glu Ala Arg Leu Phe Gly Ala Leu Gin His Pro Asn lie lie Ala Leu 
145 150 155 160 

Arg Gly Ala Cys Leu Asn Pro Pro His Leu Cys Leu Val Met Glu Tyr 

165 170 175 

Ala Arg Gly Gly Ala Leu Ser Arg Val Leu Ala Gly Arg Arg Val Pro 
180 185 190 

Pro His Val Leu Val Asn Trp Ala Val Gin Val Ala Arg Gly Met Asn 
195 200 205 

Tyr Leu His Asn Asp Ala Pro Val Pro lie lie His Arg Asp Leu Lys 
210 215 220 

Ser lie Asn lie Leu lie Leu Glu Ala lie Glu Asn His Asn Leu Ala 
225 230 235 240 

Asp Thr Val Leu Lys lie Thr Asp Phe Gly Leu Ala Arg Glu Trp His 
245 250 255 

Lys Thr Thr Lys Met Ser Ala Ala Gly Thr Tyr Ala Trp Met Ala Pro 
260 265 270 

Glu Val lie Arg Leu Ser Leu Phe Ser Lys Ser Ser Asp Vai Trp Ser 
275 280 285 

Phe Gly Val Leu Leu Trp Glu Leu Leu Thr Gly Glu Val Pro Tyr Arg 

290 295 300 

Glu lie Asp Ala Leu Ala Val Ala Tyr Gly Val Ala Met Asn Lys Leu 
305 310 315 320 

Thr Leu Pro lie Pro Ser Thr Cys Pro Glu Pro Phe Ala Arg Leu Leu 
325 330 335 

Glu Glu Cys Trp Asp Pro Asp Pro His Gly Arg Pro Asp Phe Gly Ser 
340 345 350 

lie Leu Lys Arg Leu Glu Val lie Glu Gin Ser Ala Leu Phe Gin Met 
355 360 365 

Pro Leu Glu Ser Phe His Ser Leu Gin Glu Asp Trp Lys Leu Glu lie 
370 375 380 

Gin His Met Phe Asp Asp Leu Arg Thr Lys Glu Lys Glu Leu Arg Ser 
385 390 395 400 

Arg Glu Glu Glu Leu Leu T^g Ala Ala Gin Glu Gin Arg Phe Gin Glu 
405 410 415 
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Glu Gin Leu Arg Arg Arg Glu Gin Glu Leu Ala Glu Arg Glu Met Asp 
420 425 430 



lie Val Glu Arg Glu Leu His Leu Leu Met Cys Gin Leu Ser Gin Glu 
435 440 445 

Lys Pro Arg Val Arg Lys Arg Lys Gly Asn Phe Lys Arg Ser Arg Leu 

450 455 460 

Leu Lys Leu Arg Glu Gly Gly Ser His lie Ser Leu Pro Ser Gly Phe 
465 470 475 480 

Glu His Lys lie Thr Val Gin Ala Ser Pro Thr Leu Asp Lys Arg Lys 
485 490 495 

Gly Ser Asp Gly Ala Ser Pro Pro Ala Ser Pro Ser lie lie Pro Arg 
500 505 510 

Leu Arg Ala lie Arg Leu Thr Pro Val Asp Cys Gly Gly Ser Ser Ser 
515 520 525 

Gly Ser Ser Ser Gly Gly Ser Gly Thr Trp Ser Arg Gly Gly Pro Pro 
530 535 540 

Lys Lys Glu Glu Leu Val Gly Gly Lys Lys Lys Gly Arg Thr Trp Gly 
545 550 555 560 

Pro Ser Ser Thr Leu Gin Lys Glu Arg Val Gly Gly Glu Glu Arg Leu 
565 570 575 

Lys Gly Leu Gly Glu Gly Ser Lys Gin Trp Ser Ser Ser Ala Pro Asn 
580 585 590 

Leu Gly Lys Ser Pro Lys His Thr Pro lie Ala Pro Gly Phe Ala Ser 
595 600 605 

Leu Asn Glu Met Glu Glu Phe Ala Glu Ala Glu Asp Gly Gly Ser Ser 
610 615 620 

Val Pro Pro Ser Pro Tyr Ser Thr Pro Ser Tyr Leu Ser Val Pro Leu 
625 630 635 640 

Pro Ala Glu Pro Ser Pro Gly Ala Arg Ala Pro Trp Glu Pro Thr Pro 
645 650 655 

Ser Ala Pro Pro Ala Arg Trp Gly His Gly Ala Arg Arg Arg Cys Asp 
660 665 670 

Leu Ala Leu Leu Gly Cys Ala Thr Leu Leu Gly Ala Val Gly Leu Gly 
675 680 685 

Ala Asp Val Ala Glu Ala Arg Ala Ala Asp Gly Glu Glu Gin Arg Arg 
690 695 700 

Trp Leu Asp Gly Leu Phe Phe Pro Arg Ala Gly Arg Phe Pro Arg Gly 
705 710 715 720 
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Leu Ser 



Pro Pro 



Ala Arg Pro His Gly Arg Arg Glu Asp Val Gly Pro 
725 730 735 



Gly Leu Gly Leu Ala Pro Ser Ala Thr Leu Val Ser Leu Ser Ser Val 
740 745 750 

Ser Asp Cys Asn Ser Thr Arg Ser Leu Leu Arg Ser Asp Ser Asp Glu 
755 760 765 

Ala Ala Pro Ala Ala Pro Ser Pro Pro Pro Ser Pro Pro Ala Pro Thr 
770 775 780 

Pro Thr Pro Ser Pro Ser Thr Asn Pro Leu Val Asp Leu Glu Leu Glu 
785 790 795 800 

Ser Phe Lys Lys Asp Pro Gly Gin Ser Leu Thr Pro Thr His Val Thr 
805 810 815 

Ala Val Cys Ala Val Ser Arg Gly His Arg Arg Thr Pro Ser Asp Gly 
820 825 830 

Ala Leu Gly Gin Arg Gly Pro Pro Glu Pro Ala Gly His Gly Pro Gly 
835 840 845 

Pro Arg Asp Leu Leu Asp Phe Pro Arg Leu Pro Asp Pro Gin Ala Leu 
850 855 860 

Phe Pro Ala Arg Arg Arg Pro Pro Glu Phe Pro Gly Arg Pro Thr Thr 
865 870 875 880 

Leu Thr Phe Ala Pro Arg Pro Arg Pro Ala Ala Ser Arg Pro Arg Leu 
885 890 895 

Asp Pro Trp Lys Leu Val Ser Phe Gly Arg Thr Leu Thr lie Ser Pro 
900 905 910 

Pro Ser Arg Pro Asp Thr Pro Glu Ser Pro Gly Pro Pro Ser Val Gin 
915 920 925 

Pro Thr Leu Leu Asp Met Asp Met Glu Gly Gin Asn Gin Asp Ser Thr 
930 935 940 



Val Pro Leu Cys Gly Ala His Gly Ser His 
945 950 



<210> 98 

<211> 953 

<212> PRT 

<213> Homo sapiens 

<400> 98 

Met Glu Glu Glu Glu Gly Ala Val Ala Lys' Glu Trp Gly Thr Thr Pro 
15 10 15 

Ala Gly Pro Val Trp Thr Ala Val Phe Asp Tyr Glu Ala Ala Gly Asp 
20 25 30 
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Glu Glu Leu Thr Leu Arg Arg Gly Asp Arg Val Gin Val 
35 40 45 



Leu 



Ser Gin 



Asp Cys Ala Val Ser Gly Asp Glu Gly Trp Trp Thr Gly Gin Leu Pro 
50 55 60 

Ser Gly Arg Val Gly Val Phe Pro Ser Asn Tyr Val ■ Ala Pro Gly Ala 
65 70 75 80 

Pro Ala Ala Pro Ala Gly Leu Gin Leu Pro Gin Glu He Pro Phe His 
85 90 95 

Glu Leu Gin Leu Glu Glu He He Gly Val Gly Gly Phe Gly Lys Val 
100 105 110 

Tyr Arg Ala Leu Trp Arg Gly Glu Glu Val Ala Val Lys Ala Ala Arg 
115 120 125 

Leu Asp Pro Glu Lys Asp Pro Ala Val Thr Ala Glu Gin Val Cys Gin 
130 135 140 

Glu Ala Arg Leu Phe Gly Ala Leu Gin His Pro Asn He He Ala Leu 
145 150 155 160 

Arg Gly Ala Cys Leu Asn Pro Pro His Leu Cys Leu Val Met Glu Tyr 
165 170 175 

Ala Arg Gly Gly Ala Leu Ser Arg Val Leu Ala Gly Arg Arg Val Pro 
180 185 190 

Pro His Val Leu Val Asn Trp Ala Val Gin Val Ala Arg Gly Met Asn 
195 200 205 

Tyr Leu His Asn Asp Ala Pro Val Pro He He His Arg Asp Leu Lys 
210 215 220 

Ser He Asn He Leu He Leu Glu Ala He Glu Asn His Asn Leu Ala 
225 230 235 240 

Asp Thr Val Leu Lys He Thr Asp Phe Gly Leu Ala Arg Glu Trp His 
245 250 255 

Lys Thr Thr Lys Met Ser Ala Ala Gly Thr Tyr Ala Trp Met Ala Pro 
260 265 270 

Glu Val He Arg Leu Ser Leu Phe Ser Lys Ser Ser Asp Val Trp Ser 
275 280 285 

Phe Gly Val Leu Leu Trp Glu Leu Leu Thr Gly Glu Val Pro Tyr Arg 
290 295 300 

Glu He Asp Ala Leu Ala Val Ala Tyr Gly Val Ala Met Asn Lys Leu 
305 310 315 320 

Thr Leu Pro He Pro Ser Thr Cys Pro Glu Pro Phe Ala Arg Leu Leu 
325 330 335 

184 



Glu Glu Cys Trp Asp Pro Asp Pro 
340 

lie Leu Lys Arg Leu Glu Val lie 
355 360 

Pro Leu Glu Ser Phe His Ser Leu 
370 375 

Gin His Met Phe Asp Asp Leu Arg 
385 390 

Arg Glu Glu Glu Leu Leu Arg Ala 
405 



His Gly Arg Pro Asp Phe Gly Ser 
345 350 

Glu Gin Ser Ala Leu Phe Gin Met 
365 

Gin Glu Asp Trp Lys Leu Glu lie 
380 

Thr Lys Glu Lys Glu Leu Arg Ser 
395 400 

Ala Gin Glu Gin Arg Phe Gin Glu 
410 415 



Glu Gin Leu Arg Arg Arg Glu Gin 
420 

lie Val Glu Arg Glu Leu His Leu 
435 440 



Glu Leu Ala Glu Arg Glu Met Asp 
425 430 

Leu Met Cys Gin Leu Ser Gin Glu 
445 



Lys Pro Arg Val Arg Lys Arg Lys Gly Asn Phe Lys Arg Ala Val Leu 
450 455 460 

Lys Leu Arg Glu Gly Ser Ser His lie Ser Leu Pro Ser Gly Phe Glu 
465 470 475 480 

His Lys lie Thr Val Gin Ala Ser Pro Thr Leu Asp Lys Arg Lys Gly 
485 490 495 



Ser Asp Gly Ala Ser Pro Pro Ala Ser Pro Ser lie lie Pro Arg Leu 
500 505 510 

Arg Ala lie Arg Leu Thr Pro Val Asp Cys Gly Gly Ser Ser Ser Gly 
515 520 525 

Ser Ser Ser Gly Gly Ser Gly Thr Trp Ser Arg Gly Gly Pro Pro Lys 
530 535 540 

Lys Glu Glu Leu Val Gly Gly Lys Lys Lys Gly Arg Thr Trp Gly Pro 
545 550 555 560 

Ser Ser Thr Leu Gin Lys Glu Arg Val Gly Gly Glu Glu Arg Leu Lys 
565 570 575 

Gly Leu Gly Glu Gly Ser Lys Gin Trp Ser Ser Ser Ala Pro Asn Leu 
580 585 590 

Gly Lys Ser Pro Lys His Thr Pro lie Ala Pro Gly Phe Ala Ser Leu 
595 600 605 

Asn Glu Met Glu Glu Phe Ala Glu Ala Glu Asp Gly Gly Ser Ser Val 
610 615 620 

Pro Pro Ser Pro Tyr Ser Thr Pro Ser Tyr Leu Ser Val Pro Leu Pro 
625 630 635 640 
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Ala Glu Pro Ser Pro Gly Ala Arg Ala Pro Trp Glu Pro Thr Pro Ser 

645 650 655 



Ala Pro Pro Ala Arg Trp Gly His Gly Ala Arg Arg Arg Cys Asp Leu 
660 665 670 

Ala Leu Leu Gly Cys Ala Thr Leu Leu Gly Ala Val Gly Leu Gly Ala 
675 680 685 

Asp Val Ala Glu Ala Arg Ala Ala Asp Gly Glu Glu Gin Arg Arg Trp 
690 695 700 

Leu Asp Gly Leu Phe Phe Pro Arg Ala Gly Arg Phe Pro Arg Gly Leu 
705 710 715 720 

Ser Pro Pro Ala Arg Pro His Gly Arg Arg Glu Asp Val Gly Pro Gly 
725 730 735 

Leu Gly Leu Ala Pro Ser Ala Thr Leu Val Ser Leu Ser Ser Val Ser 
740 745 750 

Asp Cys Asn Ser Thr Arg Ser Leu Leu Arg Ser Asp Ser Asp Glu Ala 
755 760 765 

Ala Pro Ala Ala Pro Ser Pro Pro Pro Ser Pro Pro Ala Pro Thr Pro 

770 775 780 

Thr Pro Ser Pro Ser Thr Asn Pro Leu Val Asp Leu Glu Leu Glu Ser 
785 790 795 800 

Phe Lys Lys Asp Pro Arg Gin Ser Leu Thr Pro Thr His Val Thr Ala 
805 810 815 

Ala Cys Ala Val Ser Arg Gly His Arg Arg Thr Pro Ser Asp Gly Ala 
820 825 830 

Leu Gly Gin Arg Gly Pro Pro Glu Pro Ala Gly His Gly Pro Gly Pro 
835 840 845 

Arg Asp Leu Leu Asp Phe Pro Arg Leu Pro Asp Pro Gin Ala Leu Phe 
850 855 860 

Pro Ala Arg Arg Arg Pro Pro Glu Phe Pro Gly Arg Pro Thr Thr Leu 
865 870 875 880 

Thr Phe Ala Pro Arg Pro Arg Pro Ala Ala Ser Arg Pro Arg Leu Asp 
885 890 895 

Pro Trp Lys Leu Val Ser Phe Gly Arg Thr Leu Thr lie Ser Pro Pro 
900 905 910 

Ser Arg Pro Asp Thr Pro Glu Ser Pro Gly Pro Pro Ser Val Gin Pro 
915 920 925 

Thr Leu Leu Asp Met Asp Met Glu Gly Gin Asn Gin Asp Ser Thr Val 
930 935 940 
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Pro Leu Cys Gly Ala 
945 



His 
950 



Gly 



Ser 



His 



<210> 99 
<211> 394 
<212> PRT 

<213> Homo sapiens 
<400> 99 

Ala Glu Leu Thr Leu Glu Glu He He Gly He Gly Gly Phe Gly Lys 
15 10 15 

Val Tyr Arg Ala Phe Trp He Gly Asp Glu Val Ala Val Lys Ala Ala 
20 25 30 

Arg His Asp Pro Asp Glu Asp He Ser Gin Thr He Glu Asn Val Arg 
35 40 45 

Gin Glu Ala Lys Leu Phe Ala Met Leu Lys His Pro Asn He He Ala 
50 55 60 

Leu Arg Gly Val Cys Leu Lys Glu Pro Asn Leu Cys Leu Val Met Glu 
65 70 75 80 

Phe Ala Arg Gly Gly Pro Leu Asn Arg Val Leu Ser Gly Lys Arg He 
85 90 95 

Pro Pro Asp He Leu Val Asn Trp Ala Val Gin He Ala Arg Gly Met 
100 105 110 

Asn Tyr Leu His Asp Glu Ala He Val Pro He He His Arg Asp Leu 
115 120 125 

Lys Ser Ser Asn He Leu He Leu Gin Lys Val Glu Asn Gly Asp Leu 
130 135 140 

Ser Asn Lys He Leu Lys He Thr Asp Phe Gly Leu Ala Arg Glu Trp 
145 150 155 160 

His Arg Thr Thr Lys Met Ser Ala Ala Gly Thr Tyr Ala Trp Met Ala 

165 170 175 

Pro Glu Val He Arg Ala Ser Met Phe Ser Lys Gly Ser Asp Val Trp 
180 185 190 

Ser Tyr Gly Val Leu Leu Trp Glu Leu Leu Thr Gly Glu Val Pro Phe 
195 200 205 

Arg Gly He Asp Gly Leu Arg Val Ala Tyr Gly Val Ala Met Asn Lys 
210 215 220 

Leu Ala Leu Pro He Pro Ser Thr Cys Pro Glu Pro Phe Ala Lys Leu 
225 230 235 240 

Met Glu Asp Cys Trp Asn Pro Asp Pro His Ser Arg Pro Ser Phe Thr 
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245 250 255 

Asn lie Leu Asp Gin Leu Thr Thr He Glu Glu Ser Gly Phe Phe Glu 
260 265 270 

Met Pro Lys Asp Ser Phe His Cys Leu Gin Asp Asn Trp Lys His Glu 
275 280 285 

He Gin Glu Met Phe Asp Gin Leu Arg Ala Lys Glu Lys Glu Leu Arg 
290 295 300 

Thr Trp Glu Glu Glu Leu Thr Arg Ala Ala Leu Gin Gin Lys Asn Gin 
305 310 315 320 

Glu Glu Leu Leu Arg Arg Arg Glu Gin Glu Leu Ala Glu Arg Glu He 
325 330 335 

Asp lie Leu Glu Arg Glu Leu Asn He He He His Gin Leu Cys Gin 

340 345 350 

Glu Lys Pro Arg Val Lys Lys Arg Lys Gly Lys Phe Arg Lys Ser Arg 
355 360 365 

Leu Ala Gin Pro Val Leu Pro Phe Pro His Gly His Ser Arg Cys Pro 
370 375 380 

Gly Gly Thr Gly Ser Ser Trp Gly Gly Gin 
385 390 



<210> 100 
<211> 258 
<212> PRT 
<213> Homo sapiens 

<400> 100 

Leu Thr Leu Gly Lys Lys Leu Gly Glu Gly Ala Phe Gly Glu Val Tyr 
15 10 15 

Lys Gly Thr Leu Lys Gly Lys Gly Gly Val Glu Val Glu Val Ala Val 
20 25 30 



Lys Thr Leu Lys Glu Asp Ala Ser Glu Gin Gin He Glu Glu Phe Leu 
35 40 45 

Arg Glu Ala Arg Leu Met Arg Lys Leu Asp His Pro Asn He Val Lys 
50 55 60 

Leu Leu Gly Val Cys Thr Glu Glu Glu Pro Leu Met He Val Met Glu 
65 70 75 80 

Tyr Met Glu Gly Gly Asp Leu Leu Asp Tyr Leu Arg Lys Asn Arg Pro 
85 90 95 

Lys Glu Leu Ser Leu Ser Asp Leu Leu Ser Phe Ala Leu Gin He Ala 
100 105 110 
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Arg Gly Met Glu Tyr Leu Glu Ser Lys Asn Phe Val His Arg Asp Leu 
115 120 125 



Ala Ala Arg Asn Cys Leu Val Gly Glu Asn Lys Thr Val Lys lie Ala 
130 135 140 

Asp Phe Gly Leu Ala Arg Asp Leu Tyr Asp Asp Asp Tyr Tyr Arg Lys 
145 150 155 160 

Lys Lys Ser Pro Arg Leu Pro lie Arg Trp Met Ala Pro Glu Ser Leu 
165 170 175 

Lys Asp Gly Lys Phe Thr Ser Lys Ser Asp Val Trp Ser Phe Gly Val 
180 185 190 

Leu Leu Trp Glu lie Phe Thr Leu Gly Glu Ser Pro Tyr Pro Gly Met 
195 200 205 

Ser Asn Glu Glu Val Leu Glu Tyr Leu Lys Lys Gly Tyr Arg Leu Pro 
210 215 220 

Gin Pro Pro Asn Cys Pro Asp Glu lie Tyr Asp Leu Met Leu Gin Cys 
225 " 230 235 240 

Trp Ala Glu Asp Pro Glu Asp Arg Pro Thr Phe Ser Glu Leu Val Glu 
245 250 255 



Arg Leu 



<210> 101 
<211> 251 . 
<212> PRT 

<213> Homo sapiens 
<400> 101 

Tyr Glu Leu Gly Glu Lys Leu Gly Ser Gly Ala Phe Gly Lys Val Tyr 
15 10 15 

Lys Gly Lys His Lys Asp Thr Gly Glu lie Val Ala lie Lys lie Leu 
20 25 30 

Lys Lys Arg Ser Leu Ser Glu Lys Lys Lys Arg Phe Leu Arg Glu lie 
35 40 45 

Gin lie Leu Arg Arg Leu Ser His Pro Asn He Val Arg Leu Leu Gly 
50 55 60 

Val Phe Glu Glu Asp Asp His Leu Tyr Leu Val Met Glu Tyr Met Glu 
65 70 75 80 

Gly Gly Asp Leu Phe Asp Tyr Leu Arg Arg Asn Gly Leu Leu Leu Ser 
85 90 95 

Glu Lys Glu Ala Lys Lys He Ala Leu Gin He Leu Arg Gly Leu Glu 
100 105 110 
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Tyr Leu His Ser Arg Gly lie Val His Arg Asp Leu Lys Pro Glu Asn 
115 120 125 



lie Leu Leu Asp Glu Asn Gly Thr 
130 135 

Ala Arg Lys Leu Glu Ser Ser Ser 
145 150 

Gly Thr Pro Glu Tyr Met Ala Pro 
165 

Ser Ser Lys Val Asp Val Trp Ser 
180 

Leu Thr Gly Lys Leu Pro Phe Pro 
195 200 

Phe Arg lie Lys Glu Arg Pro Arg 
210 215 

Cys Ser Glu Glu Leu Lys Asp Leu 
225 230 

Pro Glu Lys Arg Pro Thr Ala Lys 
245 



Val Lys He Ala Asp Phe Gly Leu 
140 

Tyr Glu Lys Leu Thr Thr Phe Val 
155 160 

Glu Val Leu Glu Gly Arg Gly Tyr 
170 175 

Leu Gly Val He Leu Tyr Glu Leu 
185 190 

Gly He Asp Pro Leu Glu Glu Leu 
205 

Leu Arg Leu Pro Leu Pro Pro Asn 
220 

He Lys Lys Cys Leu Asn Lys Asp 
235 240 

Glu He Leu 
250 



<210> 102 
<211> 250 
<212> PRT 

<213> Homo sapiens 
<400> 102 

Glu Leu Leu Glu Val Leu Gly Lys Gly Ala Phe Gly Lys Val Tyr Leu 
15 10 15 

Ala Arg Asp Lys Lys Thr Gly Lys Leu Val Ala He Lys Val He Lys 
20 25 30 

Lys Glu Lys Leu Lys Lys Lys Lys Arg Glu Arg He Leu Arg Glu He 
35 40 45 

Lys He Leu Lys Lys Leu Asp His Pro Asn He Val Lys Leu Tyr Asp 
50 55 60 

Val Phe Glu Asp Asp Asp Lys Leu Tyr Leu Val Met Glu Tyr Cys Glu 
65 70 75 80 

Gly Gly Asp Leu Phe Asp Leu Leu Lys Lys Arg Gly Arg Leu Ser Glu 
85 90 95 

Asp Glu Ala Arg Phe Tyr Ala Arg Gin He Leu Ser Ala Leu Glu Tyr 
100 105 110 

Leu His Ser Gin Gly He He His Arg Asp Leu Lys Pro Glu Asn He 
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115 



120 



125 



Leu Leu Asp Ser Asp Gly His Val 
130 135 

Lys Gin Leu Asp Ser Gly Gly Thr 
145 150 

Pro Glu Tyr Met Ala Pro Glu Val 
165 

Ala Val Asp lie Trp Ser Leu Gly 
180 

Gly Lys Pro Pro Phe Pro Gly Asp 
195 200 

Lys lie Gly Lys Pro Pro Pro Pro 
210 215 

Ser Pro Glu Ala Lys Asp Leu lie 
225 230 

Glu Lys Arg Leu Thr Ala Glu Glu 
245 



Lys Leu Ala Asp Phe Gly Leu Ala 
140 

Leu Leu Thr Thr Phe Val Gly Thr 
155 160 

Leu Leu Gly Lys Gly Tyr Gly Lys 
170 175 

Val lie Leu Tyr Glu Leu Leu Thr 
185 190 

Asp Gin Leu Leu Ala Leu Phe Lys 
205 

Phe Pro Pro Pro Glu Trp Lys lie 
220 

Lys Lys Leu Leu Val Lys Asp Pro 
235 240 

Ala Leu 
250 



<210> 103 
<211> 57 
<212> PRT 

<213> Homo sapiens 
<400> 103 

Glu Gly Pro Gin Val Arg Ala Leu Tyr Asp Tyr Thr Ala Gin Asp Pro 
1 '5 10 15 

Asp Glu Leu Ser Phe Lys Lys Gly Asp lie lie Thr Val Leu Glu Lys 
20 25 30 

Ser Asp Asp Gly Trp Trp Lys Gly Arg Leu Gly Thr Gly Lys Glu Gly 
35 40 45 

Leu Phe Pro Ser Asn Tyr Val Glu Glu 
50 55 



<210> 104 

<211> 56 

<212> PRT 

<213> Homo sapiens 

<400> 104 

Pro Lys Val Val Ala Leu Tyr Asp Tyr Gin Ala Arg Glu Ser Asp Glu 
15 10 15 

Leu Ser Phe Lys Lys Gly Asp He He He Val Leu Glu Lys Ser Asp 
20 25 30 
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Asp Gly Gly Trp Trp Lys Gly Arg Leu Lys Gly Thr Lys Glu Gly Leu 
35 40 45 

lie Pro Ser Asn Tyr Val Glu Pro 
50 55 



<210> 105 
<211> 204 
<212> PRT 

<213> Homo sapiens 
<400> 105 

Met Arg Pro Cys Ala Asn Gly Ala Thr Cys Leu Asp Gly lie Asn Arg 
15 10 15 

Phe Ser Cys Leu Cys Pro Glu Gly Phe Ala Gly Arg Phe Cys Thr lie 
20 25 30 

Asn Leu Asp Asp Cys Ala Ser Arg Pro Cys Gin Arg Gly Ala Arg Cys 
35 40 45 

Arg Asp Arg Val His Asp Phe Asp Cys Leu Cys Pro Ser Gly Tyr Gly 
50 55 60 

Gly Lys Thr Cys Glu Leu Val Leu Pro Val Pro Asp Pro Pro Thr Thr 
65 . 70 75 80 

Val Asp Thr Pro Leu Gly Pro Thr Ser Ala Val Val Val Pro Ala Thr 
85 90 95 

Gly Pro Ala Pro His Ser Ala Gly Ala Gly Leu Leu Arg lie Ser Val 
100 105 110 

Lys Glu Val Val Arg Arg Gin Glu Ala Gly Leu Gly Glu Pro Ser Leu 
115 120 125 

Val Ala Leu Val Val Phe Gly Ala Leu Thr Ala Ala Leu Val Leu Ala 
130 135 140 

Thr Val Leu Leu Thr Leu Arg Ala Trp Arg Arg Gly Val Cys Pro Pro 
145 150 155 160 

Gly Pro Cys Cys Tyr Pro Ala Pro His Tyr Ala Pro Ala Cys Gin Asp 
165 170 175 

Gin Glu Cys Gin Val Ser Met Leu Pro Ala Gly Leu Pro Leu Pro Arg 
180 185 190 

Asp Leu Pro Pro Glu Pro Gly Lys Thr Thr Ala Leu 
195 200 



<210> 106 
<211> 102 
<212> PRT 
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<213> Mus musculus 

<400> 106 

Met Pro Thr Ser Ala Val Val Val Pro Ala Thr Gly Pro Ala Pro His 
15 10 15 

Ser Ala Gly Ala Gly Leu Leu Arg lie Ser Val Lys Glu Val Val Phe 
20 25 30 

Gly Ser Leu Thr Ala Ala Leu Val Leu Ala Thr Val Leu Leu Thr Leu 
35 40 45 

Arg Ala Trp Arg Arg Gly lie Cys Pro Thr Gly Pro Cys Cys Tyr Pro 
50 55 60 

Ala Pro His Tyr Ala Pro Ala Arg Gin Asp Gin Glu Cys Gin Val Ser 
65 70 75 80 

Met Leu Pro Ala Gly Phe Pro Leu Ser Pro Asp Leu Pro Pro Glu Pro 
85 90 95 

Gly Lys Thr Thr Ala Leu 
100 



<210> 107 
<211> 722 
<212> PRT 

<213> Mus musculus 

<400> 107 

Met Gly Arg Arg Ser Ala Leu Ala Leu Ala Val Val Ser Ala Leu Leu 
1 5 10 15 

Cys Gin Val Trp Ser Ser Gly Val Phe Glu Leu Lys Leu Gin Glu Phe 
20 25 30 

Val Asn Lys Lys Gly Leu Leu Gly Asn Arg Asn Cys Cys Arg Gly Gly 
35 40 45 

Ser Gly Pro Pro Cys Ala Cys Arg Thr Phe Phe Arg Val Cys Leu Lys 
50 55 60 

His Tyr Gin Ala Ser Val Ser Pro Glu Pro Pro Cys Thr Tyr Gly Ser 
65 70 75 80 

Ala Val Thr Pro Val Leu Gly Val Asp Ser Phe Ser Leu Pro Asp Gly 
85 90 95 

Ala Gly lie Asp Pro Ala Phe Ser Asn Pro lie Arg Phe Pro Phe Gly 
100 105 110 

Phe Thr Trp Pro Gly Thr Phe Ser Leu lie lie Glu Ala Leu His Thr 
115 120 125 

Asp Ser Pro Asp Asp Leu Ala Thr Glu Asn Pro Glu Arg Leu lie Ser 
130 ' 135 140 
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Arg Leu Thr Thr Gin Arg His Leu Thr Val Gly Glu Glu Trp Ser Gin 
145 150 155 160 

Asp Leu His Ser Ser Gly Arg Thr Asp Leu Arg Tyr Ser Tyr Arg Phe 
165 170 175 

Val Cys Asp Glu His Tyr Tyr Gly Glu Gly Cys Ser Val Phe Cys Arg 
180 185 190 

Pro Arg Asp Asp Ala Phe Gly His Phe Thr Cys Gly Asp Arg Gly Glu 
195 200 205 

Lys Met Cys Asp Pro Gly Trp Lys Gly Gin Tyr Cys Thr Asp Pro lie 
210 215 220 

Cys Leu Pro Gly Cys Asp Asp Gin His Gly Tyr Cys Asp Lys Pro Gly 
225 230 235 240 

Glu Cys Lys Cys Arg Val Gly Trp Gin Gly Arg Tyr Cys Asp Glu Cys 
245 250 255 

lie Arg Tyr Pro Gly Cys Leu His Gly Thr Cys Gin Gin Pro Trp Gin 
260 265 270 

Cys Asn Cys Gin Glu Gly Trp Gly Gly Leu Phe Cys Asn Gin Asp Leu 

275 280 285 

Asn Tyr Cys Thr His His Lys Pro Cys Arg Asn Gly Ala Thr Cys Thr 
290 295 300 

Asn Thr Gly Gin Gly Ser Tyr Thr Cys Ser Cys Arg Pro Gly Tyr Thr 
305 310 315 320 

Gly Ala Asn Cys Glu Leu Glu Val Asp Glu Cys Ala Pro Ser Pro Cys 
325 330 335 

Lys Asn Gly Ala Ser Cys Thr Asp Leu Glu Asp Ser Phe Ser Cys Thr 
340 345 350 

Cys Pro Pro Gly Phe Tyr Gly Lys Val Cys Glu Leu Ser Ala Met Thr 
355 360 365 

Cys Ala Asp Gly Pro Cys Phe Asn Gly Gly Arg Cys Ser Asp Asn Pro 
370 375 380 

Asp Gly Gly Tyr Thr Cys His Cys Pro Leu Gly Phe Ser Gly Phe Asn 
385 390 395 400 

Cys Glu Lys Lys Met Asp Leu Cys Gly Ser Ser Pro Cys Ser Asn Gly 
405 410 415 

Ala Lys Cys Val Asp Leu Gly Asn Ser Tyr Leu Cys Arg Cys Gin Ala 
420 425 430 

Gly Phe Ser Gly Arg Tyr Cys Glu Asp Asn Val Asp Asp Cys Ala Ser 
435 440 445 
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Ser Pro Cys Ala Asn Gly Gly Thr Cys Arg 
450 455 



Asp Ser Val Asn Asp Phe 
460 



Ser Cys Thr Cys Pro Pro Gly Tyr Thr Gly Lys Asn Cys Ser Ala Pro 
465 470 475 480 

Val Ser Arg Cys Glu His Ala Pro Cys His Asn Gly Ala Thr Cys His 
485 490 495 

Gin Arg Gly Gin Arg Tyr Met Cys Glu Cys Ala Gin Gly Tyr Gly Gly 
500 505 510 

Pro Asn Cys Gin Phe Leu Leu Pro Glu Pro Pro Pro Gly Pro Met Val 
515 520 525 

Val Asp Leu Ser Glu Arg His Met Glu Ser Gin Gly Gly Pro Phe Pro 
530 535 540 

Trp Val Ala Val Cys Ala Gly Val Val Leu Val Leu Leu Leu Leu Leu 
545 550 555 560 

Gly Cys Ala Ala Val Val Val Cys Val Arg Leu Lys Leu Gin Lys His 
565 570 575 

Gin Pro Pro Pro Glu Pro Cys Gly Gly Glu Thr Glu Thr Met Asn Asn 
580 585 590 

Leu Ala Asn Cys Gin Arg Glu Lys Asp Val Ser Val Ser lie lie Gly 
595 600 605 

Ala Thr Gin lie Lys Asn Thr Asn Lys Lys Ala Asp Phe His Gly Asp 
610 615 620 

His Gly Ala Lys Lys Ser Ser Phe Lys Val Arg Tyr Pro Thr Val Asp 
625 630 635 640 

Tyr Asn Leu Val Arg Asp Leu Lys Gly Asp Glu Ala Thr Val Arg Asp 
645 650 655 

Thr His Ser Lys Arg Asp Thr Lys Cys Gin Ser Gin Ser Ser Ala Gly 
660 665 670 

Glu Glu Lys He Ala Pro Thr Leu Arg Gly Gly Glu He Pro Asp Arg 
675 680 685 

Lys Arg Pro Glu Ser Val Tyr Ser Thr Ser Lys Asp Thr Lys Tyr Gin 
690 695 700 

Ser Val Tyr Val Leu Ser Ala Glu Lys Asp Glu Cys Val He Ala Thr 
705 710 715 720 



Glu Val 



<210> 108 



195 



<211> 714 
<212> PRT 

<213> Rattus norvegicus 



<400> 108 
Met Gly Arg Arg 
1 

Cys Gin Val Trp 
20 

Val Asn Lys Lys 
35 



Ser Ala Leu Ala 
5 

Ser Ser Gly Val 

Gly Leu Leu Gly 
40 



Leu Ala Val Val 
10 

Phe Glu Leu Lys 
25 

Asn Arg Asn Cys 



Ser Ala Leu Leu 
15 

Leu Gin Glu Phe 
30 

Cys Arg Gly Gly 
45 



Ser Gly Pro Pro Cys Ala Cys Arg Thr Phe Phe Arg Val Cys Leu Lys 
50 55 60 

His Tyr Gin Ala Ser Val Ser Pro Glu Pro Pro Cys Thr Tyr Gly Ser 
65 70 75 80 

Ala Val Thr Ala Val Leu Gly Val Asp Ser Phe Ser Leu Pro Asp Gly 
85 90 95 

Ala Gly lie Asp Pro Ala Phe Ser Asn Pro lie Arg Phe Pro Phe Gly 
100 105 110 

Phe Thr Trp Pro Gly Thr Phe Ser Leu lie lie Glu Ala Leu His Thr 
115 120 125 

Asp Ser Pro Asp Asp Leu Ala Thr Glu Asn Pro Glu Arg Leu lie Ser 
130 135 140 

Arg Leu Thr Thr Gin Arg His Leu Thr Val Gly Glu Glu Trp Ser Gin 
145 150 155 160 

Asp Leu His Ser Ser Gly Arg Thr Asp Leu Arg Tyr Ser Tyr Arg Phe 
165 170 175 

Val Cys Asp Glu His Tyr Tyr Gly Glu Gly Cys Ser Val Phe Cys Arg 
180 185 190 

Pro Arg Asp Asp Ala Phe Gly His Phe Thr Cys Gly Glu Arg Gly Glu 
195 200 205 

Lys Met Cys Asp Pro Gly Trp Lys Gly Gin Tyr Cys Thr Asp Pro lie 
210 215 220 

Cys Leu Pro Gly Cys Asp Asp Gin His Gly Tyr Cys Asp Lys Pro Gly 
225 230 235 240 

Glu Cys Lys Cys Arg Val Gly Trp Gin Gly Arg Tyr Cys Asp Glu Cys 
245 250 255 

lie Arg Tyr Pro Gly Cys Leu His Gly Thr Cys Gin Gin Pro Trp Gin 
260 265 270 



Cys Asn Cys Gin Glu Gly Trp Gly Gly Leu Phe Cys Asn Gin Asp Leu 

196 



275 



280 



285 



Asn Tyr Cys Thr His His Lys Pro Cys Arg Asn Gly Ala Thr Cys Thr 
290 295 300 

Asn Thr Gly Gin Gly Ser Tyr Thr Cys Ser Cys Arg Pro Gly Tyr Thr 
305 310 315 320 

Gly Ala Asn Cys Glu Leu Glu Val Asp Glu Cys Ala Pro Ser Pro Cys 
325 330 335 

Arg Asn Gly Gly Ser Cys Thr Asp Leu Glu Asp Ser Tyr Ser Cys Thr 
340 345 350 

Cys Pro Pro Gly Phe Tyr Gly Lys Val Cys Glu Leu Ser Ala Met Thr 
355 360 . 365 

Cys Ala Asp Gly Pro Cys Phe Asn Gly Gly Arg Cys Ser Asp Asn Pro 
370 375 380 

Asp Gly Gly Tyr Thr Cys His Cys Pro Ala Gly Phe Ser Gly Phe Asn 
385 390 395 400 

Cys Glu Lys Lys lie Asp Leu Cys Ser Ser Ser Pro Cys Ser Asn Gly 



Ala Lys Cys Val Asp Leu Gly Asn Ser Tyr Leu Cys Arg Cys Gin Thr 
420 425 430 

Gly Phe Ser Gly Arg Tyr Cys Glu Asp Asn Val Asp Asp Cys Ala Ser 
435 440 445 

Ser Pro Cys Ala Asn Gly Gly Thr Cys Arg Asp Ser Val Asn Asp Phe 
450 455 460 

Ser Cys Thr Cys Pro Pro Gly Tyr Thr Gly Arg Asn Cys Ser Ala Pro 
465 470 475 480 

Val Ser Arg Cys Glu His Ala Pro Cys His Asn Gly Ala Thr Cys His 
485 490 495 

Gin Arg Gly Gin Arg Tyr Met Cys Glu Cys Ala Gin Gly Tyr Gly Gly 
500 505 510 

Ala Asn Cys Gin Phe Leu Leu Pro Glu Pro Pro Pro Asp Leu lie Val 
515 520 525 

Ala Ala Gin Gly Gly Ser Phe Pro Trp Val Ala Val Cys Ala Gly Val 
530 535 540 

Val Leu Val Leu Leu Leu Leu Leu Gly Cys Ala Ala Val Val Val Cys 
545 550 555 560 

Val Arg Leu Lys Leu Gin Lys His Gin Pro Pro Pro Asp Pro Cys Gly 



405 



410 



415 



565 



570 



575 



Gly Glu Thr Glu Thr Met Asn Asn Leu Ala Asn Cys Gin Arg Glu Lys 

197 



580 



585 



590 



Asp Val Ser Val Ser 
595 

Lys Lys Ala Asp Phe 
610 

Lys Ala Arg Tyr Pro 
625 

Gly Asp Glu Ala Thr 

645 

Cys Gin Ser Gin Gly 
660 

Arg Gly Gly Glu Val 
675 

Thr Ser Lys Asp Thr 
690 

Lys Asp Glu Cys Val 
705 



He He Gly Ala Thr Gin 
600 

His Gly Asp His Gly Ala 
615 

Thr Val Asp Tyr Asn Leu 
630 635 

Val Arg Asp Ala His Ser 
650 

Ser Val Gly Glu Glu Lys 
665 

Pro Asp Arg Lys Arg Pro 
680 

Lys Tyr Gin Ser Val Tyr 
695 

He Ala Thr Glu Val 
710 



He Lys Asn Thr Asn 
605 

Asp Lys Ser Ser Phe 
620 

He Arg Asp Leu Lys 
640 

Lys Arg Asp Thr Lys 

655 

Ser Thr Ser Thr Leu 
670 

Glu Ser Val Tyr Ser 
685 

Val Leu Ser Ala Glu 
700 



<210> 109 
<211> 721 
<212> PRT 

<213> Xenopus laevis 
<400> 109 

Met Gly Gin Gin Arg Met Leu Thr Leu Leu Val Leu Ser Ala Val Leu 
15 10 15 

Cys Gin He Ser Cys Ser Gly Leu Phe Glu Leu Arg Leu Gin Glu Phe 
20 25 30 

Val Asn Lys Lys Gly Leu Leu Gly Asn Met Asn Cys Cys Arg Pro Gly 
35 40 45 

Ser Leu Ala Ser Leu Gin Arg Cys Glu Cys Lys Thr Phe Phe Arg He 
50 55 60 

Cys Leu Lys His Tyr Gin Ser Asn Val Ser Pro Glu Pro Pro Cys Thr 
65 70 75 80 

Tyr Gly Gly Ala Val Thr Pro Val Leu Gly Thr Asn Ser Phe Val Val 
85 90 95 

Pro Glu Ser Ser Asn Ala Asp Pro Thr Phe Ser Asn Pro He Arg Phe 
100 105 110 

Pro Phe Gly Phe Thr Trp Pro Gly Thr Phe Ser Leu He He Glu Ala 
115 120 125 
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lie His Ala Asp Ser Ala Asp Asp Leu Asn Thr Glu Asn Pro Glu Arg 
130 135 140 



Leu lie Ser Arg Leu Ala Thr Gin Arg His Leu Thr Val Gly Glu Gin 
145 150 155 160 

Trp Ser Gin Asp Leu His Ser Ser Asp Arg Thr Glu Leu Lys Tyr Ser 
165 170 175 

Tyr Arg Phe Val Cys Asp Glu Tyr Tyr Tyr Gly Glu Gly Cys Ser Asp 

180 185 190 

Tyr Cys Arg Pro Arg Asp Asp Ala Phe Gly His Phe Ser Cys Gly Glu 
195 200 205 

Lys Gly Glu Lys Leu Cys Asn Pro Gly Trp Lys Gly Leu Tyr Cys Thr 
210 215 220 

Glu Pro lie Cys Leu Pro Gly Cys Asp Glu His His Gly Tyr Cys Asp 
225 230 235 240 

Lys Pro Gly Glu Cys Lys Cys Arg Val Gly Trp Gin Gly Arg Tyr Cys 
245 250 255 

Asp Glu Cys lie Arg Tyr Pro Gly Cys Leu His Gly Thr Cys Gin Gin 
260 265 270 

Pro Trp Gin Cys Asn Cys Gin Glu Gly Trp Gly Gly Leu Phe Cys Asn 
275 280 285 

Gin Asp Leu Asn Tyr Cys Thr His His Lys Pro Cys Glu Asn Gly Ala 
290 295 300 

Thr Cys Thr Asn Thr Gly Gin Gly Ser Tyr Thr Cys Ser Cys Arg Pro 
305 310 315 320 

Gly Tyr Thr Gly Ser Asn Cys Glu lie Glu Val Asn Glu Cys Asp Ala 
325 330 335 

Asn Pro Cys Lys Asn Gly Gly Ser Cys Ser Asp Leu Glu Asn Ser Tyr 
340 345 350 

Thr Cys Ser Cys Pro Pro Gly Phe Tyr Gly Lys Asn Cys Glu Leu Ser 
355 360 365 

Ala Met Thr Cys Ala Asp Gly Pro Cys Phe Asn Gly Gly Arg Cys Ala 
370 375 380 

Asp Asn Pro Asp Gly Gly Tyr lie Cys Phe Cys Pro Val Gly Tyr Ser 
385 390 395 400 

Gly Phe Asn Cys Glu Lys Lys lie Asp Tyr Cys Ser Ser Asn Pro Cys 
405 410 415 



Ala Asn Gly Ala Arg Cys Glu Asp Leu Gly Asn Ser Tyr lie Cys Gin 
420 425 430 
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Cys Gin Glu Gly Phe Ser Gly Arg Asn Cys Asp Asp Asn Leu Asp Asp 
435 440 445 



Cys Thr Ser Phe Pro Cys Gin Asn Gly Gly Thr Cys Gin Asp Gly lie 
450 455 460 

Asn Asp Tyr Ser Cys Thr Cys Pro Pro Gly Tyr lie Gly Lys Asn Cys 
465 470 475 480 

Ser Met Pro lie Thr Lys Cys Glu His Asn Pro Cys His Asn Gly Ala 
485 490 495 

Thr Cys His Glu Arg Asn Asn Arg Tyr Val Cys Gin Cys Ala Arg Gly 
500 505 510 

Tyr Gly Gly Asn Asn Cys Gin Phe Leu Leu Pro Glu Glu Lys Pro Val 
515 520 525 

Val Val Asp Leu Thr Glu Lys Tyr Thr Glu Gly Gin Ser Gly Gin Phe 
530 535 540 

Pro Trp lie Ala Val Cys Ala Gly lie Val Leu Val Leu Met Leu Leu 
545 550 555 560 

Leu Gly Cys Ala Ala Val Val Val Cys Val Arg Val Arg Val Gin Lys 
565 570 575 

Arg Arg His Gin Pro Glu Ala Cys Arg Gly Glu Ser Lys Thr Met Asn 
580 585 590 

Asn Leu Ala Asn Cys Gin Arg Glu Lys Asp lie Ser Val Ser Phe lie 
595 600 605 

Gly Thr Thr Gin lie Lys Asn Thr Asn Lys Lys lie Asp Phe Leu Ser 
610 615 620 

Glu Ser Asn Asn Glu Lys Asn Gly Tyr Lys Pro Arg Tyr Pro Ser Val 
625 630 635 640 

Asp Tyr Asn Leu Val His Glu Leu Lys Asn Glu Asp Ser Pro Lys Glu 
645 650 655 

Glu Arg Ser Lys Cys Glu Ala Lys Cys Ser Ser Asn Asp Ser Asp Ser 
660 665 670 

Glu Asp Val Asn Ser Val His Ser Lys Arg Asp Ser Ser Glu Arg Arg 
675 680 685 

Arg Pro Asp Ser Ala Tyr Ser Thr Ser Lys Asp Thr Lys Tyr Gin Ser 
690 695 700 

Val Tyr Val He Ser Asp Glu Lys Asp Glu Cys He He Ala Thr Glu 
705 710 715 720 

Val 



200 



<210> 110 
<211> 28 
<212> PRT 

<213> Homo sapiens 
<400> 110 

Pro Cys Ser Asn Gly Gly Thr Cys Val Asn Thr Pro Gly Gly Tyr Thr 
15 10 15 

Cys lie Cys Pro Pro Gly Tyr Thr Gly Lys Arg Cys 
20 25 



<210> 111 
<211> 1275 
<212> PRT 

<213> Homo sapiens 

<400> 111 

Met Gin Lys Ala lie Arg Leu Asn Asp Gly His Val Ala Pro Leu Gly 
15 10 15 

Leu Leu Ala Arg Lys Asp Gly Thr Arg Lys Gly Tyr Leu Ser Lys Arg 
20 25 30 

Ser Ser Asp Asn Thr Lys Trp Gin Thr Lys Trp Phe Ala Leu Leu Gin 
35 40 45 

Asn Leu Leu Phe Tyr Phe Glu Ser Asp Ser Ser Ser Arg Pro Ser Gly 
50 55 60 

Leu Tyr Leu Leu Glu Gly Cys Val Cys Asp Arg Ala Pro Ser Pro Lys 
65 70 75 80 

Pro Ala Leu Ser Ala Lys Glu Pro Leu Glu Lys Gin His Tyr Phe Thr 
85 90 95 

Val Asn Phe Ser His Glu Asn Gin Lys Ala Leu Glu Leu Arg Thr Glu 
100 105 110 

Asp Ala Lys Asp Cys Asp Glu Trp Val Ala Ala lie Ala His Ala Ser 
115 120 125 

Tyr Arg Thr Leu Ala Thr Glu His Glu Ala Leu Met Gin Lys Tyr Leu 
130 135 140 

His Leu Leu Gin lie Val Glu Thr Glu Lys Thr Val Ala Lys Gin Leu 
145 150 155 160 

Arg Gin Gin He Glu Asp Gly Glu He Glu He Glu Arg Leu Lys Ala 
165 170 175 

Glu He Thr Ser Leu Leu Lys Asp Asn Glu Arg He Gin Ser Thr Gin 
180 185 190 



Thr Val Ala Pro Asn Asp Glu Asp Ser Asp He Lys Lys He Lys Lys 

201 



195 



200 



205 



Val Gin Ser Phe Leu Arg Gly Trp Leu Cys Arg Arg Lys Trp Lys Thr 
210 215 220 

lie lie Gin Asp Tyr He Arg Ser Pro His Ala Asp Ser Met Arg Lys 
225 230 235 240 

Arg Asn Gin Val Val Phe Ser Met Leu Glu Ala Glu Ala Glu Tyr Val 
245 250 255 

Gin Gin Leu His He Leu Val Asn Asn Phe Leu Arg Pro Leu Arg Met 
260 265 270 

Ala Ala Ser Ser Lys Lys Pro Pro He Thr His Asp Asp Val Ser Ser 
275 280 285 

He Phe Leu Asn Ser Glu Thr He Met Phe Leu His Gin He Phe Tyr 
290 295 300 

Gin Gly Leu Lys Ala Arg He Ser Ser Trp Pro Thr Leu Val Leu Ala 
305 310 315 320 

Asp Leu Leu Asp He Leu Leu Pro Met Leu Asn He Tyr Gin Glu Phe 
325 330 335 

Val Arg Asn His Gin Tyr Ser Leu Gin He Leu Ala His Cys Lys Gin 
340 345 350 

Asn Arg Asp Phe Asp Lys Leu Leu Lys His Tyr Glu Ala Lys Pro Asp 
355 360 365 

Cys Glu Glu Arg Thr Leu Glu Thr Phe Leu Thr Tyr Pro Met Phe Gin 
370 375 380 

He Pro Arg Tyr He Leu Thr Leu His Asp Val Leu Ala His Thr Pro 
385 390 395 400 

His Glu His Val Glu Arg Asn Ser Leu Asp Tyr Ala Lys Ser Lys Leu 
405 410 415 

Glu Glu Leu Ser Arg He Met His Asp Glu Val Ser Glu Thr Glu Asn 
420 425 430 

He Arg Lys Asn Leu Ala He Glu Arg Met He He Glu Gly Cys Glu 
435 440 445 

He Leu Leu Asp Thr Ser Gin Thr Phe Val Arg Gin Gly Ser Leu He 
450 455 460 

Gin Val Pro Met Ser Glu Lys Gly Lys He Thr Arg Gly Arg Leu Gly 
465 470 475 480 

Ser Leu Ser Leu Glu Lys Glu Gly Glu Arg Gin Cys Phe Leu Phe Ser 
485 490 495 



Lys His Leu He He Cys Thr Arg Gly Ser Gly Gly Lys Leu His Leu 
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500 



505 



510 



Thr Lys Asn Gly Val lie Ser Leu lie Asp Cys Thr Leu Leu Glu Glu 
515 520 525 

Pro Glu Ser Thr Glu Glu Glu Ala Lys Gly Ser Gly Gin Asp lie Asp 
530 535 540 

His Leu Asp Phe Lys lie Gly Val Glu Pro Lys Asp Ser Pro Pro Phe 
545 550 555 560 

Thr Val lie Leu Val Ala Ser Ser Arg Gin Glu Lys Ala Ala Trp Thr 
565 570 575 

Ser Asp lie Ser Gin Cys Val Asp Asn lie Arg Cys Asn Gly Leu Met 
580 585 590 

Met Asn Ala Phe Glu Glu Asn Ser Lys Val Thr Val Pro Gin Met lie 
595 600 605 

Lys Arg Thr Arg Glu Gly Thr Arg Glu Ala Glu Met Ser Arg Ser Asp 
610 615 620 

Ala Ser Leu Tyr Cys Asp Asp Val Asp lie Arg Phe Ser Lys Thr Met 
625 630 635 640 

Asn Ser Cys Lys Val Leu Gin lie Arg Tyr Ala Ser Val Glu Arg Leu 
645 650 655 

Leu Glu Arg Leu Thr Asp Leu Arg Phe Leu Ser lie Asp Phe Leu Asn 
660 665 670 

Thr Phe Leu His Ser Tyr Arg Val Phe Thr Thr Ala lie Val Val Leu 
675 680 685 

Asp Lys Leu lie Thr lie Tyr Lys Lys Pro lie Ser Ala lie Pro Ala 
690 695 700 

Arg Trp Leu Arg Ser Leu Glu Leu Leu Phe Ala Ser Gly Gin Asn Asn 
705 710 715 720 

Lys Leu Leu Tyr Gly Glu Pro Pro Lys Ser Pro Arg Ala Thr Arg Lys 
725 730 735 

Phe Ser Ser Pro Pro Pro Leu Ser lie Thr Lys Thr Ser Ser Pro Ser 
740 745 750 

Arg Arg Arg Lys Leu lie Ser Leu Asn lie Pro lie lie Thr Gly Gly 
755 760 765 

Lys Ala Leu Asp Leu Ala Gly Ser Leu Ser Cys Asn Ser Asn Gly Tyr 
770 775 780 

Thr Ser Met Tyr Ser Ala Met Ser Pro Phe Ser Lys Ala Thr Leu Asp 
785 790 795 800 

Thr Ser Lys Leu Tyr Val Ser Ser Ser Phe Thr Asn Lys lie Pro Asp 
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805 



810 



815 



Glu Gly Asp Thr Thr Pro Glu Lys Pro Glu Asp Pro Ser Ala Leu Ser 
820 825 830 

Lys Gin Ser Ser Glu Val Ser Met Arg Glu Glu Ser Asp lie Asp Gin 
835 840 845 

Asn Gin Ser Asp Asp Gly Asp Thr Glu Thr Ser Pro Thr Lys Ser Pro 
850 855 860 ^ 

Thr Thr Pro Lys Ser Val Lys Asn Lys Asn Ser Ser Glu Phe Pro Leu 
865 870 875 880 

Phe Ser Tyr Asn Asn Gly Val Val Met Thr Ser Cys Arg Glu Leu Asp 
885 890 895 

Asn Asn Arg Ser Ala Leu Ser Ala Ala Ser Ala Phe Ala lie Ala Thr 
900 905 910 

Ala Gly Ala Asn Glu Gly Thr Pro Asn Lys Glu Lys Tyr Arg Arg Met 
915 920 925 

Ser Leu Ala Ser Ala Gly Phe Pro Pro Asp Gin Arg Asn Gly Asp Lys 
930 935 940 

Glu Phe Val lie Arg Arg Ala Ala Thr Asn Arg Val Leu Asn Val Leu 
945 950 955 960 

Arg His Trp Val Ser Lys His Ser Gin Asp Phe Glu Thr Asn Asp Glu 
965 970 975 

Leu Lys Cys Lys Val He Gly Phe Leu Glu Glu Val Met His Asp Pro 
980 985 990 

Glu Leu Leu Thr Gin Glu Arg Lys Ala Ala Ala Asn He He Arg Thr 
995 1000 1005 

Leu Thr Gin Glu Asp Pro Gly Asp Asn Gin He Thr Leu Glu Glu He 
1010 1015 1020 

Thr Gin Met Ala Glu Gly Val Lys Ala Glu Pro Phe Glu Asn His Ser 
1025 1030 1035 1040 

Ala Leu Glu He Ala Glu Gin Leu Thr Leu Leu Asp His Leu Val Phe 
1045 1050 1055 

Lys Lys lie Pro Tyr Glu Glu Phe Phe Gly Gin Gly Trp Met Lys Leu 
1060 1065 1070 

Glu Lys Asn Glu Arg Thr Pro Tyr He Met Lys Thr Thr Lys His Phe 
1075 1080 1085 

Asn Asp He Ser Asn Leu He Ala Ser Glu He He Arg Asn Glu Asp 
1090 1095 1100 

He Asn Ala Arg Val Ser Ala He Glu Lys Trp Val Ala Val Ala Asp 
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1105 



1110 



1115 



1120 



lie Cys Arg Cys Leu His Asn Tyr Asn Ala Val Leu Glu lie Thr Ser 
1125 1130 1135 

Ser Met Asn Arg Ser Ala He Phe Arg Leu Lys Lys Thr Trp Leu Lys 
1140 1145 1150 

Val Ser Lys Gin Thr Lys Ala Leu He Asp Lys Leu Gin Lys Leu Val 
1155 1160 1165 

Ser Ser Glu Gly Arg Phe Lys Asn Leu Arg Glu Ala Leu Lys Asn Cys 
1170 1175 1180 

Asp Pro Pro Cys Val Pro Tyr Leu Gly Met Tyr Leu Thr Asp Leu Ala 
1185 1190 1195 1200 

Phe He Glu Glu Gly Thr Pro Asn Tyr Thr Glu Asp Gly Leu Val Asn 
1205 1210 1215 

Phe Ser Lys Met Arg Met He Ser His He He Arg Glu He Arg Gin 
1220 1225 1230 

Phe Gin Gin Thr Ala Tyr Lys He Glu His Gin Ala Lys Val Thr Gin 
1235 1240 1245 

Tyr Leu Leu Asp Gin Ser Phe Val Met Asp Glu Glu Ser Leu Tyr Glu 
1250 1255 1260 

Ser Ser Leu Arg He Glu Pro Lys Leu Pro Thr 
1265 1270 1275 



<210> 112 
<211> 1244 

<212> PRT 

<213> Rattus norvegicus 
<400> 112 

Met Gin Lys Ala He Arg Leu Asn Asp Gly His Val Val Ser Leu Gly 
15 10 15 

Leu Leu Ala Gin Arg Asp Gly Thr Arg Lys Gly Tyr Leu Ser Lys Arg 
20 25 30 

Ser Ser Asp Asn Pro Lys Trp Gin Thr Lys Trp Phe Ala Leu Leu Gin 
35 40 45 

Asn Leu Leu Phe Tyr Phe Glu Ser Asp Ser Ser Ser Arg Pro Ser Gly 
50 55 60 

Leu Tyr Leu Leu Glu Gly Ser He Cys Lys Arg Met Pro Ser Pro Lys 
65 70 75 80 

Arg Gly Thr Ser Ser Lys Glu Ser Asp Lys Gin His His Tyr Phe Thr 
85 90. 95 
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Val Asn Phe Ser Asn Asp Ser Gin Lys Ser Leu Glu Leu Arg Thr Asp 
100 105 110 

Asp Ser Lys Asp Cys Asp Glu Trp Val Ala Ala lie Ala Arg Ala Ser 
115 120 125 

Tyr Lys lie Leu Ala Thr Gin His Gin Ala Leu Met Gin Lys Tyr Leu 

130 135 140 

His Leu Leu Gin Val Val Glu Thr Glu Lys Thr Val Ala Lys Gin Leu 
145 150 155 160 

Arg Gin Gin Leu Glu Asp Gly Glu Val Glu lie Glu Arg Leu Lys Ala 
165 170 175 

Glu He Ala Asn Leu He Lys Asp Asn Glu Arg He Gin Ser Asn Gin 
180 185 190 

Leu Val Ala Pro Glu Asp Glu Asp Ser Asp He Lys Lys He Lys Lys 
195 200 205 

Val Gin Ser Phe Leu Arg Gly Trp Leu Cys Arg Arg Lys Trp Lys Asn 
210 215 220 

He He Gin Asp Tyr He Arg Ser Pro His Ala Asp Ser Met Arg Lys 
225 230 235 240 

Arg Asn Gin Val Val Phe Ser Met Leu Glu Ala Glu Ala Glu Tyr Val 
245 250 255 

Gin Gin Leu His He Leu Val Asn Asn Phe Leu Arg Pro Leu Arg Met 

260 265 270 

Ala Ala Ser Ser Lys Lys Pro Pro He Thr His Asp Asp Val Ser Ser 
275 280 285 

He Phe Leu Asn Ser Glu Thr He Met Phe Leu His Gin He Phe Tyr 
290 295 300 

Gin Gly Leu Lys Ala Arg He Ala Ser Trp Pro Thr Leu Val Leu Ala 
305 310 315 320 

Asp Leu Phe Asp He Leu Leu Pro Met Leu Asn He Tyr Gin Glu Phe 
325 330 335 

Val Arg Asn His Gin Tyr Ser Leu Gin He Leu Ala His Cys Lys Gin 
340 345 350 

Asn Arg Asp Phe Asp Lys Leu Leu Lys Gin Tyr Glu Ala Lys Pro Asp 
355 360 365 

Cys Glu Glu Arg Thr Leu Glu Thr Phe Leu Thr Tyr Pro Met Phe Gin 
370 375 380 

He Pro Arg Tyr He Leu Thr Leu His Glu Leu Leu Ala His Thr Pro 
385 390 395 400 
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His Glu His Val Glu Arg Asn Ser Leu Asp Tyr Ala Lys Ser Lys Leu 
405 410 415 



Glu Glu Leu Ser Arg Val Met His Asp Glu Val Ser Glu Thr Glu Asn 
420 425 430 

lie Arg Lys Asn Leu Ala lie Glu Arg Met lie Thr Glu Gly Cys Glu 
435 440 445 

lie Leu Leu Asp Thr Ser Gin Thr Phe Val Arg Gin Gly Ser Leu lie 
450 455 460 

Gin Val Pro Met Ser Glu Lys Gly Lys lie Asn Lys Gly Arg Leu Gly 
465 470 475 480 

Ser Leu Ser Leu Lys Lys Glu Gly Glu Arg Gin Cys Phe Leu Phe Ser 
485 490 495 

Lys His Leu lie lie Cys Thr Arg Gly Ser Gly Ser Lys Leu His Leu 
500 505 510 

Thr Lys Asn Gly Val lie Ser Leu lie Asp Cys Thr Leu Leu Asp Asp 
515 520 525 

Pro Glu Asn Met Asp Asp Asp Gly Lys Gly Gin Glu Val Asp His Leu 
530 535 540 

Asp Phe Lys lie Trp Val Glu Pro Lys Asp Ser Pro Pro Phe Thr Val 
545 550 555 560 

lie Leu Val Ala Ser Ser Arg Gin Glu Lys Ala Ala Trp Thr Ser Asp 

565 570 575 

lie lie Gin Cys Val Asp Asn lie Arg Cys Asn Gly Leu Met Met Asn 
.580 585 590 

Ala Phe Glu Glu Asn Ser Lys Val Thr Val Pro Gin Met lie Lys Ser 
595 600 605 

Asp Ala Ser Leu Tyr Cys Asp Asp Val Asp lie Arg Phe Ser Lys Thr 
610 615 620 

Met Asn Ser Cys Lys Val Leu Gin lie Arg Tyr Ala Ser Val Glu Arg 
625 630 635 640 

Leu Leu Glu Arg Leu Thr Asp Leu Arg Phe Leu Ser lie Asp Phe Leu 
645 650 655 

Asn Thr Phe Leu His Ser Tyr Arg Val Phe Thr Asp Ala Val Val Val 
660 665 670 

Leu Asp Lys Leu lie Ser lie Tyr Lys Lys Pro He Thr Ala He Pro 
675 680 685 

Ala Arg Ser Leu Glu Leu Leu Phe Ser Ser Ser His Asn Thr Lys Leu 
690 695 700 
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Leu Tyr Gly Asp Ala Pro Lys Ser Pro Arg Ala Ser Arg Lys Phe Ser 
705 710 715 720 



Ser Pro Pro Pro Leu Ala lie Gly Thr Ser Ser Pro Val Arg Arg Arg 
725 730 735 

Lys Leu Ser Leu Asn lie Pro lie lie Thr Gly Gly Lys Ala Leu Glu 

740 745 750 

Leu Ala Ser Leu Gly Cys Pro Ser Asp Gly Tyr Thr Asn lie His Ser 
755 760 765 

Pro lie Ser Pro Phe Gly Lys Thr Thr Leu Asp Thr Ser Lys Leu Cys 
770 775 780 

Val Ala Ser Ser Leu Thr Arg Thr Pro Glu Glu lie Asp Met Thr Thr 
785 790 795 800 

Leu Glu Glu Ser Ser Gly Phe Arg Lys Pro Thr Ser Asp lie Leu Lys 
805 810 815 

Glu Glu Ser Asp Asp Asp Gin Ser Asp Val Asp Asp Thr Glu Val Ser 
820 825 830 

Pro Pro Thr Pro Lys Ser Phe Arg Asn Arg lie Thr Gin Glu Phe Pro 
835 840 845 

Leu Phe Asn Tyr Asn Ser Gly lie Met Met Thr Cys Arg Asp Leu Met 
850 855 860 

Asp Ser Asn Arg Ser Pro Leu Ser Ala Thr Ser Ala Phe Ala lie Ala 
865 870 875 880 

Thr Ala Gly Ala Asn Glu Ser Pro Ala Asn Lys Glu lie Tyr Arg Arg 
885 890 895 

Met Ser Leu Ala Asn Thr Gly Tyr Ser Ser Asp Gin Arg Asn lie Asp 
900 905 910 

Lys Glu Phe Val lie Arg Arg Ala Ala Thr Asn Arg Val Leu Asn Val 
915 920 925 

Leu Arg His Trp Val Thr Lys His Ser Gin Asp Phe Glu Thr Asp Asp 
930 935 940 

Leu Leu Lys Tyr Lys Val lie Cys Phe Leu Glu Glu Val Met His Asp 
945 950 955 960 

Pro Asp Leu Leu Pro Gin Glu Arg Lys Ala Ala Ala Asn lie Met Arg 
965 970 975 

Thr Leu Thr Gin Glu Glu lie Thr Glu Asn His Ser Met Leu Asp Glu 
980 985 990 

Leu Leu Leu Met Thr Glu Gly Val Lys Thr Glu Pro Phe Glu Asn His 
995 1000 1005 
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Ser Ala 
1010 



Met Glu lie Ala Glu 
1015 



Gin Leu Thr Leu Leu 
1020 



Asp His Leu Val 



Phe Lys Ser lie Pro Tyr Glu Glu Phe Phe Gly Gin Gly Trp Met Lys 
1025 1030 1035 1040 

Ala Asp Lys Asn Glu Arg Thr Pro Tyr lie Met Lys Thr Thr Arg His 
1045 1050 1055 

Phe Asn His lie Ser Asn Leu lie Ala Ser Glu lie Leu Arg Asn Glu 
1060 1065 1070 

Glu Val Ser Ala Arg Ala Ser Thr lie Glu Lys Trp Val Ala Val Ala 
1075 1080 1085 

Asp lie Cys Arg Cys Leu His Asn Tyr Asn Ala Val Leu Glu lie Thr 
1090 1095 1100 

Ser Ser lie Asn Arg Ser Ala lie Phe Arg Leu Lys Lys Thr Trp Leu 
1105 1110 1115 1120 

Lys Val Ser Lys Gin Thr Lys Ser Leu Phe Asp Lys Leu Gin Lys Leu 
1125 1130 1135 

Val Ser Ser Asp Gly Arg Phe Lys Asn Leu Arg Glu Thr Leu Arg Asn 
1140 1145 1150 

Cys Asp Pro Pro Cys Val Pro Tyr Leu Gly Met Tyr Leu Thr Asp Leu 
1155 1160 1165 

Ala Phe Leu Glu Glu Gly Thr Pro Asn Tyr Thr Glu Asp Gly Leu Val 
1170 1175 1180 

Asn Phe Ser Lys Met Arg Met lie Ser His lie lie Arg Glu lie Arg 
1185 1190 1195 1200 

Gin Phe Gin Gin Thr Thr Tyr Lys lie Glu Pro Gin Pro Lys Val Thr 
1205 1210 1215 

Gin Tyr Leu Val Asp Glu Thr Phe Val Leu Asp Asp Glu Ser Leu Tyr 
1220 1225 1230 

Glu Ala Ser Leu Arg lie Glu Pro Lys Leu Pro Thr 
1235 1240 



<210> 113 
<211> 1237 
<212> PRT 

<213> Homo sapiens 
<400> 113 

Met Gin Lys Ser Val Arg Tyr Asn Glu Gly His Ala Leu Tyr Leu Ala 
1 5 10 15 

Phe Leu Ala Arg Lys Glu Gly Thr Lys Arg Gly Phe Leu Ser Lys Lys 
20 25 30 
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Thr Ala Glu Ala Ser Arg Trp His Glu Lys Trp Phe Ala Leu Tyr Gin 
35 40 45 

Asn Val Leu Phe Tyr Phe Glu Gly Glu Gin Ser Cys Arg Pro Ala Gly 
50 55 60 

Met Tyr Leu Leu Glu Gly Cys Ser Cys Glu Arg Thr Pro Ala Pro Pro 
65 70 75 80 

Arg Ala Gly Ala Gly Gin Gly Gly Val Arg Asp Ala Leu Asp Lys Gin 
85 90 95 

Tyr Tyr Phe Thr Val Leu Phe Gly His Glu Gly Gin Lys Pro Leu Glu 
100 105 110 

Leu Arg Cys Glu Glu Glu Gin Asp Gly Lys Glu Trp Met Glu Ala lie 
115 120 125 

His Gin Ala Ser Tyr Ala Asp lie Leu lie Glu Arg Glu Val Leu Met 
130 135 140 

Gin Lys Tyr lie His Leu Val Gin lie Val Glu Thr Glu Lys lie Ala 
145 150 155 160 

Ala Asn Gin Leu Arg His Gin Leu Glu Asp Gin Asp Thr Glu lie Glu 
165 170 175 

Arg Leu Lys Ser Glu lie lie Ala Leu Asn Lys Thr Lys Glu Arg Met 
180 185 190 

Arg Pro Tyr Gin Ser Asn Gin Glu Asp Glu Asp Pro Asp lie Lys Lys 
195 200 205 

lie Lys Lys Val Gin Ser Phe Met Arg Gly Trp Leu Cys Arg Arg Lys 
210 215 220 

Trp Lys Thr lie Val Gin Asp Tyr lie Cys Ser Pro His Ala Glu Ser 
225 230 235 240 

Met Arg Lys Arg Asn Gin lie Val Phe Thr Met Val Glu Ala Glu Ser 
245 250 255 

Glu Tyr Val His Gin Leu Tyr lie Leu Val Asn Gly Phe Leu Arg Pro 
260 265 270 

Leu Arg Met Ala Ala Ser Ser Lys Lys Pro Pro lie Ser His Asp Asp 
275 280 285 

Val Ser Ser lie Phe Leu Asn Ser Glu Thr lie Met Phe Leu His Glu 
290 295 300 

lie Phe His Gin Gly Leu Lys Ala Arg lie Ala Asn Trp Pro Thr Leu 
305 310 315 320 

lie Leu Ala Asp Leu Phe Asp He Leu Leu Pro Met Leu Asn He Tyr 
325 330 335 
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Gin Glu Phe Val Arg Asn His Gin Tyr Ser Leu Gin Val Leu Ala Asn 
340 345 350 



Cys Lys Gin Asn Arg Asp Phe Asp Lys Leu Leu Lys Gin Tyr Glu Ala 
355 360 365 

Asn Pro Ala Cys Glu Gly Arg Met Leu Glu Thr Phe Leu Thr Tyr Pro 
370 375 380 

Met Phe Gin lie Pro Arg Tyr lie lie Thr Leu His Glu Leu Leu Ala 
385 390 395 400 

His Thr Pro His Glu His Val Glu Arg Lys Ser Leu Glu Phe Ala Lys 
405 410 415 

Ser Lys Leu Glu Glu Leu Ser Arg Val Met His Asp Glu Val Ser Asp 
420 425 430 

Thr Glu Asn lie Arg Lys Asn Leu Ala lie Glu Arg Met lie Val Glu 
435 440 445 

Gly Cys Asp lie Leu Leu Asp Thr Ser Gin Thr Phe lie Arg Gin Gly 
450 455 460 

Ser Leu lie Gin Val Pro Ser Val Glu Arg Gly Lys Leu Ser Lys Val 
465 470 475 480 

Arg Leu Gly Ser Leu Ser Leu Lys Lys Glu Gly Glu Arg Gin Cys Phe 
485 490 495 

Leu Phe Thr Lys His Phe Leu lie Cys Thr Arg Ser Ser Gly Gly Lys 
500 505 510 

Leu His Leu Leu Lys Thr Gly Gly Val Leu Ser Leu He Asp Cys Thr 
515 520 525 

Leu He Glu Glu Pro Asp Ala Ser Asp Asp Asp Ser Lys Gly Ser Gly 
530 535 540 

Gin Val Phe Gly His Leu Asp Phe Lys He Val Val Glu Pro Pro Asp 
545 550 555 560 

Arg Ala Ala Phe Thr Val Val Leu Leu Ala Pro Ser Arg Gin Glu Lys 
565 570 575 

Ala Ala Trp Met Ser Asp He Ser Gin Cys Val Asp Asn He Arg Cys 
580 585 590 

Asn Gly Leu Met Thr He Val Phe Glu Glu Asn Ser Lys Val Thr Val 
595 600 605 

Pro His Met He Lys Ser Asp Ala Arg Leii His Lys Asp Asp Thr Asp 
610 615 620 

He Cys Phe Ser Lys Thr Leu Asn Ser Cys Lys Val Pro Gin He Arg 
625 630 635 640 
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Tyr Ala Ser 



Val Glu Arg Leu Leu Glu Arg Leu Thr Asp Leu 
645 650 



Arg Phe 
655 



Leu Ser lie Asp Phe Leu Asn Thr Phe Leu His Thr Tyr Arg lie Phe 
660 665 670 

Thr Thr Ala Ala Val Val Leu Gly Lys Leu Ser Asp lie Tyr Lys Arg 
675 680 685 

Pro Phe Thr Ser lie Pro Val Arg Ser Leu Glu Leu Phe Phe Ala Thr 
690 695 700 

Ser Gin Asn Asn Arg Gly Glu His Leu Val Asp Gly Lys Ser Pro Arg 
705 710 715 720 

Leu Cys Arg Lys Phe Ser Ser Pro Pro Pro Leu Ala Val Ser Arg Thr 
725 730 735 

Ser Ser Pro Val Arg Ala Arg Lys Leu Ser Leu Thr Ser Pro Leu Asn 
740 745 750 

Ser Lys lie Gly Ala Leu Asp Leu Thr Thr Ser Ser Ser Pro Thr Thr 
755 760 765 

Thr Thr Gin Ser Pro Ala Ala Ser Pro Pro Pro His Thr Gly Gin lie 

770 775 780 

Pro Leu Asp Leu Ser Arg Gly Leu Ser Ser Pro Glu Gin Ser Pro Gly 
785 790 795 800 

Thr Val Glu Glu Asn Val Asp Asn Pro Arg Val Asp Leu Cys Asn Lys 
805 810 815 

Leu Lys Arg Ser lie Gin Lys Ala Val Leu Glu Ser Ala Pro Ala Asp 
820 825 830 

Arg Ala Gly Val Glu Ser Ser Pro Ala Ala Asp Thr Thr Glu Leu Ser 
835 .840 845 

Pro Cys Arg Ser Pro Ser Thr Pro Arg His Leu Arg Tyr Arg Gin Pro 
850 855 860 

Gly Gly Gin Thr Ala Asp Asn Ala His Cys Ser Val Ser Pro Ala Ser 
865 870 875 880 

Ala Phe Ala lie Ala Thr Ala Ala Ala Gly His Gly Ser Pro Pro Gly 
885 890 895 

Phe Asn Asn Thr Glu Arg Thr Cys Asp Lys Glu Phe lie lie Arg Arg 
900 905 910 

Thr Ala Thr Asn Arg Val Leu Asn Val Leu Arg His Trp Val Ser Lys 
915 920 925 

His Ala Gin Asp Phe Glu Leu Asn Asn Glu Leu Lys Met Asn Val Leu 
930 935 940 
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Asn Leu Leu Glu Glu Val Leu Arg Asp Pro Asp Leu Leu Pro Gin Glu 
945 950 955 960 

Arg Lys Ala Ala Ala Asn lie Leu Arg Ala Leu Ser Gin Asp Asp Gin 
965 970 975 

Asp Asp lie His Leu Lys Leu Glu Asp He He Gin Met Thr Asp Cys 
980 985 990 

Met Lys Ala Glu Cys Phe Glu Ser Leu Ser Ala Met Glu Leu Ala Glu 
995 1000 1005 

Gin He Thr Leu Leu Asp His Val He Phe Arg Ser He Pro Tyr Glu 
1010 1015 1020 

Glu Phe Leu Gly Gin Gly Trp Met Lys Leu Asp Lys Asn Glu Arg Thr 
1025 1030 1035 1040 

Pro Tyr He Met Lys Thr Ser Gin His Phe Asn Asp Met Ser Asn Leu 
1045 1050 1055 

Val Ala Ser Gin He Met Asn Tyr Ala Asp Val Ser Ser Arg Ala Asn 
1060 1065 1070 

Ala He Glu Lys Trp Val Ala Val Ala Asp He Cys Arg Cys Leu His 
1075 1080 1085 

Asn Tyr Asn Gly Val Leu Glu He Thr Ser Ala Leu Asn Arg Ser Ala 
1090 1095 1100 

He Tyr Arg Leu Lys Lys Thr Tirp Ala Lys Val Ser Lys Gin Thr Lys 
1105 1110 1115 1120 

Ala Leu Met Asp Lys Leu Gin Lys Thr Val Ser Ser Glu Gly Arg Phe 
1125 1130 1135 

Lys Asn Leu Arg Glu Thr Leu Lys Asn Cys Asn Pro Pro Ala Val Pro 
1140 1145 1150 

Tyr Leu Gly Met Tyr Leu Thr Asp Leu Ala Phe He Glu Glu Gly Thr 
1155 1160 1165 

Pro Asn Phe Thr Glu Glu Gly Leu Val Asn Phe Ser Lys Met Arg Met 
1170 1175 1180 

He Ser His He He Arg Glu He Arg Gin Phe Gin Gin Thr Ser Tyr 
1185 1190 1195 1200 

Arg He Asp His Gin Pro Lys Val Ala Gin Tyr Leu Leu Asp Lys Asp 
1205 1210 1215 

Leu He He Asp Glu Asp Thr Leu Tyr Glu Leu Ser Leu Lys He Glu 
1220 1225 1230 

Pro Arg Leu Pro Ala 
1235 
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<210> 114 

<211> 1262 
<212> PRT 

<213> Mus musculus 



<400> 114 

Met Gin Lys Ala He Arg Leu Asn Asp Gly His Val Val Thr Leu Gly 
15 10 15 

Leu Leu Ala Gin Lys Asp Gly Thr Arg Lys Gly Tyr Leu Ser Lys Arg 
20 25 30 

Ser Ala Asp Asn Pro Lys Trp Gin Thr Lys Trp Phe Ala Leu Leu Gin 
35 40 45 

Asn Leu Leu Phe Tyr Phe Glu Ser Asp Ser Ser Pro Arg Pro Ser Gly 
50 55 60 

Leu Tyr Leu Leu Glu Gly Ser He Cys Lys Arg Ala Pro Ser Pro Lys 
65 70 75 80 

Arg Gly Thr Ser Ser Lys Glu Ser Gly Glu Lys Gin Gin His Tyr Phe 
85 90 95 

Thr Val Asn Phe Ser Asn Asp Ser Gin Lys Thr Leu Glu Leu Arg Thr 
100 105 110 

Glu Asp Ala Lys Asp Cys Asp Glu Trp Val Ala Ala He Ala Arg Ala 
115 120 125 

Ser Tyr Lys He Leu Ala Thr Glu His Glu Ala Leu Met Gin Lys Tyr 
130 135 140 

Leu His Leu Leu Gin Val Val Glu Thr Glu Lys Thr Val Ala Lys Gin 
145 150 155 160 

Leu Arg Gin Gin Leu Glu Asp Gly Glu Val Glu He Glu Arg Leu Lys 
165 170 175 

Thr Glu Val Thr He Thr Asn Leu He Lys Asp Asn Asp Arg He Gin 
180 185 190 

Ser Ser Asn Lys Ala Gly Ser Ala Asp Asp Glu Asp Ser Asp He Lys 
195 200 205 

Lys He Lys Lys Val Gin Ser Phe Leu Arg Gly Trp Leu Cys Arg Arg 
210 215 220 

Lys Trp Lys Asn He He Gin Asp Tyr He Arg Ser Pro His Ala Asp 
225 230 235 240 

Ser Met Arg Lys Arg Asn Gin Val Val Phe Ser Met Leu Glu Ala Glu 
245 250 255 



Ala Glu Tyr Val Gin Gin Leu His He Leu Val Asn Asn Phe Leu Arg 
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260 



265 



270 



Pro Leu Arg Met Ala Ala Ser Ser Lys Lys Pro Pro lie Thr His Asp 
275 280 285 

Asp Val Ser Ser lie Phe Leu Asn Ser Glu Thr lie Met Phe Leu His 
290 295 300 

Gin He Phe Tyr Gin Gly Leu Lys Ala Arg He Ser Ser Trp Pro Thr 
305 310 315 320 

Leu Val Leu Ala Asp Leu Phe Asp He Leu Leu Pro Met Leu Asn He 
325 330 335 

Tyr Gin Glu Phe Val Arg Asn His Gin Tyr Ser Leu Gin He Leu Ala 
340 345 350 

His Cys Lys Gin Asn Arg Asp Phe Asp Lys Leu Leu Lys Gin Tyr Glu 
355 360 365 

Ala Lys Pro Asp Cys Glu Glu Arg Thr Leu Glu Thr Phe Leu Thr Tyr 
370 375 380 

Pro Met Phe Gin He Pro Arg Tyr He Leu Thr Leu His Glu Leu Leu 
385 390 395 400 

Ala His Thr Pro His Glu His Val Glu Arg Asn Ser Leu Asp Tyr Ala 
405 410 415 

Lys Ser Lys Leu Glu Glu Leu Ser Arg He Met His Asp Glu Val Ser 
420 425 430 

Glu Thr Glu Asn He Arg Lys Asn Leu Ala He Glu Arg Met He Thr 
435 440 445 

Glu Gly Cys Glu He Leu Leu Asp Thr Ser Gin Thr Phe Val Arg Gin 
450 455 460 

Gly Ser Leu Met Gin Met Ser Leu Ser Glu Lys Ser Lys Ser Ser Arg ( 
465 470 475 480 

Gly Arg Leu Gly Ser Leu Ser Thr Lys Lys Glu Gly Glu Arg Gin Cys 
485 490 495 

Phe Leu Phe Ser Lys His Leu He He Cys Thr Arg Gly Ser Gly Gly 
500 505 510 

Lys Leu His Leu Thr Lys Asn Gly Val He Ser Leu He Asp Cys Thr 
515 520 525 

Leu Leu Asp Glu Pro Glu Asn Leu Asp Asp Glu Ala Lys Gly Ala Gly 
530 535 540 

Pro Glu He Glu His Leu Glu Phe Lys He Gly Val Glu Pro Lys Asp 
545 550 555 560 

Ser Leu Pro Phe Thr Val He Leu Val Ala Ser Thr Arg Gin Glu Lys 
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565 570 575 

Ala Ala Trp Thr Ser Asp He He Gin Cys Val Asp Asn He Arg Cys 
580 585 590 

Asn Gly Leu Met Met Asn Ala Phe Glu Glu Asn Ser Lys Val Thr Val 
595 600 605 

Pro Gin Met He Lys Ser Asp Ala Ser Leu Tyr Cys Asp Asp Val Asp 
610 615 620 

He Arg Phe Ser Lys Thr Met Asn Ser Cys Lys Val Leu Gin He Arg 
625 630 635 640 

Tyr Ala Ser Val Glu Arg Leu Leu Glu Arg Leu Thr Asp Leu Arg Phe 
645 650 655 

Leu Ser He Asp Phe Leu Asn Thr Phe Leu His Ser Tyr Arg Val Phe 
660 665 670 

Thr Asn Ala Met Val Val Leu Asp Lys Leu He Asn He Tyr Arg Lys 
675 680 685 

Pro Met Ser Ala He Pro Ala Arg Ser Leu Glu Leu Leu Phe Ser Ser 
690 695 700 

Ser His Asn Ala Lys Leu Leu Tyr Gly Asp Ala Pro Lys Ser Pro Arg 
705 710 715 720 

Ala Ser Arg Lys Phe Ser Ser Pro Pro Pro Leu Ala He Gly Thr Ser 
725 730 735 

Ser Pro Ser Arg Arg Arg Lys Leu Ser Leu Asn He Pro He He Thr 
740 745 750 

Gly Gly Lys Ala Leu Glu Leu Ala Ser Leu Gly Cys Ser Ser Asp Ser 
755 760 765 

Tyr Ala Asn He His Ser Pro He Ser Pro Phe Gly Lys Thr Thr Leu 

770 775 780 

Asp Thr Gly Lys Leu Cys Met Ala Ser Ser Leu Pro Lys Thr Pro Glu 
785 790 795 800 

Glu He Asp Val Pro Ala Thr He Pro Glu Lys Pro Gly Glu Leu Ser 
805 810 815 

Ala Ser Arg Lys His Ser Ser Asp Val Leu Lys Glu Glu Ser Glu Asp 
820 825 830 

Asp Gin Asn His Ser Asp Glu Asp Asn Thr Glu Val Ser Pro Val Lys 
835 840 845 

Ser Pro Pro Thr Pro Lys Ser Phe Leu Asn Arg Thr He Thr Glu Phe 
850 855 860 

Pro Phe Phe Asn Tyr Asn Asn Gly He Leu Met Thr Thr Cys Arg Asp 
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865 



870 



875 



880 



Leu Val Asp Asn Asn Arg Ser Thr Leu Ser Ala Thr Ser Ala Phe Ala 
885 890 895 

lie Ala Thr Ala Gly Ala Asn Glu Gly Pro Ser Asn Lys Glu Val Phe 
900 905 910 

Arg Arg Met Ser Leu Ala Asn Thr Gly Phe Ser Ser Asp Gin Arg Asn 
915 920 925 

lie Asp Lys Glu Phe Val lie Arg Arg Ala Ala Thr Asn Arg Val Leu 
930 935 940 

Asn Val Leu Arg His Trp Val Thr Lys His Thr Gin Asp Phe Asp Thr 
945 950 955 960 

Asp Asp Thr Leu Lys Tyr Arg Val lie Cys Phe Leu Glu Glu Val Met 
965 970 975 

His Asp Pro Asp Leu Leu Thr Gin Glu Arg Lys Ala Ala Ala Asn lie 
980 985 990 

lie Arg Thr Leu Thr Leu Glu Glu Thr Thr Glu Gin His Ser Met Leu 
995 1000 1005 

Glu Glu Val lie Leu Met Thr Glu Gly Val Lys Thr Glu Pro Phe Glu 
1010 1015 1020 

Asn His Pro Ala Leu Glu lie Ala Glu Gin Leu Thr Leu Leu Asp His 
1025 1030 1035 1040 

Leu Val Phe Lys Ser lie Pro Tyr Glu Glu Phe Phe Gly Gin Gly Trp 
1045 1050 1055 

Met Lys Ala Glu Lys Tyr Glu Arg Thr Pro Tyr lie Met Lys Thr Thr 
1060 1065 1070 

Lys His Phe Asn His Val Ser Asn Phe lie Ala Ser Glu He He Arg 
1075 1080 1085 

Asn Glu Asp He Ser Ala Arg Ala Ser Ala He Glu Lys Trp Val Ala 
1090 1095 1100 

Val Ala Asp He Cys Arg Cys Leu His Asn Tyr Asn Ala Val Leu Glu 
1105 1110 1115 1120 

He Thr Ser Ser He Asn Arg Ser Ala He Phe Arg Leu Lys Lys Thr 
1125 1130 1135 

Trp Leu Lys Val Ser Lys Gin Thr Lys Ser Leu Leu Asp Lys Leu Gin 
1140 1145 1150 

Lys Leu Val Ser Ser Asp Gly Arg Phe Lys Asn Leu Arg Glu Ser Leu 
1155 1160 1165 

Arg Asn Cys Asp Pro Pro Cys Val Pro Tyr Leu Gly Met Tyr Leu Thr 
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1170 1175 1180 

Asp Leu Val Phe lie Glu Glu Gly Thr Pro Asn Tyr Thr Glu Asp Gly 
1185 1190 1195 1200 

Leu Val Asn Phe Ser Lys Met Arg Met He Ser His He He Arg Glu 
1205 1210 1215 

He Arg Gin Phe Gin Gin Thr Thr Tyr Lys He Asp Pro Gin Pro Lys 
1220 1225 1230 

Val He Gin Tyr Leu Leu Asp Glu Ser Phe Met Leu Asp Glu Glu Ser 
1235 1240 1245 

Leu Tyr Glu Ser Ser Leu Leu He Glu Pro Lys Leu Pro Thr 
1250 1255 1260 



<210> 115 
<211> 1189 
<212> PRT 

<213> Mus musculus 
<400> 115 

Met Gin Lys Ser Val Arg Tyr Asn Glu Gly His Ala Leu Tyr Leu Ala 
15 10 15 

Met Leu Ala Arg Lys Glu Gly Thr Lys Arg Gly Phe Leu Ser Lys Lys 
20 25 30 

Ala Ala Glu Ala Ser Arg Trp His Glu Lys Trp Phe Ala Leu Tyr Gin 
35 40 45 

Asn Val Leu Phe Tyr Phe Glu Gly Glu Gin Ser Gly Arg Pro Ala Gly 
50 55 60 

Met Tyr Leu Leu Glu Gly Cys Ser Cys Glu Arg Thr Pro Ala Pro Pro 
65 70 75 80 

Arg Thr Asn Ala Gly Pro Ala Gly Ala Arg Asp Ala Leu Asp Lys Gin 
85 90 95 

Tyr Tyr Phe Thr Val Leu Phe Gly His Asp Gly Gin Lys Pro Leu Glu 
100 105 110 

Leu Arg Cys Glu Glu Glu Gin Ala Gly Lys Glu Trp Met Glu Ala He 
115 120 125 

His Gin Ala Ser Tyr Ala Asp He Leu He Glu Arg Glu Val Leu Met 
130 135 140 

Gin Lys Tyr He His Leu Val Gin He Val Glu Thr Glu Lys He Ala 
145 150 155 160 

Thr Asn Gin Leu Arg His Gin Leu Glu Asp Gin Asp Thr Glu He Glu 
165 170 175 
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Arg Leu Lys Ser Glu lie Val Ala Leu Asn Lys Thr Lys Glu Arg Met 
180 185 190 

Arg Pro Tyr His Val His Gin Glu Glu Glu Asp Pro Asp lie Lys Lys 
195 200 205 

He Lys Lys Val Gin Ser Phe Met Arg Gly Trp Leu Cys Arg Arg Lys 

210 215 220 

Trp Lys Thr He Val Gin Asp Tyr He Cys Ser Pro His Ala Glu Ser 
225 230 235 240 

Met Arg Lys Arg Asn Gin He Val Phe Thr Met Val Glu Ala Glu Thr 
245 250 255 

Glu Tyr Val His Gin Leu Tyr He Leu Val Asn Gly Phe Leu Arg Pro 
260 265 270 

Leu Gly Met Ala Ala Ser Ser Lys Lys Pro Pro He Asn His Asp Asp 
275 280 285 

Val Ser Ser He Phe Leu Asn Ser Glu Thr He Met Phe Leu His Glu 
290 295 300 

He Phe His Gin Gly Leu Lys Ala Arg Leu Ala Asn Trp Pro Thr Leu 
305 310 315 320 

Val Leu Ala Asp Leu Phe Asp He Leu Leu Pro Met Leu Asn He Tyr 
325 330 335 

Gin Glu Phe Val Arg Asn His Gin Tyr Ser Leu Gin Val Leu Ala Asn 
340 345 350 

Cys Lys Gin Asn Arg Asp Phe Asp Lys Leu Leu Lys Gin Tyr Glu Ala 
355 360 365 

Asn Pro Ala Cys Glu Gly Arg Met Leu Glu Thr Phe Leu Thr Tyr Pro 
370 375 380 

Met Phe Gin He Pro Arg Tyr He He Thr Leu His Glu Leu Leu Ala 
385 390 395 400 

His Thr Pro His Glu His Val Glu Arg Lys Ser Leu Glu Phe Ala Lys 
405 410 415 

Ser Lys Leu Glu Glu Leu Ser Arg Val Met His Asp Glu Val Ser Asp 
420 425 430 

Thr Glu Asn He Arg Lys Asn Leu Ala He Glu Arg Met He Val Glu 
435 440 445 

Gly Cys Asp He Leu Leu Asp Thr Ser Gin Thr Phe He Arg Gin Gly 
450 455 460 

Ser Leu He Gin Val Pro Ser Val Glu Arg Gly Lys Leu Ser Lys Val 
465 470 475 480 
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Arg Leu Gly Ser Leu Ser Leu Lys Lys Glu Gly Glu Arg Gin Cys Phe 
485 490 495 



Leu Phe Thr Lys His Phe Leu lie Cys Thr Arg Ser Ser Gly Gly Lys 
500 505 510 

Leu His Leu Leu Lys Thr Gly Gly Val Leu Ser Leu lie Gin Cys Thr 
515 520 525 

Leu lie Glu Glu Pro Asp Gly Ser Asp Asp Asp Pro Lys Gly Ser Gly 
530 535 540 

His Met Phe Gly His Leu Asp Phe Lys lie Val Val Glu Pro Pro Asp 
545 550 555 560 

Ala Ala Ser Phe Thr Val Val Leu Leu Ala Pro Ser Arg Gin Glu Lys 
565 570 575 

Ala Ala Trp Met Ser Asp lie Ser Gin Cys Val Asp Asn lie Arg Cys 
580 585 590 

Asn Gly Leu Met Thr lie Val Phe Glu Glu Asn Ser Lys Val Thr Val 
595 600 605 

Pro His Met lie Lys Ser Asp Ala Arg Leu His Lys Asp Asp Thr Asp 
610 615 620 

lie Cys Phe Ser Lys Thr Leu Asn Ser Cys Lys Val Pro Gin lie Arg 
625 630 635 640 

Tyr Ala Ser Val Glu Ala Leu Leu Glu Arg Leu Thr Asp Leu Arg Phe 
645 650 655 

Leu Ser lie Asp Phe Leu Asn Thr Phe Leu His Thr Tyr Arg lie Phe 
660 665 670 

Thr Thr Ala Thr Val Val Leu Ala Lys Leu Ser Asp lie Tyr Lys Arg 
675 680 685 

Pro Phe Thr Ser lie Pro Val Arg Ser Leu Glu Leu Phe Phe Ala Thr 
690 695 700 

Ser Gin Asn Lys Arg Glu His Leu Val Asp Gly Lys Ser Pro T^g Leu 
705 710 715 720 

Cys Arg Lys Phe Ser Ser Pro Pro Pro Leu Ala Val Ser Arg Thr Ser 
725 730 735 

Ser Pro Val Arg Ala Arg Lys Leu Ser Leu Thr Ser Ser Leu Asn Ser 
740 745 750 

Arg lie Gly Ala Leu Asp Leu Thr Asn Ser Ser Ser Ser Ser Ser Pro 
755 760 765 

Thr Thr Thr Thr His Ser Pro Ala Ala Ser Pro Pro Pro His Thr Ala 
770 775 780 
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Val Leu Glu Ser Ala Pro Ala Asp Lys Ala Gly Asp Ser Ala Asp Met 
785 790 795 800 

Ser Pro Cys Arg Ser Pro Thr Thr Pro Arg Ala Ser Ala lie Gly Arg 
805 810 815 

Pro Gly Gly Gin Val Ala Asp Ser Ala His Cys Ser Val Ser Pro Ala 
820 825 830 

Ser Ala Phe Ala He Ala Thr Ala Ala Ala Gly His Gly Ser Pro Pro 
835 840 845 

Gly Phe Asn Asn Glu Arg Thr Cys Asp Lys Glu Phe He He Arg Arg 
850 855 860 

Thr Ala Thr Asn Arg Val Leu Asn Val Leu Arg His Trp Val Ser Lys 
865 870 875 880 

His Ala Gin Asp Phe Glu Leu Asn Asn Glu Leu Lys Met Asn Val Leu 
885 890 895 

Asn Leu Leu Glu Glu Val Leu Arg Asp Pro Asp Leu Leu Pro Gin Glu 
900 905 910 

Arg Lys Ala Thr Ala Asn He Leu Arg Ala Leu Ser Gin Asp Asp Gin 
915 920 925 

Asp Asp He His Leu Lys Leu Glu Asp He He Gin Met Thr Asp Cys 
930 935 940 

Pro Lys Ala Glu Cys Phe Glu Thr Leu Ser Ala Met Glu Leu Ala Glu 
945 950 955 960 

Gin He Thr Leu Leu Asp His He Val Phe Arg Ser He Pro Tyr Glu 
965 970 975 

Glu Phe Leu Gly Gin Gly Trp Met Lys Leu Asp Lys Asn Glu Arg Thr 
980 985 990 

Pro Tyr He Met Lys Thr Ser Gin His Phe Asn Glu Met Ser Asn Leu 
995 1000 1005 

Val Ala Ser Gin He Met Asn Tyr Ala Asp He Ser Ser Arg Pro Asn 
1010 1015 1020 

Ala He Glu Lys Trp Val Ala Val Ala Asp He Cys Arg Cys Leu His 
1025 1030 1035 1040 

Asn Tyr Asn Gly Val Leu Glu He Thr Ser Ala Leu Asn Arg Ser Pro 
1045 1050 1055 

He Tyr Arg Leu Lys Lys Thr Trp Ala Lys Val Ser Lys Gin Thr Lys 
1060 1065 1070 

Ala Leu Met Asp Lys Leu Gin Lys Thr Val Ser Ser Glu Gly Arg Phe 
1075 1080 1085 
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Lys Asn 
1090 



Leu Arg Glu Thr Leu 
1095 



Lys Asn Cys Asn Pro Pro Ala Val Pro 
1100 



Tyr Leu Gly Met Tyr Leu Thr Asp Leu Ala Phe lie Glu Glu Gly Thr 
1105 1110 1115 1120 

Pro Asn Phe Thr Glu Glu Gly Leu Val Asn Phe Ser Lys Met Arg Met 

1125 1130 1135 

He Ser His He He Arg Glu He Arg Gin Phe Gin Gin Thr Ala Tyr 
1140 1145 1150 

Arg He Asp Gin Gin Pro Lys Val He Gin Tyr Leu Leu Asp Lys Ala 
1155 1160 1165 

Leu Val He Asp Glu Asp Ser Leu Tyr Glu Leu Ser Leu Lys He Glu 
1170 1175 1180 

Pro Arg Leu Pro Ala 
1185 



<210> 116 
<211> 241 
<212> PRT 

<213> Homo sapiens 

<400> 116 

Leu Leu Leu Leu Asp Pro Lys Glu Leu Ala Glu Gin Leu Thr Leu Leu 
15 10 15 

Asp Phe Glu Leu Phe Arg Lys He Asp Pro Ser Glu Leu Leu Gly Ser 
20 25 30 

Val Trp Gly Lys Arg Ser Lys Lys Ser Pro Ser Pro Leu Asn Leu Glu 
35 40 45 

Arg Phe He Glu Arg Phe Asn Glu Val Ser Asn Trp Val Ala Thr Glu 
50 55 60 

He Leu Lys Gin Thr Thr Pro Lys Asp Arg Ala Glu Leu Leu Ser Lys 
65 70 75 80 

Phe He Gin Val Ala Lys His Cys Arg Glu Leu Asn Asn Phe Asn Ser 
85 90 95 

Leu Met Ala He Val Ser Ala Leu Ser Ser Ser Pro He Ser Arg Leu 
100 105 110 

Lys Lys Thr Trp Glu Lys Leu Pro Ser Lys Tyr Lys Lys Leu Phe Glu 
115 120 125 

Glu Leu Glu Glu Leu Leu Asp Pro Ser Arg Asn Phe Lys Asn Tyr Arg 
130 135 140 

Glu Ala Leu Ser Ser Cys Asn Leu Pro Pro Cys He Pro Phe Leu Gly 
145 150 155 160 
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Val Leu Leu Lys Asp Leu Thr Phe lie Asp Glu Gly Asn Pro Asp Phe 
165 170 175 



Leu Lys Asn Gly Leu Val Asn Phe 
180 

lie Leu Arg Glu lie Arg Gin Leu 
195 200 

Pro Asn Arg Ser Asp lie Gin Ser 
210 215 

Leu Pro Glu Glu Asn Glu Leu Tyr 
225 230 

Arg 



Glu Lys Arg Arg Lys lie Ala Lys 
185 190 

Gin Ser Gin Pro Tyr Asn Leu Arg 
205 

Leu Leu Gin Gin Ser Leu Asp Ser 
220 

Glu Leu Ser Leu Arg lie Glu Pro 
235 240 



<210> 117 
<211> 187 

<212> PRT 

<213> Homo sapiens 
<400> 117 

Leu Leu Asp Pro Leu Glu Leu Ala Lys Gin Leu Thr Leu Leu Glu His 
15 10 15 

Glu Leu Phe Lys Lys lie Asp Pro Phe Glu Cys Leu Gly Gin Val Trp 
20 25 30 

Gly Lys Lys Tyr Gly Lys Asn Glu Arg Ser Pro Asn lie Asp Lys Thr 
35 40 45 

lie Lys Asn Phe Asn Gin Leu Thr Asn Phe Val Gly Thr Thr lie Leu 
50 55 60 

Leu Gin Thr Asp Pro Lys Lys Arg Ala Glu Leu lie Gin Lys Phe lie 
65 70 75 80 

Gin Val Ala Asp His Cys Arg Glu Leu Asn Asn Phe Asn Ser Leu Leu 
85 90 95 

Ala lie lie Ser Ala Leu Tyr Ser Ser Pro lie Tyr Arg Leu Lys Lys 
100 105 110 

Thr Trp Gin Tyr Val Pro Pro Gin Ser Leu Lys Leu Phe Glu Glu Leu 
115 120 125 

Asn Lys Leu Met Asp Ser Asp Arg Asn Phe Ser Asn Tyr Arg Glu Leu 
130 135 140 

Leu Lys Ser lie Phe Pro Leu Pro Cys Val Pro Phe Phe Gly Val Tyr 
145 150 155 160 

Leu Ser Asp Leu Thr Phe Leu Glu Glu Gly Asn Pro Asp Phe Leu Glu 
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165 



170 



175 



Thr Asn Leu Val Asn Phe Ser Lys Arg Arg Lys 
180 185 



<210> 118 
<211> 182 
<212> PRT 

<213> Homo sapiens 

<400> 118 

Val Leu Lys Glu Leu Leu Glu Thr Glu Lys Lys Tyr Val Arg Asp Leu 
15 10 15 

Glu lie Leu Val Asn Val Tyr Met Lys Pro Leu Arg Glu Ala Ala lie 
20 25 30 

Ser Lys Pro Val Leu Thr Pro Asp Asp Leu Glu Thr lie Phe Ser Asn 
35 40 45 

lie Asn Glu lie Tyr Glu Phe His Arg Glu Phe Leu Lys Ser Leu Glu 
50 55 60 

Asp Arg lie Ser Ser Ser Pro Ser Ala Pro Arg Leu Gly Asp Leu Phe 
65 70 75 80 

Leu Lys Leu Glu Pro Phe Leu Gin lie Tyr Gly Glu Tyr Cys Ala Asn 
85 90 95 

Lys Pro Tyr Ala Gin Glu Leu Leu Glu Lys Cys Ser Ser Asn Pro Gin 

100 105 110 

Phe Ala Glu Phe Leu Asp Glu Val Glu Ala Ser Ser Asn Thr Gly Lys 
115 120 125 

Leu Thr Leu Gin Ser Leu Leu Leu Lys Pro Val Gin Arg lie Pro Arg 
130 135 140 

Tyr Pro Leu Leu Leu Lys Glu Leu Leu Lys His Thr Pro Glu Asp Gin 
145 150 155 160 

Pro Asp Arg Glu Asp Leu Lys Lys Ala Leu Asp Leu Leu Gin Asp Leu 
165 170 175 

Ala Lys Ser lie Asn Glu 
180 



<210> 119 
<211> 181 
<212> PRT 

<213> Homo sapiens 
<400> 119 

Val Leu Lys Glu Leu Leu Gin Thr Glu Arg Asn Tyr Val Arg Asp Leu 
15 10 15 
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Lys lie Leu Val 
20 



Glu Val Phe Leu Lys Pro Leu Lys Lys Glu Ala Lys 
25 30 



Leu Leu Ser Pro Asp Glu Val Glu Thr Leu Phe Gly Asn lie Glu Glu 
35 40 45 

lie Tyr Glu Phe His Arg lie Phe Leu Asp Glu Leu Glu Lys Arg Val 
50 55 60 

Glu Glu Trp Asp Asp Ser Gly Asp Arg lie Gly Asp Val Phe Leu Lys 
65 70 75 80 

Leu Glu Glu Leu Phe Lys lie Tyr Ser Glu Tyr Cys Ser Asn His Pro 
85 90 95 

Asp Ala Leu Glu Leu Leu Lys Lys Leu Lys Lys Lys Asn Lys Arg Phe 
100 105 110 

Gin Lys Phe Leu Lys Glu lie Glu Ser Asn Pro Asn Cys Arg Arg Leu 
115 120 125 

Glu Leu Glu Ser Leu Leu Leu Lys Pro Val Gin Arg Leu Thr Lys Tyr 
130 135 140 

Pro Leu Leu Leu Lys Glu Leu Leu Lys His Thr Pro Pro Asp His Glu 
145 150 155 160 

Asp Arg Glu Asp Leu Lys Lys Ala Leu Asp Ala lie Lys Glu Leu Ala 
165 170 175 

Ser Gin Val Asn Glu 
180 



<210> 120 
<211> 54 
<212> PRT 

<213> Homo sapiens 
<400> 120 

Tyr Asp Lys Val Gly Ser lie Lys Gly Gly Thr Leu Glu Ala Leu lie 
15 10 15 

Glu Tyr Leu Thr Asp Leu Glu Ser Glu Asp Leu Phe Phe Val Glu Thr 
20 25 30 

Phe Leu Leu Thr Tyr Arg Ser Phe lie Thr Thr Gin Glu Leu Leu Asp 
35 40 45 



Leu Leu lie Ser Arg Tyr 
50 



<210> 121 
<211> 102 
<212> PRT 
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<213> Homo sapiens 



<400> 121 

lie Lys Glu Gly Trp Leu Leu Lys Lys Ser Ser Gly Gly Lys Lys Ser 
15 10 15 

Trp Lys Lys Arg Tyr Phe Val Leu Phe Asn Gly Val Leu Leu Tyr Tyr 
20 25 30 

Lys Ser Lys Lys Lys Lys Ser Ser Ser Lys Pro Lys Gly Ser lie Pro 

35 40 45 

Leu Ser Gly Cys Thr Val Arg Glu Ala Pro Asp Ser Asp Ser Asp Lys 
50 55 60 

Lys Lys Asn Cys Phe Glu lie Val Thr Pro Asp Arg Lys Thr Leu Leu 
65 70 75 80 

Leu Gin Ala Glu Ser Glu Glu Glu Arg Lys Glu Trp Val Glu Ala Leu 
85 90 95 

Arg Lys Ala lie Ala Lys 
100 



<210> 122 
<211> 155 
<212> PRT 

<213> Homo sapiens 

<400> 122 

Met Val Leu Ser Gly Ala Leu Cys Phe Arg Met Lys Asp Ser Ala Leu 
15 10 15 

Lys Val Leu Tyr Leu His Asn Asn Gin Leu Leu Ala Gly Gly Leu His 
20 25 30 

Ala Gly Lys Val lie Lys Gly Glu Glu lie Ser Val Val Pro Asn Arg 
35 40 45 

Trp Leu Asp Ala Ser Leu Ser Pro Val He Leu Gly Val Gin Gly Gly 
50 55 60 

Ser Gin Cys Leu Ser Cys Gly Val Gly Gin Glu Pro Thr Leu Thr Leu 
65 70 75 80 

Glu Pro Val Asn lie Met Glu Leu Tyr Leu Gly Ala Lys Glu Ser Lys 
85 90 95 

Ser Phe Thr Phe Tyr Arg Arg Asp Met Gly Leu Thr Ser Ser Phe Glu 
100 105 110 

Ser Ala Ala Tyr Pro Gly Trp Phe Leu Cys Thr Val Pro Glu Ala Asp 
115 120 125 

Gin Pro Val Arg Leu Thr Gin Leu Pro Glu Asn Gly Gly Trp Asn Ala 
130 135 140 
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Pro lie Thr Asp Phe Tyr Phe Gin Gin Cys Asp 
145 150 155 



<210> 123 
<211> 155 
<212> PRT 
<213> Mus musculus 

<400> 123 

Met Val Leu Ser Gly Ala Leu Cys Phe Arg Met Lys Asp Ser Ala Leu 
15 10 15 

Lys Val Leu Tyr Leu His Asn Asn Gin Leu Leu Ala Gly Gly Leu His 
20 25 30 

Ala Glu Lys Val lie Lys Gly Glu Glu lie Ser Val Val Pro Asn Arg 
35 40 45 

Ala Leu Asp Ala Ser Leu Ser Pro Val lie Leu Gly Val Gin Gly Gly 
50 55 60 

Ser Gin Cys Leu Ser Cys Gly Thr Glu Lys Gly Pro lie Leu Lys Leu 
65 70 75 80 

Glu Pro Val Asn lie Met Glu Leu Tyr Leu Gly Ala Lys Glu Ser Lys 
85 90 95 

Ser Phe Thr Phe Tyr Arg Arg Asp Met Gly Leu Thr Ser Ser Phe Glu 
100 105 110 

Ser Ala Ala Tyr Pro Gly Trp Phe Leu Cys Thr Ser Pro Glu Ala Asp 
115 120 125 

Gin Pro Val Arg Leu Thr Gin lie Pro Glu Asp Pro Ala Trp Asp Ala 
130 135 140 

Pro lie Thr Asp Phe Tyr Phe Gin Gin Cys Asp 
145 150 155 



<210> 12'4 
<211> 156 
<212> PRT 
<213> Mus musculus 

<400> 124 

Met Met Val Leu Ser Gly Ala Leu Cys Phe Arg Met Lys Asp Ser Ala 
1 5 10 . 15 

Leu Lys Val Leu Tyr Leu His Asn Asn Gin Leu Leu Ala Gly Gly Leu 
20 25 30 

His Ala Glu Lys Val He Lys Gly Glu Glu He Ser Val Val Pro Asn 
35 40 45 
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Arg Ala 
50 



Leu Asp Ala Ser Leu Ser Pro Val He Leu Gly Val Gin Gly 
55 60 



Gly Ser Gin Cys Leu Ser Cys Gly 
65 70 

Leu Glu Pro Val Asn He Met Glu 
85 

Lys Ser Phe Thr Phe Tyr Arg Arg 

100 

Glu Ser Ala Ala Tyr Pro Gly Trp 
115 120 

Asp Gin Pro Val Arg Leu Thr Gin 
130 135 

Ala Pro He Thr Asp Phe Tyr Phe 
145 150 



Thr Glu Lys Gly Pro He Leu Lys 
75 80 

Leu Tyr Leu Gly Ala Lys Glu Ser 
90 95 

Asp Met Gly Leu Thr Ser Ser Phe 
105 110 

Phe Leu Cys Thr Ser Pro Glu Ala 
125 

He Pro Glu Asp Pro Ala Trp Asp 
140 

Gin Gin Cys Asp 
155 



<210> 125 
<211> 152 
<212> PRT 

<213> Homo sapiens 
<400> 125 

Met Cys Ser Leu Pro Met Ala Arg Tyr Tyr He He Lys Tyr Ala Asp 
15 10 15 

Gin Lys Ala Leu Tyr Thr Arg Asp Gly Gin Leu Leu Val Gly Asp Pro 
20 25 30 

Val Ala Asp Asn Cys Cys Ala Glu Lys He Cys He Leu Pro Asn Arg 
35 40 45 

Gly Leu Ala Arg Thr Lys Val Pro He Phe Leu Gly He Gin Gly Gly 
50 55 60 

Ser Arg Cys Leu Ala Cys Val Glu Thr Glu Glu Gly Pro Ser Leu Gin 
65 70 75 80 

Leu Glu Asp Val Asn He Glu Glu Leu Tyr Lys Gly Gly Glu Glu Ala 
85 90 95 

Thr Arg Phe Thr Phe Phe Gin Ser Ser Ser Gly Ser Ala Phe Arg Leu 
100 105 110 

Glu Ala Ala Ala Trp Pro Gly Trp Phe Leu Cys Gly Pro Ala Glu Pro 
115 120 125 

Gin Gin Pro Val Gin Leu Thr Lys Glu Ser Glu Pro Ser Ala Arg Thr 
130 135 140 



Lys Phe Tyr Phe Glu Gin Ser Trp 
145 150 
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<210> 126 
<211> 152 
<212> PRT 
<213> Homo sapiens 

<400> 126 

Met Cys Ser Leu Pro Met Ala Arg Tyr Tyr lie lie Lys Tyr Ala Asp 
15 10 15 

Gin Lys Ala Leu Tyr Thr Arg Asp Gly Gin Leu Leu Val Gly Asp Pro 
20 25 30 

Val Ala Asp Asn Cys Cys Ala Glu Lys lie Cys Thr Leu Pro Asn Arg 
35 . 40 45 

Gly Leu Asp Arg Thr Lys Val Pro He Phe Leu Gly He Gin Gly Gly 
50 55 60 

Ser Arg Cys Leu Ala Cys Val Glu Thr Glu Glu Gly Pro Ser Leu Gin 
65 70 75 80 

Leu Glu Asp Val Asn He Glu Glu Leu Tyr Lys Gly Gly Glu Glu Ala 
85 90 95 

Thr Arg Phe Thr Phe Phe Gin Ser Ser Ser Gly Ser Ala Phe Arg Leu 
100 105 110 

Glu Ala Ala Ala Trp Pro Gly Trp Phe Leu Cys Gly Pro Ala Glu Pro 
115 120 125 

Gin Gin Pro Val Gin Leu Thr Lys Glu Ser Glu Pro Ser Ala Arg Thr 
130 135 140 

Lys Phe Tyr Phe Glu Gin Ser Trp 
145 150 



<210> 127 
<211> 143 
<212> PRT 

<213> Homo sapiens 
<400> 127 

Phe Arg Leu Asn Asp Ala Asn Gin Lys Ser Leu Val Leu Ala Asn Pro 
15 10 15 

Gin Tyr Leu Lys Ala Leu His Leu Gin Gly Gin Asn Leu Asn Gin Glu 
20 25 30 

Val Lys Phe Asp Met Ser Phe Val Gin Gly Glu Glu Glu Asp Ser Lys 
35 40 45 

He Pro Val Thr Leu Gly He Lys Lys Lys Asn Leu Tyr Leu Ser Cys 
50 55 60 
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Val Lys Lys Gly Asp Lys Pro Thr Leu Gin Leu Glu Met Val Asp Pro 
65 70 75 80 



Lys Lys Tyr Pro Lys Asn Lys Glu Met Glu Lys Arg Phe Val Phe Glu 
85 90 95 

Lys His Glu lie Gly Asn Lys Asn Glu Phe Glu Ser Ala Ala Tyr Pro 
100 105 110 

Asn Trp Phe lie Ser Thr Ser Gin Glu Glu Asp Arg Pro Val Phe Leu 
115 120 125 

Gly Asn Gly Pro Pro Gly Gin Asp lie Thr Asp Phe Gin Met Gin 
130 135 140 



<210> 128 

<211> 140 
<212> PRT 

<213> Homo sapiens 

<400> 128 

Leu Asn Asp Ala Asn Gin Lys Ser Leu Val Leu Ala Asn Pro Asn Tyr 
15 10 15 

Leu Lys Ala Leu His Leu Asn Gly Leu Asn Gin Glu Val Lys Phe Asp 
20 25 30 

Met Ser Phe Val Gin Gly Glu Pro His Asp Ser Lys He Pro Val Thr 
35 40 45 

Leu Gly He Ser Gly Thr Asn Leu Tyr Leu Ser Cys Val Lys Glu Gly 
50 55 60 

Asp Glu Pro Val Leu Gin Leu Glu Met Val Glu Pro Pro Lys Tyr He 
65 70 75 80 

Lys Asn Ser Glu Met Asp Lys Arg Phe Phe Phe Glu Lys Thr Glu He 
85 90 95 

Gly Ser Lys Val Tyr Phe Glu Ser Ala Ala Tyr Pro Asn Trp Phe He 
100 105 110 

Ala Thr Lys Gin Glu Glu Asp Arg Pro Val Phe Leu Ala Asn Gly Pro 
115 120 125 

Pro Glu Ser Asp He Thr Asp Phe Gin He Glu Glu 
130 135 140 



<210> 129 
<211> 522 
<212> PRT 

<213> Homo sapiens 
<400> 129 

Met Ser Leu Leu Asn Cys Glu Asn Ser Cys Gly Ser Ser Gin Ser Glu 
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1 



5 



10 



15 



Ser Asp Cys Cys Val Ala Met Ala Ser Ser Cys Ser Ala Val Thr Lys 
20 25 30 

Asp Asp Ser Val Gly Gly Thr Ala Ser Thr Gly Asn Leu Ser Ser Ser 
35 40 45 

Phe Met Glu Glu lie Gin Gly Tyr Asp Val Glu Phe Asp Pro Pro Leu 
50 55 60 

Glu Ser Lys Tyr Glu Cys Pro lie Cys Leu Met Ala Leu Arg Glu Ala 
65 70 75 80 

Val Gin Thr Pro Cys Gly His Arg Phe Cys Lys Ala Cys lie lie Lys 
85 90 95 

Ser lie Arg Asp Ala Gly His Lys Cys Pro Val Asp Asn Glu He Leu 
100 105 110 

Leu Glu Asn Gin Leu Phe Pro Asp Asn Phe Ala Lys Arg Glu He Leu 
115 120 125 

Ser Leu Met Val Lys Cys Pro Asn Glu Gly Cys Leu His Lys Met Glu 
130 135 140 

Leu Arg His Leu Glu Asp His Gin Ala His Cys Glu Phe Ala Leu Met 
145 150 155 160 

Asp Cys Pro Gin Cys Gin Arg Pro Phe Gin Lys Phe His He Asn He 
165 170 175 

His He Leu Lys Asp Cys Pro Arg Arg Gin Val Ser Cys Asp Asn Cys 
180 185 190 

Ala Ala Ser Met Ala Phe Glu Asp Lys Glu He His Asp Gin Asn Cys 
195 200 205 

Pro Leu Ala Asn Val He Cys Glu Tyr Cys Asn Thr He Leu He Arg 
210 215 220 

Glu Gin Met Pro Asn His Tyr Asp Leu Asp Cys Pro Thr. Ala Pro He 
225 230 235 240 

Pro Cys Thr Phe Ser Thr Phe Gly Cys His Glu Lys Met Gin Arg Asn 
245 250 255 

His Leu Ala Arg His Leu Gin Glu Asn Thr Gin Ser His Met Arg Met 
260 265 270 

Leu Ala Gin Ala Val His Ser Leu Ser Val He Pro Asp Ser Gly Tyr 
275 280 285 

He Ser Glu Val Arg Asn Phe Gin Glu Thr He His Gin Leu Glu Gly 
290 295 300 

Arg Leu Val Arg Gin Asp His Gin He Arg Glu Leu Thr Ala Lys Met 

231 



305 



310 



315 



320 



Glu Thr Gin Ser Met Tyr Val Ser Glu Leu Lys Arg Thr lie Arg Thr 
325 330 335 

Leu Glu Asp Lys Val Ala Glu lie Glu Ala Gin Gin Cys Asn Gly lie 
340 345 350 

Tyr lie Trp Lys lie Gly Asn Phe Gly Met His Leu Lys Cys Gin Glu 
355 360 365 

Glu Glu Lys Pro Val Val lie His Ser Pro Gly Phe Tyr Thr Gly Lys 
370 375 380 

Pro Gly Tyr Lys Leu Cys Met Arg Leu His Leu Gin Leu Pro Thr Ala 
385 390 395 400 

Gin Arg Cys Ala Asn Tyr lie Ser Leu Phe Val His Thr Met Gin Gly 
405 410 415 

Glu Tyr Asp Ser His Leu Pro Trp Pro Phe Gin Gly Thr lie Arg Leu 
420 425 430 

Thr lie Leu Asp Gin Ser Glu Ala Pro Val Arg Gin Asn His Glu Glu 
435 440 445 

lie Met Asp Ala Lys Pro Glu Leu Leu Ala Phe Gin Arg Pro Thr lie 
450 455 460 

Pro Arg Asn Pro Lys Gly Phe Gly Tyr Val Thr Phe Met His Leu Glu 
465 470 475 480 

Ala Leu Arg Gin Arg Thr Phe lie Lys Asp Asp Thr Leu Leu Val Arg 
485 490 495 

Cys Glu Val Ser Thr Arg Phe Asp Met Gly Ser Leu Arg Arg Glu Gly 
500 505 510 

Phe Gin Pro Arg Ser Thr Asp Ala Gly Val 
515 520 



<210> 130 
<211> 522 
<212> PRT 
<213> Homo sapiens 

<400> 130 

Met Ser Leu Leu Asn Cys Glu Asn Ser Cys Gly Ser Ser Gin Ser Glu 
15 10 15 

Ser Asp Cys Cys Val Ala Met Ala Ser Ser Cys Ser Ala Val Thr Lys 
20 25 30 

Asp Asp Ser Val Gly Gly Thr Ala Ser Thr Gly Asn Leu Ser Ser Ser 
35 40 45 
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Phe Met Glu Glu lie Gin Gly Tyr Asp Val Glu Phe Asp Pro Pro Leu 
50 55 60 

Glu Ser Lys Tyr Glu Cys Pro lie Cys Leu Met Ala Leu Arg Glu Ala 
65 70 75 80 

Val Gin Thr Pro Cys Gly His Arg Phe Cys Lys Ala Cys He He Lys 

85 90 95 

Ser He Arg Asp Ala Gly His Lys Cys Pro Val Asp Asn Glu He Leu 
100 105 110 

Leu Glu Asn Gin Leu Phe Pro Asp Asn Phe Ala Lys Arg Glu He Leu 
115 120 125 

Ser Leu Met Val Lys Cys Pro Asn Glu Gly Cys Leu His Lys Met Glu 
130 135 140 

Leu Arg His Leu Glu Asp His Gin Ala His Cys Glu Phe Ala Leu Met 
145 150 155 160 

Asp Cys Pro Gin Cys Gin Arg Pro Phe Gin Lys Phe His He Asn He 
165 170 175 

His He Leu Lys Asp Cys Pro Arg Arg Gin Val Ser Cys Asp Asn Cys 
180 185 190 ' 

Ala Ala Ser Met Ala Phe Glu Asp Lys Glu He His Asp Gin Asn Cys 
195 200 205 

Pro Leu Ala Asn Val He Cys Glu Tyr Cys Asn Thr He Leu He Arg 
210 215 220 

Glu Gin Met Pro Asn His Tyr Asp Leu Asp Cys Pro Thr Ala Pro He 
225 230 235 240 

Pro Cys Thr Phe Ser Thr Phe Gly Cys His Glu Lys Met Gin Arg Asn 
245 250 255 

His Leu Ala Arg His Leu Gin Glu Asn Thr Gin Ser His Met Arg Met 
260 265 270 

Leu Ala Gin Pro Val His Ser Leu Ser Val He Pro Asp Ser Gly Tyr 
275 280 285 

He Ser Glu Val Arg Asn Phe Gin Glu. Thr He His Gin Leu Glu Gly 
290 295 300 

Arg Leu Val Arg Gin Asp His Gin He Arg Glu Leu Thr Ala Lys Met 
305 310 315 320 

Glu Thr Gin Ser Met Tyr Val Ser Glu Leu Lys Arg Thr He Arg Thr 
325 330 335 

Leu Glu Asp Lys Val Ala Glu He Glu Ala Gin Gin Cys Asn Gly He 
340 345 350 



233 



Tyr lie Trp Lys 
355 



lie Gly Asn Phe Gly Met His Leu Lys Cys Gin Glu 
360 365 



Glu Glu Lys Pro Val Val lie His Ser Pro Gly Phe Tyr Thr Gly Lys 
370 375 380 

Pro Gly Tyr Lys Leu Cys Met Arg Leu His Leu Gin Leu Pro Thr Ala 
385 390 395 400 

Gin Arg Cys Ala Asn Tyr He Ser Leu Phe Val His Thr Met Gin Gly 
405 410 415 

Glu Tyr Asp Ser His Leu Pro Trp Pro Phe Gin Gly Thr He Arg Leu 
420 425 430 

Thr He Leu Asp Gin Ser Glu Ala Pro Val Arg Gin Asn His Glu Glu 
435 440 445 

He Met Asp Ala Lys Pro Glu Leu Leu Ala Phe Gin Arg Pro Thr He 
450 455 460 

Pro Arg Asn Pro Lys Gly Phe Gly Tyr Val Thr Phe Met His Leu Glu 
465 470 475 480 

Ala Leu Arg Gin Arg Thr Phe He Lys Asp Asp Thr Leu Leu Val Arg 
485 490 495 

Cys Glu Val Ser Thr Arg Phe Asp Met Gly Ser Leu Arg Arg Glu Gly 
500 505 510 

Phe Gin Pro Arg Ser Thr Asp Ala Gly Val 
515 520 



<210> 131 
<211> 530 

<212> PRT 

<213> Mus musculus 
<400> 131 

Met Ser Leu Leu Asn Cys Glu Asn Ser Cys Gly Ser Ser Gin Ser Ser 
15 10 15 

Ser Asp Cys Cys Ala Ala Met Ala Ala Ser Cys Ser Ala Ala Val Lys 
20 25 30 

Asp Asp Ser Val Ser Gly Ser Ala Ser Thr Gly Asn Leu Ser Ser Ser 
35 40 45 

Phe Met Glu Glu He Gin Gly Tyr Asp Val Glu Phe Asp Pro Pro Leu 
50 55 60 

Glu Ser Lys Tyr Glu Cys Pro He Cys Leu Met Ala Leu Arg Glu Ala 
65 70. 75 80 

Val Gin Thr Pro Cys Gly His Arg Phe Cys Lys Ala Cys He He Lys 
85 90 95 
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Ser lie Arg Asp Ala Gly His Lys Cys Pro Val Asp Asn Glu lie Leu 
100 105 110 



Leu Glu Asn Gin Leu Phe Pro Asp Asn Phe Ala Lys Arg Glu lie Leu 
115 120 125 

Ser Leu Thr Val Lys Cys Pro Asn Lys Gly Cys Leu Gin Lys Met Glu 
130 135 140 

Leu Arg His Leu Glu Asp His Gin Val His Cys Glu Phe Ala Leu Val 
145 150 155 160 

Asn Cys Pro Gin Cys Gin Arg Pro Phe Gin Lys Cys Gin Val Asn Thr 
165 170 175 

His lie lie Glu Asp Cys Pro Arg Arg Gin Val Ser Cys Val Asn Cys 
180 185 190 

Ala Val Ser Met Ala Tyr Glu Glu Lys Glu lie His Asp Gin Ser Cys 
195 200 205 

Pro Leu Ala Asn lie lie Cys Glu Tyr Cys Gly Thr lie Leu lie Arg 
210 215 220 

Glu Gin Met Pro Asn His Tyr Asp Leu Asp Cys Pro Thr Ala Pro lie 
225 230 235 240 

Pro Cys Thr Phe Ser Val Phe Gly Cys His Gin Lys Met Gin Arg Asn 
245 250 255 

His Leu Ala Arg His Leu Gin Glu Asn Thr Gin Leu His Met Arg Leu 
260 265 270 

Leu Ala Gin Ala Val His Asn Val Asn Leu Ala Leu Arg Pro Cys Asp 
275 280 285 

Ala Ala Ser Pro Ser Arg Gly Cys Arg Pro Glu Asp Pro Asn Tyr Glu 
290 295 300 

Glu Thr lie Lys Gin Leu Glu Ser Arg Leu Val Arg Gin Asp His Gin 
305 310 315 320 

lie Arg Glu Leu Thr Ala Lys Met Glu Thr Gin Ser Met Tyr Val Gly 
325 330 335 

Glu Leu Lys Arg Thr lie Arg Thr Leu Glu Asp Lys Val Ala Glu Met 

340 345 350 

Glu Ala Gin Gin Cys Asn Gly lie Tyr lie Trp Lys lie Gly Lys Phe 
355 360 365 

Gly Met His Leu Lys Ser Gin Glu Glu Glu Arg Pro Val Val lie His 
370 375 380 

Ser Pro Gly Phe Tyr Thr Gly Arg Pro Gly Tyr Lys Leu Cys Met Arg 
385 390 395 400 
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Leu His 



Leu Gin 



Leu Pro Thr Ala Gin Arg Cys Ala Asn Tyr lie Ser 
405 410 415 



Leu Phe Val His Thr Met Gin Gly Glu Tyr Asp Ser His Leu Pro Trp 
420 425 430 

Pro Phe Gin Gly Thr lie Arg Leu Thr lie Leu Asp Gin Ser Glu Ala 
435 440 445 

Leu He Arg Gin Asn His Glu Glu Val Met Asp Ala Lys Pro Glu Leu 
450 455 460 

Leu Ala Phe Gin Arg Pro Thr He Pro Arg Asn Pro Lys Gly Phe Gly 
465 470 475 480 

Tyr Val Thr Phe Met His Leu Glu Ala Leu Arg Gin Gly Thr Phe He 
485 490 495 

Lys Asp Asp Thr Leu Leu Val Arg Cys Glu Val Ser Thr Arg Phe Asp 
500 505 510 

Met Gly Gly Leu Arg Lys Glu Gly Phe Gin Pro Arg Ser Thr Asp Ala 
515 520 525 

Gly Val 
530 



<210> 132 
<211> 399 
<212> PRT 
<213> Homo sapiens 

<400> 132 

Met Arg Arg Asn His Leu Ala Arg His Leu Gin Glu Asn Thr Gin Ser 
15 10 15 

Asn Met Arg Met Leu Ala Gin Ala Val His Ser Leu Ser Leu He Pro 
20 25 30 

Asp Ser Gly Tyr He Ser Glu Val Arg Asn Phe Gin Glu Ser He His 
35 40 45 

Gin Leu Glu Gly Arg Leu Val Arg Gin Cys His Gin He Arg Glu Leu 
50 55 60 

Thr Asp Lys Met Glu Thr Gin Ser Met Tyr Val Ser Glu Leu Lys Arg 
65 70 75 80 

Thr He Arg Thr Leu Glu Asp Lys Val Ala Glu He Glu Ala Gin Gin 
85 90 95 

Cys Asn Gly He Tyr He Trp Lys He Gly Asn Glu Phe Glu He Pro 
100 105 110 



Gly Phe Tyr Thr Gly Lys His Arg Tyr Lys Leu Cys Met Arg Leu His 
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115 



120 



125 



Leu Pro Leu Pro Thr Ala Gin Arg Cys Ala Asn Tyr lie Ser Leu Phe 
130 135 140 

Val His Thr Met Gin Gly Glu Tyr Asp Ser His Leu Pro Trp Pro Phe 
145 150 155 160 

Gin Asp Thr lie Cys Leu Thr lie Leu Asp Gin Ser Gin Ala Pro Arg 
165 170 175 

Pro Thr lie Pro Arg Asn Pro Lys Gly Phe Gly Tyr Val Thr Phe Met 
180 185 190 

His Leu Glu Ala Leu Arg Gin Arg Thr Phe lie Lys Asp Asp Thr Leu 
195 200 205 

Leu Val His Cys Glu Val Ser Thr Arg Phe Asp Met Asp Ser Leu Gin 
210 215 220 

Arg Glu Gly Phe Gin Pro Gin Ser Thr Asp Ala Gly Tyr Thr Glu Lys 
225 230 235 240 

Gly Leu Asp Gly Pro Glu Leu Lys Leu Gly Cys Thr Glu Leu Leu Ser 
245 250 255 

Lys Lys Lys Gin Thr Leu Met Gin Lys Ser lie Pro His Thr Ser Pro 
260 265 270 

His Lys His Val Ser Val Val Ala Pro Val Pro Leu Ser Pro Lys lie 
275 280 285 

Val Cys lie Tyr Trp Ala Leu lie Leu Gin Ser Asn Glu Val Thr lie 
290 295 300 

Thr Glu Asp Lys Phe Asn Asn Leu lie Lys Ala Ala Ala Val Thr Val 
305 310 315 320 

Glu Pro Phe Trp Pro Ser Phe Phe Ala Lys Ala Leu Ala Ser Val Asn 
325 330 335 

lie Gly Ser Leu Leu Cys Asn Ala Gly Val Gly Arg Trp Leu Gin Gin 
340 345 350 

Pro Ala Pro His Lys Gin Glu Val Leu Pro Leu Pro Pro Leu Leu Pro 

355 360 365 

Gin Leu Arg Arg Gly Lys Trp Lys Gin Lys Lys Lys Asn Leu Arg Ser 
370 375 380 

Leu Thr Arg Thr Trp Ala Leu Val Phe Leu Thr Lys Leu Val Leu 
385 390 395 



<210> 133 
<211> 225 
<212> PRT 
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<213> Homo sapiens 



<400> 133 

Met Trp Leu Leu Asn Glu Lys Trp Ser Val Val Leu Asp Thr Tyr Ser 
15 10 15 

Leu Lys Ser Asn Cys His Leu Glu Cys Val Leu Pro Ser Trp Ser Glu 
20 25 30 

His Leu Arg Tyr lie Ser Lys Val Ala Gin Tyr lie His Pro Tyr Tyr 
35 40 45 

Pro Asp Glu lie Leu Arg Asn Ser Val Ser Ser Ala Val Val Val Leu 
50 55 60 

Ser His His His Arg His His Cys Phe Arg Lys Glu Asp Gin Val Gly 
65 70 75 80 

Ala Pro Trp Leu Ser Arg Val Val Arg Leu Pro Ala Trp Phe Gly Arg 
85 90 95 

Pro Pro Arg Ala Leu Glu' Arg Ala Ser Asp Asn Gin Val Thr lie Ser 
100 105 110 

Leu Leu Asn Cys Glu Asn Arg Cys Gly Ser Ser Gin Ser Gin Ser Asp 
115 120 125 

Tyr Cys Val Ala Met Ala Ser Ser Cys Ser Ala Ala Thr Lys Asn Asp 
130 135 140 

Ser Val Gly Arg Thr Ala Ser Thr Gly Asn Leu Phe Ser Ser Phe Met 
145 150 155 160 

Glu Glu lie Gin Gly Tyr Asp Val Glu Phe Gly Pro Pro Leu Glu Ser 
165 170 175 

Lys Tyr Glu Cys Pro lie Cys Leu Met Ala Leu Arg Glu Ala Val Gin 
180 185 190 

Thr Pro Cys Ser His Arg Phe Cys Lys Ala Cys lie lie Lys Ser lie 
195 200 205 

Arg Asp Ala Gly His Lys Tyr Pro Val Asp Asn Glu lie Leu Leu Glu 
210 215 220 

Asn 
225 



<210> 134 
<211> 106 
<212> PRT 

<213> Homo sapiens 
<400> 134 

Lys Glu Gly Glu Glu Tyr Tyr Thr Ser Pro Val Glu Glu Arg Phe Gly 
15 10 15 
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lie Pro Trp Arg Leu Arg lie Tyr Arg Asn Gly Gly Phe Leu Gly Leu 
20 25 30 

Tyr Leu His Cys Leu Lys Gly Glu Lys Asp Ser Asn Leu Lys Trp Ser 
35 40 45 

lie Glu Ala Glu Phe Thr Leu Lys Leu Val Ser Asp Asn Gly Lys Ser 
50 55 60 

Leu Thr Lys Lys Pro Lys His Val Phe Glu Lys Pro Thr Gly Glu Gly 
65 70 75 80 

Trp Gly Lys Phe lie Ser Trp Asp Asp Leu Glu Asp Asp Tyr Leu Val 
85 90 95 

Asp Asp Thr Leu lie lie Glu Ala Glu Val 
100 105 



<210> 135 

<211> 57 

<212> PRT 

<213> Homo sapiens 

<400> 135 

His Glu Lys Thr Cys Pro Phe Val Pro Val Pro Cys Pro Asn Lys Cys 
15 10 15 

Gly Lys Lys He Leu Arg Glu Asp Leu Pro Asp His Leu Ser Ala Asp 
20 25 30 

Cys Pro Lys Arg Pro Val Pro Cys Pro Phe Lys Val Tyr Gly Cys Lys 
35 40 45 

Val Asp Met Val Arg Glu Asn Leu Gin 
50 55 



<210> 136 
<211> 98 

<212> PRT 

<213> Homo sapiens 
<400> 136 

Ser His Thr Phe Lys Asn Val Ser Lys Phe Glu Glu Gly Glu Ser Tyr 
15 10 15 

Phe Ser Pro Ser Glu Glu His Phe Asn He Pro Trp Arg Leu Lys He 
20 25 30 

Tyr Arg Lys Asn Gly Phe Leu Ser Leu Tyr Leu His Cys Glu Lys Glu 
35 40 45 

Glu Asn Asp Ser Arg Lys Trp Ser He Glu Ala Glu Phe Thr Leu Lys 
50 55 60 
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Leu Val Ser Gin Asn Gly Lys Ser Leu Ser Lys Lys Asp Thr His Val 
65 70 75 80 

Phe Glu Lys Pro Gly Gly Trp Gly Phe Ser Lys Phe lie Ser Trp Asp 
85 90 95 

Asp Leu 



<210> 137 

<211> 36 

<212> PRT 

<213> Homo sapiens 

<400> 137 

Cys Pro lie Cys Leu Glu Glu Tyr Leu Lys Asp Pro Val Val Leu Pro 
15 10 15 

Cys Gly His Thr Phe Cys Arg Ser Cys lie Arg Lys Trp Leu Glu Ser 
20 25 30 

Ser Asn Ser Asn 
35 



<210> 138 
<211> 695 
<212> PRT 
<213> Homo sapiens 

<400> 138 

Met Cys Ser Gly Asn Gin Thr Ser Gin Asn Gin Thr Ala Ser Thr Asp 
15 10 15 

Phe Thr Leu Thr Gly Leu Phe Ala Glu Ser Lys His Ala Ala Leu Leu 
20 25 30 

Tyr Thr Val Thr Phe Leu Leu Phe Leu Met Ala Leu Thr Gly Asn Ala 
35 40 45 

Leu Leu lie Leu Leu lie His Ser Glu Pro Arg Leu His Thr Pro Met 
50 55 60 

Tyr Phe Phe lie Ser Gin Leu Ala Leu Met Asp Leu Met Tyr Leu Cys 
65 70 75 80 

Val Thr Val Pro Lys Met Leu Val Gly Gin Val Thr Gly Asp Asp Thr 
85 90 95 

lie Ser Pro Ser Gly Cys Gly lie Gin Met Phe Phe Tyr Leu Thr Leu 
100 105 110 

Ala Gly Ala Glu Val Phe Leu Leu Ala Ala Met Ala Tyr Asp Arg Tyr 
115 120 125 

Ala Ala Val Cys Arg Pro Leu His Tyr Pro Leu Leu Met Asn Gin Arg 
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130 135 140 

Val Cys Gin Leu Leu Val Ser Ala Cys Trp Val Leu Gly Met Val Asp 
145 150 155 160 

Gly Leu Leu Leu Thr Pro lie Thr Met Ser Phe Pro Phe Cys Gin Ser 
165 170 175 

Arg Lys lie Leu Ser Phe Phe Cys Glu Thr Pro Ala Leu Leu Lys Leu 
180 185 190 

Ser Cys Ser Asp Val Ser Leu Tyr Lys Thr Leu Met Tyr Leu Cys Cys 
195 200 205 

lie Leu Met Leu Leu Ala Pro lie Met Val lie Ser Ser Ser Tyr Thr 
210 215 220 

Leu lie Leu His Leu lie His Arg Met Asn Ser Ala Ala Gly His Arg 
225 230 235 240 

Lys Ala Leu Ala Thr Cys Ser Ser His Met He He Val Leu Leu Leu 
245 250 255 

Phe Gly Ala Ser Phe Tyr Thr Tyr Met Leu Pro Ser Ser Tyr His Thr 
260 265 270 

Ala Glu Gin Asp Met Met Val Ser Ala Phe Tyr Thr He Phe Thr Pro 
275 280 285 

Val Leu Asn Pro Leu He Tyr Ser Leu Arg Asn Lys Asp Val Thr Arg 
290 295 300 

Ala Met Arg Ser Met Met Gin Ala Met Glu Gin Ser Asn Tyr Ser Val 
305 310 315 320 

Tyr Ala Asp Phe He Leu Leu Gly Leu Phe Ser Asn Ala Arg Phe Pro 
325 330 335 

Trp Leu Leu Phe Ala Leu He Leu Leu Val Phe Leu Thr Ser He Ala 
340 345 350 

Ser Asn Val Val Lys He He Leu He His He Asp Ser Arg Leu His 
355 360 365 

Thr Pro Met Tyr Phe Leu Leu Ser Gin Leu Ser Leu Arg Asp He Leu 

370 375 380 

Tyr He Ser Thr He Val Pro Lys Met Leu Val Asp Gin Val Met Ser 
385 390 395 400 

Gin Arg Ala He Ser Phe Ala Gly Cys Thr Ala Gin His Phe Leu Tyr 
405 410 415 

Leu Thr Leu Ala Gly Ala Glu Phe Phe Leu Leu Gly Leu Met Ser Tyr 
420 425 430 



Asp Arg Tyr Val Ala He Cys Asn Pro Leu His Tyr Pro Val Leu Met 
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435 



440 



445 



Ser Arg Lys lie Cys Trp Leu lie Val Ala Ala Ala Trp Leu Gly Gly 
450 455 460 

Ser lie Asp Gly Phe Leu Leu Thr Pro Val Thr Met Gin Phe Pro Phe 
465 470 475 480 

Cys Ala Ser Arg Glu He Asn His Phe Phe Cys Glu Val Pro Ala Leu 
485 490 495 

Leu Lys Leu Ser Cys Thr Asp Thr Ser Ala Tyr Glu Thr Ala Met Tyr 
500 505 510 

Val Cys Cys He Met Met Leu Leu He Pro Phe Ser Val He Ser Gly 
515 520 525 

Ser Tyr Thr Arg He Leu He Thr Val Tyr Arg Met Ser Glu Ala Glu 
530 535 540 

Gly Arg Gly Lys Ala Val Ala Thr Cys Ser Ser His Met Val Val Val 
545 550 555 560 

Ser Leu Phe Tyr Gly Ala Ala Met Tyr Thr Tyr Val Leu Pro His Ser 
565 570 575 

Tyr His Thr Pro Glu Gin Asp Lys Ala Val Ser Ala Phe Tyr Thr He 
580 585 590 

Leu Thr Pro Met Leu Asn Pro Leu He Tyr Ser Leu Arg Asn Lys Asp 
595 600 605 

Val Thr Gly Ala Leu Gin Lys Val Val Gly Arg Met Glu Trp Lys Thr 
610 615 620 

Leu Pro Phe Gin Ala Leu Gin Val Arg Cys Val Lys Trp Arg Arg Ser 
625 630 635 640 

Val Leu Val Ser Ser Phe He Ala Thr Glu Arg Thr Leu Ala Asp Thr 
645 650 655 

Ser His Ser Ser Ser His Ala Glu Phe Pro Glu Arg Gly Val Arg Met 
660 665 670 

Asn Cys Ser Lys Leu Phe Ser Leu Val Glu Glu Pro Val Thr Ser Leu 
675 680 685 

Gly Asp Leu Phe Asn Phe Arg 
690 695 



<210> 139 

<211> 318 
<212> PRT 

<213> Homo sapiens 
<400> 139 
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Met Cy.s Ser Gly Asn Gin Thr Ser Gin Asn Gin Thr Ala Ser Thr Asp 
15 10 15 

Phe Thr Leu Thr Gly Leu Phe Ala Glu Ser Lys His Ala Ala Leu Leu 
20 25 30 

Tyr Thr Val Thr Phe Leu Leu Phe Leu Met Ala Leu Thr Gly Asn Ala 
35 40 45 

Leu Leu lie Leu Leu lie His Ser Glu Pro Arg Leu His Thr Pro Met 
50 55 60 

Tyr Phe Phe He Ser Gin Leu Ala Leu Met Asp Leu Met Tyr Leu Cys 
65 70 75 80 

Val Thr Val Pro Lys Met Leu Val Gly Gin Val Thr Gly Asp Asp Thr 
85 90 95 

He Ser Pro Ser Gly Cys Gly He Gin Met Phe Phe His Leu Thr Leu 
100 105 110 

Ala Gly Ala Glu Val Phe Leu Leu Ala Ala Met Ala Tyr Asp Arg Tyr 
115 120 125 

Ala Ala Val Cys Arg Pro Leu His Tyr Pro Leu Leu Met Asn Gin Arg 
130 135 140 

Val Cys Gin Leu Leu Val Ser Ala Cys Trp Val Leu Gly Met Val Asp 
145 150 155 160 

Gly Leu Leu Leu Thr Pro He Thr Met Ser Phe Pro Phe Cys Gin Ser 
165 170 175 

Arg Lys He Leu Ser Phe Phe Cys Glu Thr Pro Ala Leu Leu Lys Leu 
180 185 190 

Ser Cys Ser Asp Val Ser Leu Tyr Lys Met Leu Thr Tyr Leu Cys Cys 
195 200 205 

He Leu Met Leu Leu Thr Pro He Met Val He Ser Ser Ser Tyr Thr 
210 215 220 

Leu He Leu His Leu He His Arg Met Asn Ser Ala Ala Gly Arg Arg 
225 230 235 240 

Lys Ala Leu Ala Thr Cys Ser Ser His Met He He Val Leu Leu Leu 
245 250 255 

Phe Gly Ala Ser Phe Tyr Thr Tyr Met Leu Arg Ser Ser Tyr His Thr 
260 265 270 

Ala Glu Gin Asp Met Met Val Ser Ala Phe Tyr Thr He Phe Thr Pro 
275 280 285 

Val Leu Asn Pro Leu He Tyr Ser Leu Arg Asn Lys Asp Val Thr Arg 
290 295 300 
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Ala Leu Arg Ser Met Met Gin Ser Arg Met Asn Gin Glu Lys 
305 310 315 



<210> 140 
<211> 365 
<212> PRT 

<213> Homo sapiens 
<40G> 140 

Met Ala Asn His Thr Gly Arg Leu Asp Phe lie Leu Met Gly Leu Phe 
15 10 15 

Arg Gin Ser Lys His Pro Ala Leu Leu Ser Val Val lie Phe Val Val 
20 25 30 

Phe Leu Lys Ala Leu Ser Gly Asn Ala Val Leu lie Leu Leu lie His 
35 40 45 

Cys Asp Ala His Leu His Ser Pro Met Tyr Phe Phe lie Ser Gin Leu 
50 55 60 

Ser Leu Met Asp Met Ala Tyr lie Ser Val Thr Val Pro Lys Met Leu 
65 70 75 80 

Leu Asp Gin Val Met Gly Val Asn Lys Val Ser Ala Pro Glu Cys Gly 
85 90 95 

Met Gin Met Phe Leu Tyr Leu Thr Leu Ala Gly Ser Glu Phe Phe Leu 
100 105 110 

Leu Ala Thr Met Ala Tyr Asp Arg Tyr Val Ala lie Cys His Pro Leu 
115 120 125 

Arg Tyr Pro Val Leu Met Asn His Arg Val Cys Leu Phe Leu Ala Ser 
130 135 140 

Gly Cys Trp Phe Leu Gly Ser Val Asp Gly Phe Met Leu Thr Pro lie 
145 150 155 160 

Thr Met Ser Phe Pro Phe Cys Arg Ser Trp Glu lie His His Phe Phe 
165 170 175 

Cys Glu Val Pro Ala Val Thr lie Leu Ser Cys Ser Asp Thr Ser Leu 
180 185 190 

Tyr Glu Thr Leu Met Tyr Leu Cys Cys Val Leu Met Leu Leu lie Pro 
195 200 205 

Val Thr lie lie Ser Ser Ser Tyr Leu Leu lie Leu Leu Thr Val His 
210 215 220 

Arg Met Asn Ser Ala Glu Gly Arg Lys Lys Ala Phe Ala Thr Cys Ser 
225 230 235 240 

Ser His Leu Thr Val Val He Leu Phe Tyr Gly Ala Ala Val Tyr Thr 
245 250 255 
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Tyr Met Leu Pro Ser Ser Tyr His 
260 

Ser Val Phe Tyr Thr lie Leu Thr. 

275 280 

Ser Leu Arg Asn Lys Asp Val Met 
290 295 

Gly Phe Ser His lie Pro Glu Gin 
305 310 

Thr Val Leu Thr Pro Met Leu Asn 
325 

Lys Asp Val Val Gly Leu Phe Arg 
340 

Leu Asn Arg Thr His Lys Tyr Gin 
355 360 



Thr Pro Glu Lys Asp Met Met Val 
265 270 

Pro Val Leu Asn Pro Leu lie Tyr 
285 

Gly Ala Leu Lys Lys Met Leu Thr 
300 

Lys Gin Ala Val Ser Val Phe Cys 
315 320 

Pro Leu lie Tyr lie Leu Arg Asn 
330 335 

Lys Phe Trp Glu His lie Lys Ser 
345 350 

Cys Gly Lys Gin Arg 
365 



<210> 141 
<211> 348 

<212> PRT 

<213> Homo sapiens 

<400> 141 

Met Asp Asn lie Thr Trp Met Ala Ser His Thr Gly Trp Ser Asp Phe 
15 10 15 

lie Leu Met Gly Leu Phe Arg Gin Ser Lys His Pro Met Ala Asn lie 
20 25 30 

Thr Trp Met Ala Asn His Thr Gly Trp Ser Asp Phe lie Leu Leu Gly 
35 40 45 

Leu Phe Arg Gin Ser Lys His Pro Ala Leu Leu Cys Val Val lie Phe 
50 55 60 

Val Val Phe Leu Met Ala Leu Ser Gly Asn Ala Val Leu lie Leu Leu 
65 70 75 80 

lie His Cys Asp Ala His Leu His Thr Pro Met Tyr Phe Phe lie Ser 
85 90 95 

Gin Leu Ser Leu Met Asp Met Ala Tyr lie Ser Val Thr Val Pro Lys 
100 105 110 

Met Leu Leu Asp Gin Val Met Gly Val, Asn Lys lie Ser Ala Pro Glu 
115 120 125 

Cys Gly Met Gin Met Phe Phe Tyr Val Thr Leu Ala Gly Ser Glu Phe 
130 135 140 



Phe Leu Leu Ala Thr Met Ala Tyr Asp Arg Tyr Val Ala He Cys His 

245 



145 



150 



155 



160 



Pro Leu Arg Tyr Pro Val Leu Met Asn His Arg Val Cys Leu Phe Leu 
165 170 175 

Ser Ser Gly Cys Trp Phe Leu Gly Ser Val Asp Gly Phe Thr Phe Thr 
180 185 190 

Pro lie Thr Met Thr Phe Pro Phe Arg Gly Ser Arg Glu lie His His 
195 200 205 

Phe Phe Cys Glu Val Pro Ala Val Leu Asn Leu Ser Cys Ser Asp Thr 
210 215 220 

Ser Leu Tyr Glu lie Phe Met Tyr Leu Cys Cys Val Leu Met Leu Leu 
225 230 235 240 

lie Pro Val Val lie lie Ser Ser Ser Tyr Leu Leu lie Leu Leu Thr 
245 250 255 

lie His Gly Met Asn Ser Ala Glu Gly Arg Lys Lys Ala Phe Ala Thr 
260 265 270 

Cys Ser Ser His Leu Thr Val Val lie Leu Phe Tyr Gly Ala Ala lie 
275 280 285 

Tyr Thr Tyr Met Leu Pro Ser Ser Tyr His Thr Pro Glu Lys Asp Met 
290 295 300 

Met Val Ser Val Phe Tyr Thr lie Leu Thr Pro Val Val Asn Pro Leu 
305 310 315 320 

lie Tyr Ser Leu Arg Asn Lys Asp Val Met Gly Ala Leu Lys Lys Met 
325 330 335 

Leu Thr Val Glu Pro Ala Phe Gin Lys Ala Met Glu 
340 345 



<210> 142 
<211> 217 
<212> PRT 

<213> Homo sapiens 
<400> 142 

Leu Met Asp Leu Met Tyr Leu Cys Val Thr Val Pro Lys Met Leu Val 
15 10 15 

Gly Gin Val Thr Gly Asp Asp Thr lie Ser Pro Ser Gly Cys Gly lie 
20 25 30 

Gin Met Phe Phe His Leu Thr Leu Ala Gly Ala Glu Val Phe Leu Leu 
35 40 45 

Ala Ala Met Ala Tyr Asp Arg Tyr Ala Ala Val Cys Arg Pro Leu His 
50 55 60 
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Tyr Pro Leu Leu Met Asn Gin Arg Val Cys Gin Leu Leu Val Ser Ala 
65 70 75 80 

Cys Trp Val Leu Gly Met Val Asp Gly Leu Leu Leu Thr Pro He Thr 
85 90 95 

Met Ser Phe Pro Phe Cys Gin Ser Arg Lys He Leu Ser Phe Phe Cys 
100 105 110 

Glu Thr Pro Ala Leu Leu Lys Leu Ser Cys Ser Asp Val Ser Leu Tyr 
115 120 125 

Lys Met Leu Thr Tyr Leu Cys Cys He Leu Met Leu Leu Thr Pro He 
130 135 140 

Met Val He Ser Ser Ser Tyr Thr Leu He Leu His Leu He His Arg 
145 150 155 160 

Met Asn Ser Ala Ala Gly Arg Arg Lys Ala Leu Ala Thr Cys Ser Ser 
165 170 175 

His Met He He Val Leu Leu Leu Phe Gly Ala Ser Phe Tyr Thr Tyr 
180 185 190 

Met Leu Pro Ser Ser Tyr His Thr Ala Glu Gin Asp Met Met Val Ser 
195 200 205 

Ala Phe Tyr Thr He Phe Thr Pro Val 
210 215 



<210> 143 
<211> 253 

<212> PRT 

<213> Homo sapiens 
<400> 143 

Gly Asn Leu Leu Val He Leu Val He Leu Arg Thr Lys Lys Leu Arg 
15 10 15 

Thr Pro Thr Asn He Phe Leu Leu Asn Leu Ala Val Ala Asp Leu Leu 
20 25 30 

Phe Leu Leu Thr Leu Pro Pro Trp Ala Leu Tyr Tyr Leu Val Gly Gly 
35 40 45 

Asp Trp Val Phe Gly Asp Ala Leu Cys Lys Leu Val Gly Ala Leu Phe 
50 55 60 

Val Val Asn Gly Tyr Ala Ser He Leu Leu Leu Thr Ala He Ser He 
65 70 75 80 

Asp Arg Tyr Leu Ala He Val His Pro Leu Arg Tyr Arg Arg He Arg 
85 90 95 

Thr Pro Arg Arg Ala Lys Val Leu He Leu Leu Val Trp Val Leu Ala 
100 105 110 
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Leu Leu Leu Ser Leu Pro Pro Leu Leu Phe Ser Trp Leu Arg Thr Val 

115 120 125 



Glu Glu Gly Asn Thr Thr Val Cys 
130 135 

Val Lys Arg Ser Tyr Val Leu Leu 
145 150 

Pro Leu Leu Val lie Leu Val Cys 
165 

Arg Lys Arg Ala Arg Ser Gin Arg 
180 

Glu Arg Lys Ala Ala Lys Met Leu 
195 200 

Leu Cys Trp Leu Pro Tyr His lie 
210 215 

Leu Leu Ser lie Trp Arg Val Leu 
225 230 

Trp Leu Ala Tyr Val Asn Ser Cys 
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Leu lie Asp Phe Pro Glu Glu Ser 
140 

Ser Thr Leu Val Gly Phe Val Leu 
155 160 

Tyr Thr Arg lie Leu Arg Thr Leu 
170 175 

Ser Leu Lys Arg Arg Ser Ser Ser 
185 190 

Leu Val Val Val Val Val Phe Val 
205 

Val Leu Leu Leu Asp Ser Leu Cys 
220 

Pro Thr Ala Leu Leu lie Thr Leu 
235 240 

Leu Asn Pro lie lie 
250 



<210> 144 
<211> 529 
<212> PRT 

<213> Homo sapiens 
<400> 144 

Met Ser Val Lys Trp Thr Ser Val lie Leu Leu lie Gin Leu Ser Phe 
15 10 15 

Cys Phe Ser Ser Gly Asn Cys Gly Lys Val Leu Val Trp Ala Ala Glu 
20 25 30 

Tyr Ser His Trp Met Asn lie Lys Thr lie Leu Asp Glu Leu lie Gin 
35 40 45 

Arg Gly His Glu Val Thr Val Leu Ala Ser Ser Ala Ser lie Leu Phe 

50 55 60 

Asp Pro Asn Asn Ser Ser Ala Leu Lys lie Glu lie Tyr Pro Thr Ser 
65 70 75 80 

Leu Thr Lys Thr Glu Leu Glu Asn Phe lie Met Gin Gin lie Lys Arg 
85 90 95 

Trp Ser Asp Leu Pro Lys Asp Thr Phe Trp Leu Tyr Phe Ser Gin Val 
100 105 110 

Gin Glu lie Met Ser lie Phe Gly Asp He Thr Arg Lys Phe Cys Lys 
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115 



120 



125 



Asp Val Val Ser Asn Lys Lys Phe Met Lys Lys Val Gin Glu Ser Arg 
130 135 140 

Phe Asp Val lie Phe Ala Asp Ala lie Phe Pro Cys Ser Glu Leu Leu 
145 150 155 160 

Ala Glu Leu Phe Asn lie Pro Phe Val Tyr Ser Leu Ser Phe Ser Pro 
165 170 175 

Gly Tyr Thr Phe Glu Lys His Ser Gly Gly Phe lie Phe Pro Pro Ser 

180 185 190 

Tyr Val Pro Val Val Met Ser Glu Leu Thr Asp Gin Met Thr Phe Met 
195 200 205 

Glu Arg Val Lys Asn Met lie Tyr Val Leu Tyr Phe Asp Phe Trp Phe 
210 215 220 

Glu lie Phe Asp Met Lys Lys Trp Asp Gin Phe Tyr Ser Glu Val Leu 
225 230 235 240 

Gly Arg Pro Thr Thr Leu Ser Glu Thr Met Gly Lys Ala Asp Val Trp 
245 250 255 

Leu lie Arg Asn Ser Trp Asn Phe Gin Phe Pro His Pro Leu Leu Pro 
260 265 270 

Asn Val Asp Phe Val Gly Gly Leu His Cys Lys Pro Ala Lys Pro Leu 
275 280 285 

Pro Lys Glu Met Glu Asp Phe Val Gin Ser Ser Gly Glu Asn Gly Val 
290 295 300 

Val Val Phe Ser Leu Gly Ser Met Val Ser Asn Met Thr Glu Glu Arg 
305 310 315 320 

Ala Asn Val lie Ala Ser Ala Leu Ala Gin lie Pro Gin Lys Val Leu 
325 330 335 

Trp Arg Phe Asp Gly Asn Lys Pro Asp Thr Leu Gly Leu Asn Thr Arg 
340 345 350 

Leu Tyr Lys Trp lie Pro Gin Asn Asp Leu Leu Gly His Pro Lys Thr 
355 360 365 

Arg Ala Phe He Thr His Gly Gly Ala Asn Gly He Tyr Glu Ala He 
370 375 380 

Tyr His Gly lie Pro Met Val Gly He Pro Leu Phe Ala Asp Gin Pro 
385 390 395 400 

Asp Asn He Ala His Met Lys Ala Arg Gly Ala Ala Val Arg Val Asp 
405 410 415 



Phe Asn Thr Met Ser Ser Thr Asp Leu Leu Asn Ala Leu Lys Arg Val 
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420 



425 



430 



lie Asn Asp Pro Ser Tyr Lys Glu 
435 440 

Gin His Asp Gin Pro Val Lys Pro 
450 455 

Glu Phe Val Met Arg His Lys Gly 
465 470 

His Asp Leu Thr Trp Phe Gin Tyr 
485 

Leu Leu Val Cys Val Ala Thr Val 
500 

Leu Phe Cys Phe Trp Lys Phe Ala 
515 520 



Asn Val Met Lys Leu Ser Arg lie 
445 

Leu Asp Arg Ala Val Phe Trp lie 
460 

Ala Lys His Leu Arg Val Ala Ala 
475 480 

His Ser Leu Asp Val lie Gly Phe 
490 495 

lie Phe lie Val Thr Lys Cys Cys 
505 510 

Arg Lys Ala Lys Lys Gly Lys Asn 
525 



Asp 



<210> 145 
<211> 528 
<212> PRT 

<213> Homo sapiens 
<400> 145 

Met Ser Met Lys Trp Thr Ser Ala Leu Leu Leu lie Gin Leu Ser Cys 
15 10 15 

Tyr Phe Ser Ser Gly Ser Cys Gly Lys Val Leu Val Trp Pro Thr Glu 
20 25 30 

Phe Ser His Trp Met Asn lie Lys Thr lie Leu Asp Glu Leu Val Gin 
35 40 45 

Arg Gly His Glu Val Thr Val Leu Ala Ser Ser Ala Ser lie Ser Phe 
50 55 60 

Asp Pro Asn Ser Pro Ser Thr Leu Lys Phe Glu Val Tyr Pro Val Ser 
65 70 75 80 

Leu Thr Lys Thr Glu Phe Glu Asp lie lie Lys Gin Leu Val Lys Arg 
85 90 95 

Trp Ala Glu Leu Pro Lys Asp Thr Phe Trp Ser Tyr Phe Ser Gin Val 
100 105 110 

Gin Glu lie Met Trp Thr Phe Asn Asp lie Leu Arg Lys Phe Cys Lys 
115 120 125 

Asp lie Val Ser Asn Lys Lys Leu Met Lys Lys Leu Gin Glu Ser Arg 
130 135 140 



250 



Phe Asp Val Val Leu Ala Asp Ala Val Phe Pro Phe Gly Glu Leu Leu 
145 150 155 160 



Ala Glu Leu Leu Lys lie Pro Phe Val Tyr Ser Leu Arg Phe Ser Pro 
165 170 175 

Gly Tyr Ala lie Glu Lys His Ser Gly Gly Leu Leu Phe Pro Pro Ser 
180 185 190 

Tyr Val Pro Val Val Met Ser Glu Leu Ser Asp Gin Met Thr Phe lie 
195 200 205 

Glu Arg Val Lys Asn Met lie Tyr Val Leu Tyr Phe Glu Phe Trp Phe 
210 215 220 

Gin lie Phe Asp Met Lys Lys Trp Asp Gin Phe Tyr Ser Glu Val Leu 
225 230 235 240 

Gly Arg Pro Thr Thr Leu Ser Glu Thr Met Ala Lys Ala Asp lie Trp 
245 250 255 

Leu lie Arg Asn Tyr Trp Asp Phe Gin Phe Pro His Pro Leu Leu Pro 
260 265 270 

Asn Val Glu Phe Val Gly Gly Leu His Cys Lys Pro Ala Lys Pro Leu 
275 280 285 

Pro Lys Glu Met Glu Glu Phe Val Gin Ser Ser Gly Glu Asn Gly Val 
290 295 300 

Val Val Phe Ser Leu Gly Ser Met Val Ser Asn Thr Ser Glu Glu Arg 
305 310 315 320 

Ala Asn Val lie Ala Ser Ala Leu Ala Lys lie Pro Gin Lys Val Leu 
325 330 335 

Trp Arg Phe Asp Gly Asn Lys Pro Asp Thr Leu Gly Leu Asn Thr Arg 
340 345 350 

Leu Tyr Lys Trp lie Pro Gin Asn Asp Leu Leu Gly His Pro Lys Thr 
355 360 365 

Arg Ala Phe lie Thr His Gly Gly Ala Asn Gly lie Tyr Glu Ala lie 
370 375 380 

Tyr His Gly lie Pro Met Val Gly Val Pro Leu Phe Ala Asp Gin Pro 
385 390 395 400 

Asp Asn He Ala His Met Lys Ala Lys Gly Ala Ala Val Ser Leu Asp 
405 410 415 

Phe His Thr Met Ser Ser Thr Asp Leu Leu Asn Ala Leu Lys Thr Val 
420 425 430 

He Asn Asp Pro Leu Tyr Lys Glu Asn Ala Met Lys Leu Ser Arg He 
435 440 445 
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His His Asp Gin Pro Val Lys Pro 
450 455 

Glu Phe Val Met Arg His Lys Gly 
465 470 

His Asp Leu Thr Trp Phe Gin Tyr 
485 

Leu Leu Ala Cys Val Ala Thr Val 
500 

Phe Cys Val Trp Lys Phe Val Arg 
515 520 



Leu Asp Arg Ala Val Phe Trp lie 
460 

Ala Lys His Leu Arg Val Ala Ala 
475 480 

His Ser Leu Asp Val Thr Gly Phe 
490 495 

lie Phe lie lie Thr Lys Cys Leu 
505 510 

Thr Gly Lys Lys Gly Lys Arg Asp 
525 



<210> 146 
<211> 528 
<212> PRT 

<213> Homo sapiens 
<400> 146 

Met Ser Met Lys Trp Thr Ser Ala Leu Leu Leu lie Gin Leu Ser Cys 
1 5 10 15 

Tyr Phe Ser Ser Gly Ser Cys Gly Lys Val Leu Val Trp Pro Thr Glu 
20 25 30 

Phe Ser His Trp Met Asn lie Lys Thr lie Leu Asp Glu Leu Val Gin 
35 40 45 

Arg Gly His Glu Val Thr Val Leu Ala Ser Ser Ala Ser lie Ser Phe 
50 55 60 

Asp Pro Asn Ser Pro Ser Thr Leu Lys Phe Glu Val Tyr Pro Val Ser 
65 70 75 80 

Leu Thr Lys Thr Glu Phe Glu Asp lie lie Lys Gin Leu Val Lys Arg 
85 90 95 

Trp Ala Glu Leu Pro Lys Asp Thr Phe Trp Ser Tyr Leu Ser Gin Val 
100 105 110 

Gin Glu lie Met Trp Thr Phe Asn Asp lie Leu Arg Lys Phe Cys Lys 
115 120 125 

Asp lie Val Ser Asn Lys Lys Leu Met Lys Lys Leu Gin Glu Ser Arg 
130 135 140 

Phe Asp Val Val Leu Ala Asp Ala Val Phe Pro Phe Gly Glu Leu Leu 
145 150 155 160 

Ala Glu Leu Leu Lys lie Pro Phe Val Tyr Ser Leu Arg Phe Ser Pro 
165 170 175 
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Gly Tyr Ala lie Glu Lys His 
180 



Ser Gly Gly Leu Leu Phe 
185 



Pro 
190 



Pro Ser 



Tyr Val Pro Val Val Met Ser Glu Leu Ser Asp Gin Met Thr Phe lie 
195 200 205 

Glu Arg Val Lys Asn Met lie Tyr Val Leu Tyr Phe Glu Phe Trp Phe 
210 215 220 

Gin lie Phe Asp Met Lys Lys Trp Asp Gin Phe Tyr Ser Glu Val Leu 
225 230 235 240 

Gly Arg Pro Thr Thr Leu Ser Glu Thr Met Ala Lys Ala Asp lie Trp 
245 250 255 

Leu lie Arg Asn Tyr Trp Asp Phe Gin Phe Pro His Pro Leu Leu Pro 
260 265 270 

Asn Val Glu Phe Val Gly Gly Leu His Cys Lys Pro Ala Lys Pro Leu 
275 280 285 

Pro Lys Glu Met Glu Glu Phe Val Gin Ser Ser Gly Glu Asn Gly Val 

290 295 300 

Val Val Phe Ser Leu Gly Ser Met Val Ser Asn Thr Ser Glu Glu Arg 
305 310 315 320 

Ala Asn Val lie Ala Ser Ala Leu Ala Lys lie Pro Gin Lys Val Leu 
325 330 335 

Trp Arg Phe Asp Gly Asn Lys Pro Asp Thr Leu Gly Leu Asn Thr Arg 
340 345 350 

Leu Tyr Lys Trp lie Pro Gin Asn Asp Leu Leu Gly His Pro Lys Thr 
355 360 365 

Arg Ala Phe lie Thr His Gly Gly Ala Asn Gly lie Tyr Glu Ala lie 
370 375 380 

Tyr His Gly lie Pro Met Val Gly Val Pro Leu Leu Ala Asp Gin Pro 
385 390 395 400 

Asp Asn lie Ala His Met Lys Ala Lys Gly Ala Ala Val Ser Leu Asp 
405 410 415 

Phe His Thr Met Ser Ser Thr Asp Leu Leu Asn Ala Leu Lys Thr Val 
420 425 430 

He Asn Asp Pro Leu Tyr Lys Glu Asn Ala Met Lys Leu Ser Arg He 
435 440 445 

His His Asp Gin Pro Val Lys Pro Leu Asp Arg Ala Val Phe Trp He 
450 455 460 

Glu Phe Val Met Arg His Lys Gly Ala Lys His Leu Arg Val Ala Ala 
465 470 475 480 
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His Asp Leu Thr Trp Phe Gin Tyr His Ser Leu Asp Val Thr Gly Phe 
485 490 495 

Leu Leu Ala Cys Val Ala Thr Val lie Phe lie lie Thr Lys Cys Leu 
500 505 510 

Phe Cys Val Trp Lys Phe Val Arg Thr Gly Lys Lys Gly Lys Arg Asp 
515 520 525 



<210> 147 
<211> 528 
<212> PRT 

<213> Homo sapiens 
<400> 147 

Met Ser Met Lys Trp Thr Ser Ala Leu Leu Leu lie Gin Leu Ser Cys 
15 10 15 

Tyr Phe Ser Ser Gly Ser Cys Gly Lys Val Leu Val Trp Pro Thr Glu 
20 25 30 

Phe Ser His Trp Met Asn lie Lys Thr lie Leu Asp Glu Leu Val Gin 
35 40 45 

Arg Gly His Glu Val Thr Val Leu Ala Ser Ser Ala Ser lie Ser Phe 
50 55 60 

Asp Pro Asn Ser Pro Ser Thr Leu Lys Phe Glu Val Tyr Pro Val Ser 
65 70 75 80 

Leu Thr Lys Thr Glu Phe Glu Asp lie lie Lys Gin Leu Val Lys Arg 
85 90 95 

Trp Ala Glu Leu Pro Lys Asp Thr Phe Trp Ser Tyr Phe Ser Gin Val 
100 105 110 

Gin Glu lie Met Trp Thr Phe Asn Asp lie Leu Arg Lys Phe Cys Lys 
115 120 125 

Asp lie Val Ser Asn Lys Lys Leu Met Lys Lys Leu Gin Glu Ser Arg 

130 135 140 

Phe Asp Val Val Leu Ala Asp Ala Val Phe Pro Phe Gly Glu Leu Leu 
145 150 155 160 

Ala Glu Leu Leu Lys lie Pro Phe Val Tyr Ser Leu Arg Phe Ser Pro 
165 170 175 

Gly Tyr Ala lie Glu Lys His Ser Gly Gly Leu Leu Phe Pro Pro Ser 
180 185 190 



Tyr Val Pro Val Val Met Ser Glu Leu Ser Asp Gin Met Thr Phe He 
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195 



200 



205 



Glu Arg Val Lys Asn Met lie Tyr Val Leu Tyr Phe Glu Phe Trp Phe 
210 215 220 

Gin lie Phe Asp Met Lys Lys Trp Asp Gin Phe Tyr Ser Glu Val Leu 
225 230 235 240 

Gly Arg Pro Thr Thr Leu Ser Glu Thr Met Ala Lys Ala Asp lie Trp 
245 250 255 

Leu lie Arg Asn Tyr Trp Asp Phe Gin Phe Pro His Pro Leu Leu Pro 
260 265 270 

Asn Val Glu Phe Val Gly Gly Leu His Cys Lys Pro Ala Lys Pro Leu 
275 280 285 

Pro Lys Glu Met Glu Glu Phe Val Gin Ser Ser Gly Glu Asn Gly Val 
290 295 300 

Val Val Phe Ser Leu Gly Ser Met Val Ser Asn Thr Ser Glu Glu Arg 
305 310 315 320 

Ala Asn Val lie Ala Ser Ala Leu Ala Lys lie Pro Gin Lys Val Leu 
325 330 335 

Trp Arg Phe Asp Gly Asn Lys Pro Asp Thr Leu Gly Leu Asn Thr Arg 
340 345 350 

Leu Tyr Lys Trp lie Pro Gin Asn Asp Leu Leu Gly His Pro Lys Thr 
355 360 365 

Arg Ala Phe lie Thr His Gly Gly Ala Asn Gly lie Tyr Glu Ala lie 
370 375 380 

Tyr His Gly lie Pro Met Val Gly Val Pro Leu Phe Ala Asp Gin Pro 
385 390 395 400 

Asp Asn lie Ala His Met Lys Ala Lys Gly Ala Ala Val Ser Leu Asp 
405 410 415 

Phe His Thr Met Ser Ser Thr Asp Leu Leu Asn Ala Leu Lys Thr Val 
420 425 430 

lie Asn Asp Pro Leu Tyr Lys Glu Asn Ala Met Lys Leu Ser Arg lie 
435 440 445 

His His Asp Gin Pro Val Lys Pro Leu Glu Arg Ala Val Phe Trp lie 
450 455 460 

Glu Phe Val Met Arg His Lys Gly Ala Lys His Leu Arg Val Ala Ala 
465 470 475 480 

His Asp Leu Thr Trp Phe Gin Tyr His Ser Leu Asp Val Thr Gly Phe 
485 490 495 



Leu Leu Ala Cys Val Ala Thr Val He Phe He He Thr Lys Cys Leu 
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500 



505 



510 



Phe Cys Val Trp Lys Phe Val Arg Thr Gly Lys Lys Gly Lys Arg Asp 
515 520 525 



<210> 148 
<211> 529 
<212> PRT 

<213> Macaca fascicularis 
<400> 148 

Met Ser Val Lys Trp Thr Ser Val lie Leu Leu lie Gin Leu Ser Phe 
15 10 15 

Tyr Phe Ser Ser Gly Ser Cys Gly Lys Val Leu Val Trp Ala Ala Glu 
20 25 30 

Tyr Ser His Trp Met Asn Met Lys Thr lie Leu Glu Glu Leu Val Gin 
35 40 45 

Arg Gly His Glu Val Thr Val Leu Ala Ser Ser Ala Ser lie Leu Phe 
50 55 60 

Asp Pro Asn Asn Ser Ser Ala Leu Lys He Glu Val Phe Pro Thr Ser 
65 70 75 80 

Leu Thr Lys Thr Glu Phe Glu Asn He He Arg Gin Gin He Lys Arg 
85 90 95 

Trp Ser Glu Leu Pro Lys Asp Thr Phe Trp Leu Tyr Phe Ser Gin Met 
100 105 110 

Gin Glu He Met Trp Lys Phe Gly Asp He Thr Arg Asn Phe Cys Lys 
115 120 125 

Asp Val Val Ser Asn Lys Lys Leu Met Lys Lys Leu Gin Lys Ser Arg 
130 135 140 

Phe Asp Val Val Phe Ala Asp Ala He Phe Pro Cys Ser Glu Leu Leu 
145 150 155 160 

Ala Glu Leu Leu Asn Thr Pro Leu Val Tyr Ser Leu Arg Phe Thr Pro 
165 170 175 

Gly Tyr Asn Phe Glu Lys His Cys Gly Gly Phe Leu Phe Pro Pro Ser 
180 185 190 

Tyr Val Pro Val Val Met Ser Glu Leu Ser Asp His Met Thr Phe Met 
195 200 205 

Glu Arg Val Lys Asn Met He Tyr Met Leu Tyr Phe Asp Phe Cys Phe 
210 215 220 
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Gin lie Tyr Ala Met Lys Lys Trp Asp Gin Phe Tyr Ser Glu Val Leu 
225 230 235 240 

Gly Arg Pro Thr Thr Leu Ser Glu Thr Met Gly Lys Ala Asp lie Trp 
245 250 255 

Leu lie Arg Asn Ser Trp Asn Phe Gin Phe Pro His Pro Leu Leu Pro 
260 265 270 

Asn Val Asp Phe Val Gly Gly Leu His Cys Lys Pro Ala Lys Pro Leu 
275 280 285 

Pro Lys Glu Met Glu Glu Phe Val Gin Ser Ser Gly Glu Asn Gly Val 
290 295 300 

Val Val Phe Ser Leu Gly Ser Met Val Thr Asn Met Lys Glu Glu Arg 
305 310 315 320 

Ala Asn Val lie Ala Ser Ala Leu Ala Gin lie Pro Gin Lys Val Leu 
325 330 335 

Trp Arg Phe Asp Gly Lys Lys Pro Asp Thr Leu Gly Leu Asn Thr Arg 
340 345 350 

Leu Tyr Lys Trp lie Pro Gin Asn Asp Leu Leu Gly His Pro Lys Thr 
355 360 365 

Arg Ala Phe lie Thr His Gly Gly Ser Asn Gly lie Tyr Glu Ala lie 
370 375 380 

Tyr His Gly Val Pro Met Val Gly lie Pro Leu Phe Ala Asp Gin Pro 
385 390 395 400 

Asp Asn lie Ala His Met Lys Ala Lys Gly Ala Ala Val Arg Leu Asp 
405 410 415 

Phe Asp Thr Met Ser Ser Thr Asp Leu Val Asn Ala Leu Lys Thr Val 
420 425 430 

He Asn Asp Pro Leu Tyr Lys Glu Asn Val Met Lys Leu Ser Arg He 
435 440 445 

Gin His Asp Gin Pro Val Lys Pro Leu Asp Arg Ala Val Phe Trp He 
450 455 460 

Glu Phe Val Met Arg His Lys Gly Ala Lys His Leu Arg Pro Ala Ala 
465 470 475 480 

His Asp Leu Thr Trp Phe Gin Tyr His Ser Leu Asp Val He Gly Phe 
485 490 495 

Leu Leu Ala Cys Val Ala Thr Val He Phe He He Met Lys Cys Cys 
500 505 510 

Leu Phe Cys Phe Trp Lys Phe Ala Arg Lys Gly Lys Lys Gly Lys Ser 
515 520 525 
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Asp 



<210> 149 
<211> 501 
<212> PRT 
<213> Homo sapiens 

<400> 149 

Gly Lys Val Leu Val Trp Pro Met Asp Gly Ser His Trp Met Asn Met 
15 10 15 

Lys Gly lie Leu Leu Glu Leu Val Gin Arg Gly His Glu Val Thr Val 
20 25 30 

Leu Arg Pro Ser Ala Ser lie Leu lie Gly Pro Ala Lys Pro Ser Asn 
35 40 45 

Leu Lys Phe Glu Thr Tyr Pro Asp Ser Ala Thr Lys Glu Glu Leu Glu 
50 55 60 

Asn Leu Phe Pro Lys Arg Val Met Asn Trp Phe Met Glu Ala Ala Glu 
65 70 75 80 

Ala Gly Thr Val Trp Ser Tyr Phe Ser Ala Leu Gin Glu Tyr Ser Asp 
85 90 95 

Gly Ala Arg Val Ser Cys Lys Glu Leu Val Gly Asn Lys Phe Leu Met 

100 105 110 

Thr Lys Leu Gin Glu Ser Ser Phe Asp Val Val Leu Ala Asp Pro Val 
115 120 125 

Trp Pro Cys Gly Ala Leu Leu Ala Glu Leu Leu His lie Pro Thr Val 
130 135 140 

Tyr Ser Leu Arg Phe Val Pro Gly Tyr Ala Ala Glu Lys Ala Asp Gly 
145 150 155 160 

Gly Leu Pro Ala Pro Pro Ser Tyr Val Pro Val Arg Leu Ser Asp Leu 
165 170 175 

Ser Asp Gly Met Thr Phe Gly Glu Arg Val Lys Asn Met Leu lie Met 
180 185 190 

Leu Tyr Phe Asp Phe Trp Phe Gin Arg Phe Pro Lys Lys Trp Asp Gin 
195 200 205 

Phe Ala Ser Glu Leu Leu Gly Arg Pro Val Thr Leu Pro Glu Asp Leu 
210 215 220 

Ser Lys Ala Ser Ala Trp Leu Leu Arg Asn Tyr Trp Asp Leu Glu Phe 
225 230 235 240 

Pro Arg Pro Leu Leu Pro Asn Met Glu Phe He Gly Gly Leu Asn Cys 
245 250 255 
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Lys Pro Ala Lys Pro Leu Pro Gin Glu Met Glu Ala Phe Val Gin Ser 
260 265 270 



Ser Gly Glu His Gly Val Val Val Phe Ser Leu Gly Ser Met Val Ser 
275 280 285 

Asn lie Pro Glu Glu Lys Ala Asn Glu lie Ala Ser Ala Leu Ala Gin 
290 295 300 

He Pro Gin Lys Val Leu Trp Arg Phe Asp Gly Thr Lys Pro Ser Thr 
305 310 315 320 

Leu Gly Asn Asn Thr Arg Leu Val Lys Trp Leu Pro Gin Asn Asp Leu 
325 330 335 

Leu Gly His Pro Lys Thr Arg Ala Phe Val Thr His Ala Gly Ser Asn 
340 345 350 

Gly Val Tyr Glu Ala He Cys His Gly Val Pro Met Val Gly Met Pro 
355 360 365 

Leu Phe Gly Asp Gin Met Asp Asn Ala Lys His Met Glu Ala Lys Gly 
370 375 380 

Ala Ala Val Thr Leu Asn Val Leu Thr Met Thr Ser Glu Asp Leu Leu 
385 390 395 400 

Asn Ala Leu Lys Thr Val He Asn Asp Pro Ser Tyr Lys Glu Asn He 
405 410 415 

Met Arg Leu Ser Ser He His His Asp Gin Pro Val Lys Pro Leu Asp 
420 425 430 

Arg Ala Val Phe Trp He Glu Phe Val Met Arg His Lys Gly Ala Lys 
435 440 445 

His Leu Arg Pro Ala Ala His Asp Leu Thr Trp Tyr Gin Tyr His Ser 
450 455 460 

Leu Asp Val He Gly Phe Leu Leu Ala Cys Val Ala Thr Val Ala Phe 
465 470 475 480 

He Thr Phe Lys Cys Cys Leu Phe Gly Tyr Arg Lys Phe Val Gly Lys 
485 490 495 

Lys Lys T^g Val Lys 
500 



<210> 150 
<211> 343 
<212> PRT 

<213> Homo sapiens 
<400> 150 

Met Ala Gin Lys Gly Val Leu Gly Pro Gly Gin Leu Gly Ala Val Ala 
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1 



5 



10 



15 



He Leu Leu Tyr Leu Gly Leu Leu Arg Ser Gly Thr Gly Ala Glu Gly 
20 25 30 

Ala Glu Ala Pro Cys Gly Val Ala Pro Gin Ala Arg He Thr Gly Gly 
35 40 45 

Ser Ser Ala Val Ala Gly Gin Trp Pro Trp Gin Val Ser He Thr Tyr 
50 55 60 

Glu Gly Val His Val Cys Gly Gly Ser Leu Val Ser Glu Gin Trp Val 
65 70 75 80 

Leu Ser Ala Ala His Cys Phe Pro Ser Glu His His Lys Glu Ala Tyr 
85 90 95 

Glu Val Lys Leu Gly Ala His Gin Leu Asp Ser Tyr Ser Glu Asp Ala 
100 105 110 

Lys Val Ser Thr Leu Lys Asp He He Pro His Pro Ser Tyr Leu Gin 
115 120 125 

Glu Gly Ser Gin Gly Asp He Ala Leu Leu Gin Leu Ser Arg Pro He 
130 135 140 

Thr Phe Ser Arg Tyr He Arg Pro He Cys Leu Pro Ala Ala Asn Ala 
145 150 155 160 

Ser Phe Pro Asn Gly Leu His Cys Thr Val Thr Gly Trp Gly His Val 
165 170 175 

Ala Pro Ser Val Ser Leu Leu Thr Pro Lys Pro Leu Gin Gin Leu Glu 
180 185 190 

Val Pro Leu He Ser Arg Glu Thr Cys Asn Cys Leu Tyr Asn He Asp 
195 200 205 

Ala Lys Pro Glu Glu Pro His Phe Val Gin Glu Asp Met Val Cys Ala 
210 215 220 

Gly Tyr Val Glu Gly Gly Lys Asp Ala Cys Gin Gly Asp Ser Gly Gly 
225 230 235 240 

Pro Leu Ser Cys Pro Val Glu Gly Leu Trp Tyr Leu Thr Gly He Val 

245 250 255 

Ser Trp Gly Asp Ala Cys Gly Ala Arg Asn Arg Pro Gly Val Tyr Thr 
260 265 270 

Leu Ala Ser Ser Tyr Ala Ser Trp He Gin Ser Lys Val Thr Glu Leu 
275 280 285 

Gin Pro Arg Val Val Pro Gin Thr Gin Glu Ser Gin Pro Asp Ser Asn 
290 295 300 



Leu Cys Gly Ser His Leu Ala Phe Ser Ser Ala Pro Ala Gin Gly Leu 

260 



305 310 315 320 

Leu Arg Pro lie Leu Phe Leu Pro Leu Gly Leu Ala Leu Gly Leu Leu 
325 330 335 

Ser Pro Trp Leu Ser Glu His 
340 



<210> 151 
<211> 342 
<212> PRT 

<213> Rattus norvegicus 
<400> 151 

Met Ala Leu Arg Val Gly Leu Gly Leu Gly Gin Leu Glu Ala Leu Phe 
15 10 15 

Val Leu Leu Leu lie Gly Leu Leu Gin Ser Arg lie Gly Ala Asp Gly 
20 25 30 

Thr Glu Ala Ser Cys Gly Ala Val lie Gin Pro Arg lie Thr Gly Gly 
35 40 45 

Gly Ser Ala Lys Pro Gly Gin Trp Pro Trp Gin Val Ser lie Thr Tyr 
50 55 60 

Asn Gly Val His Val Cys Gly Gly Ser Leu Val Ser Asn Gin Trp Val 
65 70 75 80 

Val Ser Ala Ala His Cys Phe Pro Arg Glu His Ser Lys Glu Glu Tyr 
85 90 95 

Glu Val Lys Leu Gly Ala His Gin Leu Asp Ser Phe Ser Asn Asp lie 
100 105 110 

Val Val His Thr Val Ala Gin lie lie Ser His Ser Ser Tyr Arg Glu 
115 120 125 

Glu Gly Ser Gin Gly Asp lie Ala Leu lie Arg Leu Ser Ser Pro Val 
130 135 140 

Thr Phe Ser Arg Tyr lie Arg Pro lie Cys Leu Pro Ala Ala Asn Ala 
145 150 155 • 160 

Ser Phe Pro Asn Gly Leu His Cys Thr Val Thr Gly Trp Gly His Val 
165 170 175 

Ala Pro Ser Val Ser Leu Gin Thr Pro Arg Pro Leu Gin Gin Leu Glu 
180 185 190 

Val Pro Leu lie Ser Arg Glu Thr Cys Ser Cys Leu Tyr Asn lie Asn 
195 200 205 

Ala Val Pro Glu Glu Pro His Thr lie Gin Gin Asp Met Leu Cys Ala 
210 215 220 
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Gly Tyr Val Lys Gly Gly Lys Asp Ala Cys Gin Gly Asp Ser Gly Gly 
225 230 235 240 

Pro Leu Ser Cys Pro lie Asp Gly Leu Trp Tyr Leu Ala Gly lie Val 
245 250 255 



Ser Trp Gly Asp Ala Cys Gly Ala Pro Asn Arg Pro Gly Val Tyr Thr 

260 265 270 

Leu Thr Ser Thr Tyr Ala Ser Trp lie His His His Val Ala Glu Leu 
275 280 285 

Gin Pro Arg Val Val Pro Gin Thr Gin Glu Ser Gin Pro Asp Gly His 
290 295 300 



Leu Cys Asn His His Pro Val Phe Asn Leu Ala Ala Ala Gin Lys Leu 
305 310 315 320 

Ser Arg Pro lie Leu Phe Leu Pro Leu Ser Leu Thr Leu Gly Leu Phe 
325 330 335 



Ser Leu Trp Leu Glu His 
340 



<210> 152 
<211> 342 
<212> PRT 

<213> Rattus norvegicus 



<400> 152 

Met Ala Leu Arg Val Gly Leu Gly Leu Gly Gin Leu Glu Ala Leu Phe 
1 5 10 15 

lie Leu Leu Leu lie Gly Leu Leu Gin Ser Arg lie Gly Ala Asp Gly 
20 25 30 

Thr Glu Ala Ser Cys Gly Ala Val He Gin Pro Arg He Thr Gly Gly 
35 40 45 

Gly Ser Ala Lys Pro Gly Gin Trp Pro Trp Gin Val Ser He Thr Tyr 
50 55 60 

Asn Gly Val His Val Cys Gly Gly Ser Leu Val Ser Asn Gin Trp Val 
65 70 75 80 

Val Ser Ala Ala His Cys Phe Pro Arg Glu His Ser Lys Glu Glu Tyr 
85 90 95 



Glu Val Lys Leu Gly Ala His Gin Leu Asp Ser Phe Ser Asn Asp He 
100 105 110 

Val Val His Thr Val Ala Gin He He Ser His Ser Ser Tyr Arg Glu 
115 120 125 

Glu Gly Ser Gin Gly Asp He Ala Leu He Arg Leu Ser Ser Pro Val 
130 135 140 
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Thr Phe Ser Arg Tyr lie Arg Pro lie Cys Leu Pro Ala Ala Asn Ala 
145 150 155 160 

Ser Phe Pro Asn Gly Leu His Cys Thr Val Thr Gly Trp Gly His Val 
165 170 175 

Ala Pro Ser Val Ser Leu Gin Thr Pro Arg Pro Leu Gin Gin Leu Glu 
180 185 190 

Val Pro Leu lie Ser Arg Glu Thr Cys Ser Cys Leu Tyr Asn lie Asn 
195 200 205 

Ala Val Pro Glu Glu Pro His Thr lie Gin Gin Asp Met Leu Cys Ala 
210 215 220 

Gly Tyr Val Lys Gly Gly Lys Asp Ala Cys Gin Gly Asp Ser Gly Gly 
225 230 235 240 

Pro Leu Ser Cys Pro lie Asp Gly Leu Trp Tyr Leu Ala Gly lie Val 
245 250 255 

Ser Trp Gly Asp Ala Cys Gly Ala Pro Asn Arg Pro Gly Val Tyr Thr 
260 265 270 

Leu Thr Ser Thr Tyr Ala Ser Trp lie. His His His Val Ala Glu Leu 

275 280 285 

Gin Pro Arg Ala Val Pro Gin Thr Gin Glu Ser Gin Pro Asp Gly His 
290 295 300 

Leu Cys Asn His His Pro Val Phe Asn Leu Ala Ala Ala Gin Lys Leu 
305 310 315 320 

Ser Arg Pro lie Leu Phe Leu Pro Leu Ser Leu Thr Leu Gly Leu Phe 
325 330 335 

Ser Leu Trp Leu Glu His 
340 



<210> 153 
<211> 339 
<212> PRT 

<213> Mus musculus 

<400> 153 

Met Ala Leu Arg Val Gly Leu Gly Leu Gly Gin Leu Glu Ala Val Thr 
1 5 10 15 . 

lie Leu Leu Leu Leu Gly Leu Leu Gin Ser Gly lie Arg Ala Asp Gly 
20 25 30 

Thr Glu Ala Ser Cys Gly Ala Val He Gin Pro Arg He Thr Gly Gly 
35 40 45 

Gly Ser Ala Lys Pro Gly Gin Trp Pro Trp Gin Val Ser He Thr Tyr 
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50 



55 



60 



Asp Gly Asn His Val Cys Gly Gly Ser Leu Val Ser Asn Lys Trp Val 
65 70 75 80 

Val Ser Ala Ala His Cys Phe Pro Arg Glu His Ser Arg Glu Ala Tyr 
85 90 95 

Glu Val Lys Leu Gly Ala His Gin Leu Asp Ser Tyr Ser Asn Asp Thr 
100 105 110 

Val Val His Thr Val Ala Gin lie lie Thr His Ser Ser Tyr Arg Glu 
115 120 125 

Glu Gly Ser Gin Gly Asp lie Ala Leu lie Arg Leu Ser Ser Pro Val 
130 135 140 

Thr Phe Ser Arg Tyr lie Arg Pro lie Cys Leu Pro Ala Ala Asn Ala 

145 150 155 160 

Ser Phe Pro Asn Gly Leu His Cys Thr Val Thr Gly Trp Gly His Val 
165 170 175 

Ala Pro Ser Val Ser Leu Gin Thr Pro Arg Pro Leu Gin Gin Leu Glu 
180 185 190 

Val Pro Leu lie Ser Arg Glu Thr Cys Ser Cys Leu Tyr Asn lie Asn 
195 200 205 

Ala Val Pro Glu Glu Pro His Thr lie Gin Gin Asp Met Leu Cys Ala 
210 215 220 

Gly Tyr Val Lys Gly Gly Lys Asp Ala Cys Gin Gly Asp Ser Gly Gly 
225 230 235 240 

Pro Leu Ser Cys Pro Met Glu Gly lie Trp Tyr Leu Ala Gly lie Val 
245 250 255 

Ser Trp Gly Asp Ala Cys Gly Ala Pro Asn Arg Pro Gly Val Tyr Thr 
260 265 270 

Leu Thr Ser Thr Tyr Ala Ser Trp lie His His His Val Ala Glu Leu 
275 280 285 

Gin Pro Arg Val Val Pro Gin Thr Gin Glu Ser Gin Pro Asp Gly His 
290 295 300 

Leu Cys Asn His His Pro Val Phe Ser Ser Ala Ala Ala Pro Lys Leu 
305 310 315 320 

Leu Arg Pro Val Leu Phe Leu Pro Leu Gly Leu Thr Leu Gly Leu Leu 
325 330 335 



Ser Leu Ala 
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<210> 154 
<211> 342 
<212> PRT 

<213> Mus musculus 
<400> 154 

Met Ala Pro Arg Val Gly Leu Gly Leu Gly Gin Leu Glu Ala Val Thr 
15 10 15 

lie Leu Leu Leu Leu Gly Leu Leu Gin Ser Gly lie Arg Ala Asp Gly 
20 25 30 

Thr Glu Ala Ser Cys Gly Ala Val lie Gin Pro Arg lie Thr Gly Gly 
35 40 45 

Gly Ser Ala Lys Pro Gly Gin Trp Pro Trp Gin Val Ser lie Thr Tyr 
50 55 60 

Asp Gly Asn His Val Cys Gly Gly Ser Leu Val Ser Asn Lys Trp Val 
65 70 75 80 

Val Ser Ala Ala His Cys Phe Pro Arg Glu His Ser Arg Glu Ala Tyr 
85 90 95 

Glu Val Lys Leu Gly Ala His Gin Leu Asp Ser Tyr Ser Asn Asp Thr 
100 105 110 

Val Val His Thr Val Ala Gin He He Thr His Ser Ser Tyr Arg Glu 
115 120 125 

Glu Gly Ser Gin Gly Asp He Ala Phe lie Arg Leu Ser Ser Pro Val 
130 135 140 

Thr Phe Ser Arg Tyr He Arg Pro He Cys Leu Pro Ala Ala Asn Ala 
145 150 155 160 

Ser Phe Pro Asn Gly Leu His Cys Thr Val Thr Gly Trp Gly His Val 
165 170 175 

Ala Pro Ser Val Ser Leu Gin Thr Pro Arg Pro Leu Gin Gin Leu Glu 
180 185 190 

Val Pro Leu He Ser Arg Glu Thr Cys Ser Cys Leu Tyr Asn He Asn 
195 200 205 

Ala Val Pro Glu Glu Pro His Thr He Gin Gin Asp Met Leu Cys Ala 
210 215 220 

Gly Tyr Val Lys Gly Gly Lys Asp Ala Cys Gin Gly Asp Ser Gly Gly 
225 230 235 240 

Pro Leu Ser Cys Pro Met Glu Gly He Trp Tyr Leu Ala Gly He Val 
245 250 255 

Ser Trp Gly Asp Ala Cys Gly Ala Pro Asn Arg Pro Gly Val Tyr Thr 
260 265 270 
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Leu Thr Ser Thr Tyr Ala Ser Trp 
275 280 

Gin Pro Arg Val Val Pro Gin Thr 
290 295 

Leu Cys Asn His His Pro Val Phe 
'305 310 

Leu Arg Pro Val Leu Phe Leu Pro 

325 

Ser Leu Trp Leu Glu His 
340 



lie His His His Val Ala Glu Leu 
285 

Gin Glu Ser Gin Pro Asp Gly His 
300 

Ser Ser Ala Ala Ala Pro Lys Leu 
315 320 

Leu Gly Leu Thr Leu Gly Leu Leu 
330 335 



<210> 155 
<211> 230 
<212> PRT 
<213> Homo sapiens 

<400> 155 

Arg lie Val Gly Gly Ser Glu Ala Asn lie Gly Ser Phe Pro Trp Gin 
15 10 15 

Val Ser Leu Gin Tyr Arg Gly Gly Arg His Phe Cys Gly Gly Ser Leu 

20 25 30 

lie Ser Pro Arg Trp Val Leu Thr Ala Ala His Cys Val Tyr Gly Ser 
35 40 45 

Ala Pro Ser Ser lie Arg Val Arg Leu Gly Ser His Asp Leu Ser Ser 
50 55 60 

Gly Glu Glu Thr Gin Thr Val Lys Val Ser Lys Val lie Val His Pro 
65 70 75 80 

Asn Tyr Asn Pro Ser Thr Tyr Asp Asn Asp lie Ala Leu Leu Lys Leu 
85 90 95 

Ser Glu Pro Val Thr Leu Ser Asp Thr Val Arg Pro lie Cys Leu Pro 
100 105 110 

Ser Ser Gly Tyr Asn Val Pro Ala Gly Thr Thr Cys Thr Val Ser Gly 
115 120 125 

Trp Gly Arg Thr Ser Glu Ser Ser Gly Ser Leu Pro Asp Thr Leu Gin 
130 135. 140 

Glu Val Asn Val Pro lie Val Ser Asn Ala Thr Cys Arg Arg Ala Tyr 
145 150 155 160 

Ser Gly Gly Pro Ala lie Thr Asp Asn Met Leu Cys Ala Gly Gly Leu 
165 170 175 

Glu Gly Gly Lys Asp Ala Cys Gin Gly Asp Ser Gly Gly Pro Leu Val 
180 185 190 
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Cys Asn Asp Pro Arg Trp Val Leu Val Gly lie Val Ser Trp Gly Ser 
195 200 205 

Tyr Gly Cys Ala Arg Pro Asn Lys Pro Gly Val Tyr Thr Arg Val Ser 
210 215 220 

Ser Tyr Leu Asp Trp lie 
225 230 



<210> 156 
<211> 217 
<212> PRT 
<213> Homo sapiens 



<400> 156 

He Val Gly Gly Arg Glu Ala Gin Ala Gly Ser Phe Pro Trp Gin Val 
15 10 15 

Ser Leu Gin Val Ser Ser Gly His Phe Cys Gly Gly Ser Leu He Ser 
20 25 30 

Glu Asn Trp Val Leu Thr Ala Ala His Cys Val Ser Gly Ala Ser Ser 
35 40 45 

Val Arg Val Val Leu Gly Glu His Asn Leu Gly Thr Thr Glu Gly Thr 
50 55 60 



Glu Gin Lys Phe Asp Val Lys Lys He He Val His Pro Asn Tyr Asn 
65 70 75 80 

Pro Asp Thr Asn Asp He Ala Leu Leu Lys Leu Lys Ser Pro Val Thr 
85 90 95 



Leu Gly Asp Thr Val Arg Pro He 
100 

Leu Pro Val Gly Thr Thr Cys Ser 

115 120 

Asn Leu Gly Thr Ser Asp Thr Leu 
130 135 

Ser Arg Glu Thr Cys Arg Ser Ala 
145 150 

Met lie Cys Ala Gly Ala Leu Gly 
165 



Cys Leu Pro Ser Ala Ser Ser Asp 
105 110 

Val Ser Gly Tirp Gly Arg Thr Lys 
125 

Gin Glu Val Val Val Pro He Val 

140 

Tyr Gly Gly Thr Val Thr Asp Thr 
155 160 

Gly Lys Asp Ala Cys Gin Gly Asp 
170 175 



Ser Gly Gly Pro Leu Val Cys Ser 
180 

Ser Trp Gly Tyr Gly Cys Ala Val 

195 200 



Asp Gly Glu Leu Val Gly He Val 
185 190 

Gly Asn Tyr Pro Gly Val Tyr Thr 
205 



Arg Val Ser Arg Tyr Leu Asp Trp He 
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210 



215 



<210> 157 
<211> 980 
<212> PRT 

<213> Mus musculus 
<400> 157 

Met Ala Ala Ala Thr Ala Ser Ser Ala Leu Lys Arg Leu Asp Leu Arg 
15 10 15 

Asp Pro Asn Ala Leu Phe Glu Thr His Gly Ala Glu Glu lie Arg Gly 
20 25 30 

Leu Glu Arg Gin Val Arg Ala Glu lie Glu His Lys Lys Glu Glu Leu 
35 40 45 

Arg Gin Met Val Gly Glu Arg Tyr Arg Asp Leu lie Glu Ala Ala Asp 
50 55 60 

Thr lie Gly Gin Met Arg Arg Cys Ala Glu Gly Leu Val Asp Ala Val 
65 70 75 80 

Gin Ala Thr Asp Gin Tyr Cys Ala Arg Leu Arg Gin Ala Gly Ser Val 
85 ' 90 95 

Ala Pro Arg Val Pro Arg Ala Pro Gin Pro Gin Pro Pro Ser Glu Lys 
100 105 110 

Phe Tyr Ser Met Ala Ala Gin lie Lys Leu Leu Leu Glu lie Pro Glu 
115 120 125 

Lys lie Trp Ser Ala Met Glu Ala Ser Gin His Leu Gin Ala Thr Gin 

130 135 140 

Leu Tyr Leu Leu Cys Cys His Leu His Ser Leu Leu Gin Leu Asp Ser 
145 150 155 160 

Ser Asn Ser Arg Tyr Ser Pro lie Leu Ser Arg Phe Pro lie Leu lie 
165 170 175 

Arg Gin Val Ala Ala Ala Ser His Phe Arg Ser Thr lie Leu His Glu 
180 185 190 

Ser Lys Met Leu Leu Lys Cys Gin Ala Val Ser Asp Gin Ala Val Ala 
195 200 205 

Glu Ala Leu Cys Ser lie Met Leu Leu Glu Glu Ser Ser Pro Arg Gin 
210 215 220 

Ala Leu Thr Asp Phe Leu Leu Ala Arg Lys Ala Thr lie Gin Thr Leu 
225 230 235 240 

Leu Asn Gin Ser His His Gly Ala Gly lie Lys Ala Gin He Cys Ser 
245 250 255 
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Leu Val Glu Leu Leu Ala Thr Thr Leu Asn Gin Ala His Ala Leu Phe 
260 265 270 



Tyr Thr Leu Pro Glu Gly Val Leu Pro Asp Pro Ser Leu Pro Cys Gly 
275 280 285 

Leu Leu Phe Ser Thr Leu Glu Thr Val Thr Arg Gin His Pro Thr Gly 
290 295 300 

Lys Gly He Gly Ala Leu Gin Gly Glu Met Lys Leu Cys Ser Trp Leu 
305 310 315 320 

Arg His Leu Pro Thr Ser He He Glu Phe Gin Pro Thr Leu Arg Thr 
325 330 335 

Leu Ala His Pro He Ser Gin Glu Tyr Leu Lys Asp Thr Leu Gin Lys 
340 345 350 

Trp He Asp Met Cys Asn Glu Asp He Lys Asn Gly He Gly Asn Leu 
355 360 365 

Leu Met Tyr Val Lys Ser Met Lys Gly Leu Ala Gly He Arg Asp Ala 
370 375 380 

He Trp Asp Leu Leu Ser Asn Glu Ser Ala Ser His Ser Trp Glu Val 
385 390 395 400 

Val Cys Gin Arg Leu Leu Glu Lys Pro Leu Leu Phe Trp Glu Asp Leu 
405 410 415 

Met Gin Gin Leu Phe Leu Asp Arg Leu Gin Thr Leu Thr Arg Glu Gly 
420 425 430 

Phe Glu Ser He Ser Asn Ser Ser Lys Glu Leu Leu Val Ser Ala Leu 
435 440 445 

Gin Glu Leu Glu Thr Asn Asn Ser Thr Ser Asn Lys His Val His Phe 
450 455 460 

Glu Gin Asn Met Ser Phe Phe Leu Trp Ser Glu Ser Pro Asn Asp Leu 
465 470 475 480 

Pro Ser Asp Ala Ala Trp Val Ser Val Ala Asn Arg Ala Gin Phe Ala 
485 490 495 

Ser Ser Gly Leu Ser Met Lys Ala Gin Ala He Ser Pro Cys Val Gin 
500 505 510 

Asn Phe Cys Ser Ala Leu Asp Ser Lys Leu Lys Val Lys Leu Asp Asp 
515 520 525 

Leu Leu Ala Tyr Leu Pro Ser Ser Asp Thr Pro Leu Leu Lys Asp Thr 
530 535 540 

Thr Pro Thr His Gin Pro Lys Asn Ser Ala Phe Asp Arg Tyr Ala Asp 
545 550 555 560 
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Thr Gly Thr Val Gin Asp Met Leu Arg Thr Gin Ser Val Ala Cys lie 
565 570 575 



Lys Ser Val Val Gly Cys lie Gin Ala Glu Leu Cys Thr lie Glu Glu 
580 585 590 

Val Thr Arg Glu Gin Lys Asp Val Leu His Ser Thr Lys Leu His Ala 
595 600 605 

Val Leu Phe Met Ala Arg Leu Cys Gin Ser Leu Gly Glu Leu Cys Pro 
610 615 620 

His Leu Lys Gin Cys lie Val Gly Gin Cys Gly Gly Ser Glu Lys Pro 
625 630 635 640 

Ala Arg Glu Ala Arg Ala Leu Lys Lys Gin Gly Lys Gly Arg Ala Gin 
645 650 655 

Asp Val Leu Pro Ala Gin Ala Gin Trp Gin Gly Val Lys Glu Val Leu 
660 665 670 

Leu Gin Gin Ser Val Met Ala Tyr Arg Val Trp Ser Thr Ala Leu Val 
675 680 685 

Lys Phe Leu lie Cys Gly Phe Thr Arg Ser Leu Leu Leu Arg Asp Ala 
690 695 700 

Gly Ser Val Leu Ala Thr Ala Thr Asn Trp Asp Glu Leu Glu lie Gin 
705 710 715 720 

Glu Gly Thr Glu Ser Gly Ser Ser Val Thr Ser Lys lie Arg Leu Pro 
725 730 735 

Thr Gin Pro Ser Trp Tyr Val Gin Ser Phe Leu Phe Ser Leu Cys Gin 
740 745 750 

Glu Val Asn Arg Val Gly Gly His Ala Leu Pro Lys Val Thr Leu Gin 
755 760 765 

Glu Met Leu Glu Thr Cys Met Ala Gin Val He Ala Ala Tyr Glu Gin 
770 775 780 

Leu Thr Glu Glu Asn Gin lie Lys Lys Glu Gly Ala Phe Pro Met Thr 
785 790 795 800 

Gin Asn Arg Ala Leu Gin Leu Leu Tyr Asp Leu Arg Tyr Leu Thr Met 
805 810 815 

Val Leu Ser Ser Lys Gly Glu Glu Val Lys Ser Gly Arg Ser Lys Ala 
820 825 830 

Asp Ser TVrg Met Glu Lys Met Thr Glu Arg Leu Glu Ala Leu He Asp 
835 840 845 

Pro Phe Asp Leu Asp Val Phe Thr Pro His Leu Asn Ser Asn Leu Asn 
850 855 860 
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Arg Leu Val Gin Arg Thr Ser Val Leu Phe Gly Leu Val Thr Gly Thr 
865 870 875 880 

Glu Asn Gin Phe Ala Ser Arg Ser Ser Thr Phe Asn Ser Gin Glu Pro 
885 890 895 

His Asn lie Leu Pro Leu Ala Ser Ser Gin lie Arg Phe Gly Leu Leu 

900 905 910 

Pro Leu Ser Met Thr Ser Thr Arg Lys Ala Arg Ala Thr Ser Arg Ser 
915 920 925 

Val Glu Thr Gin Ala Gin Val Gly Pro Pro Ala Leu Ser Arg Val Gly 
930 935 940 

Asp Pro Thr Thr His Pro Gly Ser Leu Phe Arg Gin Leu Ala Ser Glu 
945 950 955 960 

Glu Asp Asp Ser Pro Ala Pro Ser Leu Phe Lys Leu Ala Trp Leu Ser 
965 970 975 



Ser Met Thr Lys 
980 



<210> 158 
<211> 961 
<212> PRT 
<213> Homo sapiens 

<400> 158 

Ala Thr Ala Ala Thr Ser Pro Ala Leu Lys Arg Leu Asp Leu Arg Asp 
15 10 15 

Pro Ala Ala Leu Phe Glu Thr His Gly Ala Glu Glu lie Arg Gly Leu 
20 25 30 

Glu Arg Gin Val Arg Ala Glu lie Glu His Lys Lys Glu Glu Leu Arg 
35 40 45 

Gin Met Val Gly Glu Arg Tyr Arg Asp Leu lie Glu Ala Ala Asp Thr 
50 55 60 

lie Gly Gin Met Arg Arg Cys Ala Val Gly Leu Val Asp Ala Val Lys 
65 70 75 80 

Ala Thr Asp Gin Tyr Cys Ala Arg Leu Arg Gin Ala Gly Ser Ala Ala 
85 90 95 

Pro Arg Pro Pro Arg Ala Gin Gin Pro Gin Gin Pro Ser Gin Glu Lys 
100 105 110 

Phe Tyr Ser Met Ala Ala Gin lie Lys Leu Leu Leu Glu lie Pro Glu 
115 120 125 

Lys lie Trp Ser Ser Met Glu Ala Ser Gin Cys Leu His Ala Thr Gin 
130 135 140 
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Leu Tyr Leu Leu Cys Cys His Leu His Ser Leu Leu Gin Leu Asp Ser 
145 150 155 160 

Ser Ser Ser Arg Tyr Ser Pro Val Leu Ser Arg Phe Pro lie Leu lie 
165 170 175 



Arg Gin Val Ala Ala Ala Ser His Phe Arg Ser Thr lie Leu His Glu 
180 185 190 

Ser Lys Met Leu Leu Lys Cys Gin Gly Val Ser Asp Gin Ala Val Ala 
195 200 205 

Glu Ala Leu Cys Ser lie Met Leu Leu Glu Glu Ser Ser Pro Arg Gin 
210 215 220 

Ala Leu Thr Asp Phe Leu Leu Ala Arg Lys Ala Thr lie Gin Lys Leu 
225 230 235 240 

Leu Asn Gin Pro His His Gly Ala Gly lie Lys Ala Gin lie Cys Ser 
245 250 255 

Leu Val Glu Leu Leu Ala Thr Thr Leu Lys Gin Ala His Ala Leu Phe 
260 265 270 

Tyr Thr Leu Pro Glu Gly Leu Leu Pro Asp Pro Ala Leu Pro Cys Gly 

275 280 285 



Leu Leu Phe Ser Thr Leu Glu Thr lie Thr Gly Gin His Pro Ala Gly 
290 295 300 



Lys Gly Thr Gly Val Leu Gin Glu Glu Met Lys Leu Cys Ser Trp Phe 
305 310 315 320 

Lys His Leu Pro Ala Ser lie Val Glu Phe Gin Pro Thr Leu Arg Thr 
325 330 335 

Leu Ala His Pro lie Ser Gin Glu Tyr Leu Lys Asp Thr Leu Gin Lys 
340 345 350 

Trp lie His Met Cys Asn Glu Asp lie Lys Asn Gly lie Thr Asn Leu 
355 360 365 

Leu Met Tyr Val Lys Ser Met Lys Gly Leu Ala Gly lie Pro Asp Ala 
370 375 380 

Met Trp Glu Leu Leu Thr Asn Glu Ser Thr Asn His Ser Trp Asp Val 
385 390 395 400 

Leu Cys Arg Arg Leu Leu Glu Lys Pro Leu Leu Phe Trp Glu Asp Met 
405 410 415 



Met Gin Gin Leu Phe Leu Asp Arg 
420 

Phe Asp Ser lie Ser Ser Ser Ser 
435 440 



Leu Gin Thr Leu Thr Lys Glu Gly 
425 430 

Lys Glu Leu Leu Val Ser Ala Leu 
445 
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Gin Glu Leu Glu Ser Ser Thr Ser 
450 455 

His Phe Glu Tyr Asn Met Ser Leu 
465 470 

Asp Leu Pro Ser Asp Ala Ala Trp 
485 

Phe Ala Ser Ser Gly Leu Ser Met 
500 

Val Gin Asn Phe Cys Ser Ala Leu 
515 520 



Asn Ser Pro Ser Asn Lys His lie 
460 

Phe Leu Trp Ser Glu Ser Pro Asn 
475 480 

Val Ser Val Ala Asn Arg Gly Gin 
490 495 

Lys Ala Gin Ala lie Ser Pro Cys 
505 510 

Asp Ser Lys Leu Lys Val Lys Leu 
525 



Asp Asp Leu Leu Ala Tyr Leu Pro Ser Asp Asp Ser Ser Leu Pro Lys 
530 535 540 

Asp Val Ser Pro Thr Gin Ala Lys Ser Ser Ala Phe Asp Arg Tyr Ala 
545 550 555 560 

Asp Ala Gly Thr Val Gin Glu Met Leu Arg Thr Gin Ser Val Ala Cys 
565 570 575 



He Lys His He Val Asp Cys He Arg Ala Glu Leu Gin Ser He Glu 

580 585 590 

Glu Gly Val Gin Gly Gin Gin Asp Ala Leu Asn Ser Ala Lys Leu His 
595 600 605 

Ser Val Leu Phe Met Ala Arg Leu Cys Gin Ser Leu Gly Glu Leu Cys 
610 615 620 

Pro His Leu Lys Gin Cys He Leu Gly Lys Ser Glu Ser Ser Glu Lys 
625 630 635 640 

Pro Ala Arg Glu Phe Arg Ala Leu Arg Lys Gin Gly Lys Val Lys Thr 
645 650 655 

Gin Glu He He Pro Thr Gin Ala Lys Trp Gin Glu Val Lys Glu Val 
660 665 670 

Leu Leu Gin Gin Ser Val Met Gly Tyr Gin Val. Trp Ser Ser Ala Val 
675 680^ 685 

Val Lys Val Leu He His Gly Phe Thr Gin Ser Leu Leu Leu Asp Asp 
690 695 700 

Ala Gly Ser Val Leu Ala Thr Ala Thr Ser Trp Asp Glu Leu Glu He 
705 710 715 720 

Gin Glu Glu Ala Glu Ser Gly Ser Ser Val Thr Ser Lys He Arg Leu 
725 730 735 

Pro Ala Gin Pro Ser Trp Tyr Val Gin Ser Phe Leu Phe Ser Leu Cys 
740 745 750 
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Gin Glu He Asn Arg Val Gly Gly His Ala Leu Pro Lys Val Thr Leu 
755 760 765 

Gin Glu Met Leu Lys Ser Cys Met Val Gin Val Val Ala Ala Tyr Glu 
770 775 780 

Lys Leu Ser Glu Glu Lys Gin He Lys Lys Glu Gly Ala Phe Pro Val 
785 ,790 795 800 

Thr Gin Asn Arg Ala Leu Gin Leu Leu Tyr Asp Leu Arg Tyr Leu Asn 
805 810 815 

He Val Leu Thr Ala Lys Gly Asp Glu Val Lys Ser Gly Arg Ser Lys 
820 825 830 

Pro Asp Ser Arg He Glu Lys Val Thr Asp His Leu Glu Ala Leu He 
835 840 845 

Asp Pro Phe Asp Leu Asp Val Phe Thr Pro His Leu Asn Ser Asn Leu 
850 855 860 

His Arg Leu Val Gin Arg Thr Ser Val Leu Phe Gly Leu Val Thr Gly 
865 870 875 880 

Thr Glu Asn Gin Leu Ala Pro Arg Ser Ser Thr Phe Asn Ser Gin Glu 

885 890 895 

Pro His Asn He Leu Pro Leu Ala Ser Ser Gin He Arg Phe Gly Leu 
900 905 910 

Leu Pro Leu Ser Met Thr Ser Thr Arg Lys Ala Lys Ser Thr Arg Asn 
915 920 925 

He Glu Thr Lys Ala Gin Val Gly Ala Lys Ser Lys Arg Leu He Arg 
930 935 940 

Gly Trp Val Pro Thr Ser His Arg Ala Thr His Asp Gin Leu Pro Phe 
945 950 955 960 

Lys 



<210> 159 
<211> 962 
<212> PRT 

<213> Homo sapiens 
<400> 159 

Met Ala Thr Ala Ala Thr Ser Pro Ala Leu Lys Arg Leu Asp Leu Arg 
15 10 15 

Asp Pro Ala Ala Leu Phe Glu Thr His Gly Ala Glu Glu He Arg Gly 
20 25 30 



Leu Glu Arg Gin Val Arg Ala Glu He Glu His Lys Lys Glu Glu Leu 
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35 40 45 

Arg Gin Met Val Gly Glu Arg Tyr Arg Asp Leu lie Glu Ala Ala Asp 
50 55 60 

Thr lie Gly Gin Met Arg Arg Cys Ala Val Gly Leu Val Asp Ala Val 
65 70 75 80 

Lys Ala Thr Asp Gin Tyr Cys Ala Arg Leu Arg Gin Ala Gly Ser Ala 
85 90 95 

Ala Pro Arg Pro Pro Arg Ala Gin Gin Pro Gin Gin Pro Ser Gin Glu 
100 105 110 

Lys Phe Tyr Ser Met Ala Ala Gin lie Lys Leu Leu Leu Glu lie Pro 
115 120 125 

Glu Lys lie Trp Ser Ser Met Glu Ala Ser Gin Cys Leu His Ala Thr 
130 135 140 

Gin Leu Tyr Leu Leu Cys Cys His Leu His Ser Leu Leu Gin Leu Asp 
145 150 155 160 

Ser Ser Ser Ser Arg Tyr Ser Pro Val Leu Ser Arg Phe Pro lie Leu 
165 170 175 

lie Arg Gin Val Ala Ala Ala Ser His Phe Arg Ser Thr lie Leu His 
180 185 190 

Glu Ser Lys Met Leu Leu Lys Cys Gin Gly Val Ser Asp Gin Ala Val 
195 200 205 

Ala Glu Ala Leu Cys Ser lie Met Leu Leu Glu Glu Ser Ser Pro Arg 
210 215 220 

Gin Ala Leu Thr Asp Phe Leu Leu Ala Arg Lys Ala Thr lie Gin Lys 
225 230 235 240 

Leu Leu Asn Gin Pro His His Gly Ala Gly lie Lys Ala Gin He Cys 
245 250 255 

Ser Leu Val Glu Leu Leu Ala Thr Thr Leu Lys Gin Ala His Ala Leu 

260 265 270 

Phe Tyr Thr Leu Pro Glu Gly Leu Leu Pro Asp Pro Ala Leu Pro Cys 
275 280 285 

Gly Leu Leu Phe Ser Thr Leu Glu Thr He Thr Gly Gin His Pro Ala 
290 295 300 

Gly Lys Gly Thr Gly Val Leu Gin Glu Glu Met Lys Leu Cys Ser Trp 
305 310 315 320 

Phe Lys His Leu Pro Ala . Ser He Val Glu Phe Gin Pro Thr Leu Arg 
325 330 335 

Thr Leu Ala His Pro He Ser Gin Glu Tyr Leu Lys Asp Thr Leu Gin 

275 



340 345 350 

Lys Trp lie His Met Cys Asn Glu Asp lie Lys Asn Gly lie Thr Asn 
355 360 365 

Leu Leu Met Tyr Val Lys Ser Met Lys Gly Leu Ala Gly lie Arg Asp 
370 375 380 

Ala Met Trp Glu Leu Leu Thr Asn Glu Ser Thr Asn His Ser Trp Asp 
385 390 395 400 

Val Leu Cys Arg Arg Leu Leu Glu Lys Pro Leu Leu Phe Trp Glu Asp 
405 410 415 

Met Met Gin Gin Leu Phe Leu Asp Arg Leu Gin Thr Leu Thr Lys Glu 
420 425 430 

Gly Phe Asp Ser lie Ser Ser Ser Ser Lys Glu Leu Leu Val Ser Ala 
435 440 445 

Leu Gin Glu Leu Glu Ser Ser Thr Ser Asn Ser Pro Ser Asn Lys His 
450 455 460 

lie His Phe Glu Tyr Asn Met Ser Leu Phe Leu Trp Ser Glu Ser Pro 
465 470 475 480 

Asn Asp Leu Pro Ser Asp Ala Ala Trp Val Ser Val Ala Asn Arg Gly 
485 490 495 

Gin Phe Ala Ser Ser Gly Leu Ser Met Lys Ala Gin Ala lie Ser Pro 
500 505 510 

Cys Val Gin Asn Phe Cys Ser Ala Leu Asp Ser Lys Leu Lys Val Lys 
515 520 525 

Leu Asp Asp Leu Leu Ala Tyr Leu Pro Ser Asp Asp Ser Ser Leu Pro 
530 535 540 

Lys Asp Val Ser Pro Thr Gin Ala Lys Ser Ser Ala Phe Asp Arg Tyr 
545 550 555 560 

Ala Asp Ala Gly Thr Val Gin Glu Met Leu Arg Thr Gin Ser Val Ala 
565 570 575 

Cys lie Lys His lie Val Asp Cys lie Arg Ala Glu Leu Gin Ser lie 
580 585 590 

Glu Glu Gly Val Gin Gly Gin Gin Asp Ala Leu Asn Ser Ala Lys Leu 
595 600 605 

His Ser Val Leu Phe Met Ala Arg Leu Cys Gin Ser Leu Gly Glu Leu 
610 615 620 

Cys Pro His Leu Lys Gin Cys lie Leu Gly Lys Ser Glu Ser Ser Glu 
625 630 635 640 

Lys Pro Ala Arg Glu Phe Arg Ala Leu Arg Lys Gin Gly Lys Val Lys 
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645 



650 



655 



Thr Gin Glu He He Pro Thr Gin Ala Lys Trp Gin Glu Val Lys Glu 
660 665 670 

Val Leu Leu Gin Gin Ser Val Met Gly Tyr Gin Val Trp Ser Ser Ala 
675 680 685 

Val Val Lys Val Leu He His Gly Phe Thr Gin Ser Leu Leu Leu Asp 
690 695 700 

Asp Ala Gly Ser Val Leu Ala Thr Ala Thr Ser Trp Asp Glu Leu Glu 
705 710 715 720 

He Gin Glu Glu Ala Glu Ser Gly Ser Ser Val Thr Ser Lys He Arg 
725 730 735 

Leu Pro Ala Gin Pro Ser Trp Tyr Val Gin Ser Phe Leu Phe Ser Leu 

740 745 750 

Cys Gin Glu He Asn Arg Val Gly Gly His Ala Leu Pro Lys Val Thr 
755 760 765 

Leu Gin Glu Met Leu Lys Ser Cys Met Val Gin Val Val Ala Ala Tyr 
770 775 780 

Glu Lys Leu Ser Glu Glu Lys Gin He Lys Lys Glu Gly Ala Phe Pro 
785 790 795 800 

Val Thr Gin Asn Arg Ala Leu Gin Leu Leu Tyr Asp Leu Arg Tyr Leu 
805 810 815 

Asn He Val Leu Thr Ala Lys Gly Asp Glu Val Lys Ser Gly Arg Ser 
820 825 830 

Lys Pro Asp Ser Arg He Glu Lys Val Thr Asp His Leu Glu Ala Leu 
835 . 840 845 

He Asp Pro Phe Asp Leu Asp Val Phe Thr Pro His Leu Asn Ser Asn 
850 855 860 

Leu His Arg Leu Val Gin Arg Thr Ser Val Leu Phe Gly Leu Val Thr 
865 870 875 880 

Gly Thr Glu Asn Gin Leu Ala Pro Arg Ser Ser Thr Phe Asn Ser Gin 
885 890 895 

Glu Pro His Asn He Leu Pro Leu Ala Ser Ser Gin He Arg Phe Gly 
900 905 910 

Leu Leu Pro Leu Ser Met Thr Ser Thr Arg Lys Ala Lys Ser Thr Arg 
915 920 925 

Asn He Glu Thr Lys Ala Gin Val Gly Ala Lys Ser Lys Arg Leu He 
930 935 940 



Arg Gly Trp Val Pro Thr Ser His Arg Ala Thr His Asp Gin Leu Pro 
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945 



950 



955 



960 



Phe Lys 



<210> 160 
<211> 438 
<212> PRT 

<213> Homo sapiens 
<400> 160 

Leu Pro Lys Asp Val Ser Pro Thr Gin Ala Lys Ser Ser Ala Phe Asp 
15 10 15 

Arg Tyr Ala Asp Ala Gly Thr Val Gin Glu Met Leu Arg Thr Gin Ser 
20 25 30 

Val Ala Cys lie Lys His lie Val Asp Cys lie Arg Ala Glu Leu Gin 
35 40 45 

Ser lie Glu Glu Gly Val Gin Gly Gin Gin Asp Ala Leu Asn Ser Ala 
50 55 60 

Lys Leu His Ser Val Leu Phe Met Ala Arg Leu Cys Gin Ser Leu Gly 
65 70 75 80 

Glu Leu Cys Pro His Leu Lys Gin Cys lie Leu Gly Lys Ser Glu Ser 
85 90 95 

Ser Glu Lys Pro Ala Arg Glu Phe Arg Ala Leu Arg Lys Gin Gly Lys 
100 105 110 

Val Lys Thr Gin Glu lie lie Pro Thr Gin Ala Lys Trp Gin Glu Val 
115 120 125 

Lys Glu Val Leu Leu Gin Gin Ser Val Met Gly Tyr Gin Val Trp Ser 
130 135 140 

Ser Ala Val Val Lys Val Leu lie His Gly Phe Thr Gin Ser Leu Leu 
145 150 155 160 

Leu Asp Asp Ala Gly Ser Val Leu Ala Thr Ala Thr Ser Trp Asp Glu 
165 170 175 

Leu Glu lie Gin Glu Glu Ala Glu Ser Gly Ser Ser Val Thr Ser Lys 
180 185 190 

lie Arg Leu Pro Ala Gin Pro Ser Trp Tyr Val Gin Ser Phe Leu Phe 
195 200 205 

Ser Leu Cys Gin Glu lie Asn Arg Val Gly Gly His Ala Leu Pro Lys 
210 215 220 

Val Thr Leu Gin Glu Met Leu Lys Ser Cys Met Val Gin Val Val Ala 
225 230 235 240 



278 



Ala Tyr Glu Lys Leu Ser Glu Glu Lys Gin lie Lys Lys Glu Gly Ala 
245 250 255 

Phe Pro Val Thr Gin Asn Arg Ala Leu Gin Leu Leu Tyr Asp Leu Arg 
260 265 270 

Tyr Leu Asn He Val Leu Thr Ala Lys Gly Asp Glu Val Lys Ser Gly 
275 280 285 

Arg Ser Lys Pro Asp Ser Arg He Glu Lys Val Thr Asp His Leu Glu 
290 295 300 

Ala Leu He Asp Pro Phe Asp Leu Asp Val Phe Thr Pro His Leu Asn 
305 310 315 320 

Ser Asn Leu His Arg Leu Val Gin Arg Thr Ser Val Leu Phe Gly Leu 
325 330 335 

Val Thr Gly Thr Glu Asn Gin Leu Ala Pro Arg Ser Ser Thr Phe Asn 
340 345 350 

Ser Gin Glu Pro His Asn He Leu Pro Leu Ala Ser Ser Gin He Arg 
355 360 365 

Phe Gly Leu Leu Pro Leu Ser Met Thr Ser Thr Arg Lys Ala Lys Ser 
370 375 380 

Thr Arg Asn He Glu Thr Lys Ala Gin Val Val Pro Pro Ala Arg Ser 
385 390 395 400 

Thr Ala Gly Asp Pro Thr Val Pro Gly Ser Leu Phe Arg Gin Leu Val 
405 410 415 

Ser Glu Glu Asp Asn Thr Ser Ala Pro Ser Leu Phe Lys Leu Gly Trp 
420 425 430 

Leu Ser Ser Met Thr Lys 
435 



<210> 161 

<211> 1068 
<212> PRT 

<213> Arabidopsis thaliana 
<400> 161 

Met Arg Met Ser Ser Ala Ser Ala Gly Glu Tyr Arg Pro Ser Ala Val 
15 10 15 

Ser Leu Ser Ser Asn Gly Gly Gly Gin Arg Asp Ala Glu Ser Leu Phe 
20 25 30 

Arg Thr Lys Pro Met Ser Glu He Arg He Val Glu Ser Ala Thr Arg 
35 40 45 

Lys Asn He Glu Asp Lys Lys Glu Glu Leu Arg Gin Leu Val Gly Thr 
50 55 60 
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Arg Tyr Arg Asp Leu lie Asp Ser Ala Asp Ser lie Val His Met Lys 
65 70 75 80 

Ser Leu Cys Glu Ser lie Ser Ala Asn lie Ser Ser lie His Gly Asn 
85 90 95 

lie Arg Ser Leu Ser Ser Ser Ser Val Ala Glu Thr Pro Lys Leu Ala 
100 105 110 

Ser Leu Asn Pro Val Arg Val Asn Val Tyr Gly lie Ala Cys Arg Val 
115 120 125 

Lys Tyr Leu Val Asp Thr Pro Glu Asn lie Trp Gly Cys Leu Asp Glu 
130 135 140 

Ser Met Phe Leu Glu Ala Ala Gly Arg Tyr Met Arg Ala Gin His Val 
145 150 155 160 

Gin Gin Arg Leu lie Lys Leu Glu Gly Cys Gly Gly Gly Val Ala Glu 
165 170 175 

Val Asp Gin Ser Lys Leu Leu Ala Asn Phe Pro Leu Leu Glu His Gin 
180 185 190 

Trp Gin lie Val Glu Ser Phe Lys Ala Gin lie Ser Gin Arg Ser His 
195 200 205 

Glu Arg Leu Leu Asp Pro Gly Leu Gly Leu Gly Ala Tyr Val Asp Ala 
210 215 220 

Leu Thr Ala Val Ala Val Val Asp Glu Leu Asp Pro Glu Gin Val Leu 
225 230 235 240 

Glu Leu Phe Leu Asp Ser Arg Lys Thr Trp lie Leu Gin Lys Leu Asn 
245 250 255 

Ala Cys Thr Gly Glu Asp Ala Gly Glu Val Val Leu Val Phe Cys Asp 
260 265 270 

Val Leu Ser Val He Gin Val Thr Val Gly Gin Val Gly Glu Leu Phe 
275 280 285 

Leu Gin Ala Leu Thr Asp Met Pro Leu Phe Tyr Lys Thr He Leu Ser 
290 295 300 

Thr Pro Pro Ala Ser Gin Leu Phe Gly Gly He Pro Asn Pro Glu Glu 
305 310 315 320 

Glu Val Glu Leu Trp Lys Ser Phe Arg Asp Lys Leu Glu Ser Val Met 
325 330 335 

Leu He Leu Asp Lys Asn Asp Val Ser Lys Ser Cys Leu Thr Trp Leu 
340 345 350 

Arg Glu Cys Gly Gly Gin He Val Gly Lys Val Ser Gly Lys His Leu 
355 360 365 
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lie Glu Ala lie Val Thr Gly Ala Glu Leu Gly Ser Ala Glu Lys Leu 
370 375 380 



He Arg Glu Thr Met Asp Ser Lys Asp Val Leu Arg Gly Ser Leu Asp 
385 390 395 400 

Trp Leu Lys Ser Val Phe Gly Ser Glu Val Glu Leu Pro Trp Asn Arg 
405 410 415 

He Arg Glu Leu Val Leu Gly Asp Asp Leu Asn Leu Trp Asp Glu He 
420 425 430 

Phe Glu Lys Ala Phe Val Glu Arg Met Lys Ser He He Asp Ser Lys 
435 440 445 

Phe Glu Asn Leu Thr Lys Ala Val Asn Val Ala Asp Ser Val His Ala 
450 455 460 

Tyr Ser Glu He Thr Gly Glu Lys He Asn Phe Gin Ala Tyr Leu Asn 
465 470 475 480 

Arg Pro Ser Thr Gly Gly Gly Val Trp Phe He Glu Pro Asn Ser Lys 
485 490 495 

Lys Val Gly Leu He Ser Gly Asn Lys Ser Ser Pro Glu Glu Ser Asp 
500 505 510 

Phe Gin Ser Cys Leu Thr Ala Tyr Phe Gly Pro Glu Val Ser Gin Met 
515 520 525 

Arg Asp Ala Val Asp Arg Arg Cys His Ser Val Leu Glu Asp Leu Leu 
530 535 540 

Ser Phe Phe Glu Ser Glu Lys Ala Gly Pro Arg Leu Lys Asp Leu Ala 
545 550 555 560 

Pro Tyr Val Gin Asn Lys Cys Tyr Asp Ser Val Ser Ala Leu Leu Ala 
565 570 575 

Asp Val Asp Lys Glu Leu Glu Phe Leu Cys Ala Ala Val Lys Lys Glu 
580 585 590 

Asn Lys Asp Ser Glu Ala He Pro Pro Ala He He He Glu Lys Ser 
595 600 605 

Leu Phe Met Gly Arg Leu Leu Phe Ala Leu Leu Asn His Ser Lys His 
610 615 620 

Val Pro Leu He Leu Gly Ser Pro Arg Leu Trp Cys Arg Glu Thr Met 
625 630 635 640 

Thr Ala Val Ser Asp Lys Leu Ser Ser Leu Leu Arg Gin Pro Arg Phe 
645 650 655 



Ser Ser Asn Thr Pro Ala Thr Ala Asp Ser Pro Gly Lys Gin Leu His 
660 665 670 



281 



Thr Asp Leu Arg Lys Gin Thr Ser Leu Ala Val Ala Ala Leu Leu Gly 
675 680 685 



Ala Glu Glu Lys Thr Ser Pro Lys Phe Glu Glu Leu Asn Arg Thr Met 
690 695 700 

Arg Asp Leu Cys lie Lys Ala His Thr Leu Trp lie Lys Trp Leu Ser 
705 710 715 720 

Asp Glu Leu Ser Ala lie Leu Leu Arg Asp Leu Arg Ser Asp Asp Gly 
725 730 735 

Leu Ser Ala Thr Thr Pro Leu Arg Gly Trp Glu Glu Thr lie Val Lys 
740 745 750 

Gin Glu Gin Asp Glu Ser Gin Ser Glu Leu Lys lie Ser Leu Pro Ser 
755 760 765 

Leu Pro Ser Leu Tyr Met lie Ser Phe Leu Cys Arg Ala Ser Glu Glu 
770 775 780 

lie His Arg lie Gly Gly His Val Leu Asp Arg Ser lie Leu Gin Lys 
785 790 795 800 

Phe Ala Ser Ser Leu Leu Glu Lys lie Thr lie lie Tyr Glu Asp Phe 

805 810 815 

Leu Ser Ala Arg Glu Ala Ser Glu Pro Gin lie Ser Glu Lys Gly Val 
820 825 830 

Leu Gin lie Leu Leu Asp Leu Arg Phe Ala Ala Asp Val Leu Ser Gly 
835 840 845 

Gly Asp Thr Ser Thr Asn Val Glu Thr Pro Lys Ser Thr lie Asn Arg 
850 855 860 

Ser Ala Tyr Arg Arg Arg Gin Asp Gin Gin Lys Thr Lys Leu Val Asn 
865 870 875 880 

Arg Gly Arg lie Asp Gly Val Thr Ser Gin Leu Thr Gin Lys Leu Asp 
885 890 895 

Pro lie Asp Trp Leu Thr Tyr Glu Pro Tyr Leu Trp Glu Asn Glu Lys 
900 905 910 

Gin Ser Tyr Leu Arg His Ala Val Leu Phe Gly Phe Phe Val Gin Leu 
915 920 925 

Asn Arg Met Tyr Thr Asp Thr Ala Gin Lys Leu Ser lie Asn lie Glu 
930 935 940 

Ser Asn lie Met Pro Cys Ser Thr Val Pro Arg Phe Lys Tyr Leu Pro 
945 950 955 960 

lie Ser Ala Pro Ala Leu Ser Ser Arg Ser Thr Asn Lys Val Ser lie 
965 970 975 
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Pro Val Thr Ser Asn Asp Ala Ser 
980 

Thr Asn Gly Glu Gin Ser Gin Thr 
995 1000 

Phe Gly Val Ala Phe Lys Ser Phe 
1010 1015 

Gly Ser lie Leu Thr Asp Gly Gin 
1025 1030 

Ala Ala Ala Met Ser Thr Phe Gly 
1045 



Ala Arg Asn Ser Trp Lys Ala Phe 
985 990 

Ser Asp Leu Glu Glu Asn Ser Asn 
1005 

Met Gin Glu Ser Thr Leu Lys Leu 
1020 

Val Gly lie Phe Lys Asp Arg Ser 
1035 1040 

Asp lie Leu Pro Ala Gin Ala Ala 
1050 1055 



Gly Leu Leu Ser Ser Phe Thr Asn Thr Arg Ser Glu 
1060 1065 



<210> 162 
<211> 557 
<212> PRT 

<213> Homo sapiens 
<400> 162 

Met Ala Tyr Ser Glu Glu His Lys Gly Met Pro Cys Gly Phe lie Arg 
15 10 15 

Gin Asn Ser Gly Asn Ser lie Ser Leu Asp Phe Glu Pro Ser lie Glu 
20 25 30 

Tyr Gin Phe Val Glu Arg Leu Glu Glu Arg Tyr Lys Cys Ala Phe Cys 
35 40 45 

His Ser Val Leu His Asn Pro His Gin Thr Gly Cys Gly His Arg Phe 
50 55 60 

Cys Gin His Cys lie Leu Ser Leu Arg Glu Leu Asn Thr Val Pro He 
65 70 75 80 

Cys Pro Val Asp Lys Glu Val He Lys Ser Gin Glu Val Phe Lys Asp 
85 90 95 

Asn Cys Cys Lys Arg Glu Val Leu Asn Leu Tyr Val Tyr Cys Ser Asn 
100 105 110 

Ala Pro Gly Cys Asn Ala Lys Val He Leu Gly Arg Tyr Gin Asp His 
115 120 125 

Leu Gin Gin Cys Leu Phe Gin Pro Val Gin Cys Ser Asn Glu Lys Cys 
130 135 140 

Arg Glu Pro Val Leu Arg Lys Asp Leu Lys Glu His Leu Ser Ala Ser 
145 150 155 160 



Cys Gin Phe Arg 



Lys Glu Lys Cys Leu Tyr Cys Lys Lys Asp Val Val 
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165 170 175 

Val lie Asn Leu Gin Asn His Glu Glu Asn Leu Cys Pro Glu Tyr Pro 
180 185 190 

Val Phe Cys Pro Asn Asn Cys Ala Lys lie lie Leu Lys Thr Glu Val 
195 200 205 

Asp Glu His Leu Ala Val Cys Pro Glu Ala Glu Gin Asp Cys Pro Phe 
210 215 220 

Lys His Tyr Gly Cys Ala Val Thr Asp Lys Arg Arg Asn Leu Gin Gin 
225 230 235 240 

His Glu His Ser Ala Leu Arg Glu His Met Arg Leu Val Leu Glu Lys 
245 250 255 

Asn Val Gin Leu Glu Glu Gin lie Ser Asp Leu His Lys Ser Leu Glu 
260 265 270 

Gin Lys Glu Ser Lys lie Gin Gin Leu Ala Glu Thr lie Lys Lys Leu 
275 280 285 

Glu Lys Glu Phe Lys Gin Phe Ala Gin Leu Phe Gly Lys Asn Gly Ser 
290 295 300 

Phe Leu Pro Asn lie Gin Val Phe Ala Ser His lie Asp Lys Ser Ala 
305 310 315 320 

Trp Leu Glu Ala Gin Val His Gin Leu Leu Gin Met Val Asn Gin Gin 
325 330 335 

Gin Asn Lys Phe Asp Leu Arg Pro Leu Met Glu Ala Val Asp Thr Val 
340 345 350 

Lys Gin Lys lie Thr Leu Leu Glu Asn Asn Asp Gin Arg Leu Ala Val 
355 360 365 

Leu Glu Glu Glu Thr Asn Lys His Asp Thr His lie Asn lie His Lys 
370 375 380 

Ala Gin Leu Ser Lys Asn Glu Glu Arg Phe Lys Leu Leu Glu Gly Thr 
385 390 395 400 

Cys Tyr Asn Gly Lys Leu lie Trp Lys Val Thr Asp Tyr Lys Met Lys 
405 410 415 

Lys Arg Glu Ala Val Asp Gly His Thr Val Ser lie Phe Ser Gin Ser 
420 425 430 

Phe Tyr Thr Ser Arg Cys Gly Tyr Arg Leu Cys Ala Arg Ala Tyr Leu 
435 440 445 

Asn Gly Asp Gly Ser Gly Arg Gly Ser His Leu Ser Leu Tyr Phe Val 
450 455 460 



Val Met Arg Gly Glu Phe Asp Ser Leu Leu Gin Trp Pro Phe Arg Gin 
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465 



470 



475 



480 



Arg Val Thr Leu Met Leu Leu Asp 
485 

Glu Thr Phe Lys Pro Asp Pro Asn 
500 

Gly Glu Met Asn lie Ala Ser Gly 
515 520 

Val Leu Glu Asn Ala Lys Asn Ala 
530 535 

Leu Lys Val Ala Val Asp Leu Thr 
545 550 



Gin Ser Gly Lys Lys Asn He Met 
490 495 

Ser Ser Ser Phe Lys Arg Pro Asp 
505 510 

Cys Pro Arg Phe Val Ala His Ser 
525 

Tyr He Lys Asp Asp Thr Leu Phe 
540 

Asp Leu Glu Asp Leu 
555 



<210> 163 
<211> 538 
<212> PRT 

<213> Homo sapiens 
<400> 163 

Gly Asn Ser He Ser Leu Asp Phe Glu Pro Ser He Glu Tyr Gin Phe 
1 5 . 10 15 

Val Glu Arg Leu Glu Glu Arg Tyr Lys Cys Ala Phe Cys His Ser Val 
20 25 30 

Leu His Asn Pro His Gin Thr Gly Cys Gly His Arg Phe Cys Gin His 
35 40 45 

Cys He Leu Ser Leu Arg Glu Leu Asn Thr Val Pro He Cys Pro Val 
50 55 60 

Asp Lys Glu Val He Lys Ser Gin Glu Val Phe Lys Asp Asn Cys Cys 
65 70 75 80 

Lys Arg Glu Val Leu Asn Leu Tyr Val Tyr Cys Ser Asn Ala Pro Gly 
85 90 95 

Cys Asn Ala Lys Val He Leu Gly Arg Tyr Gin Asp His Leu Gin Gin 
100 105 110 

Cys Leu Phe Gin Pro Val Gin Cys Ser Asn Glu Lys Cys Arg Glu Pro 
115 120 125 

Val Leu Arg Lys Asp Leu Lys Glu His Leu Ser Ala Ser Cys Gin Phe 
130 135 140 

Arg Lys Glu Lys Cys Leu Tyr Cys Lys Lys Asp Val Val Val He Asn 
145 150 155 160 

Leu Gin Asn His Glu Glu Asn Leu Cys Pro Glu Tyr Pro Val Phe Cys 
165 170 175 
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Pro Asn Asn Cys Ala Lys lie lie Leu Lys Thr Glu Val Asp Glu His 
180 185 190 

Leu Ala Val Cys Pro Glu Ala Glu Gin Asp Cys Pro Phe Lys His Tyr 
195 200 205 

Gly Cys Ala Val Thr Asp Lys Arg Arg Asn Leu Gin Gin His Glu His 
210 215 220 

Ser Ala Leu Arg Glu His Met Arg Leu Val Leu Glu Lys Asn Val Gin 
225 230 235 240 

Leu Glu Glu Gin lie Ser Asp Leu His Lys Ser Leu Glu Gin Lys Glu 
245 250 255 

Ser Lys lie Gin Gin Leu Ala Glu Thr lie Lys Lys Leu Glu Lys Glu 
260 265 270 

Phe Lys Gin Phe Ala Gin Leu Phe Gly Lys Asn Gly Ser Phe Leu Pro 
275 .280 285 

Asn He Gin Val Phe Ala Ser His He Asp Lys Ser Ala Trp Leu Glu 
290 295 300 

Ala Gin Val His Gin Leu Leu Gin Met Val Asn Gin Gin Gin Asn Lys 
305 310 315 320 

Phe Asp Leu Arg Pro Leu Met Glu Ala Val Asp Thr Val Lys Gin Lys 
325 330 335 

He Thr Leu Leu Glu Asn Asn Asp Gin Arg Leu Ala Val Leu Glu Glu 
340 345 350 

Glu Thr Asn Lys His Asp Thr His He Asn He His Lys Ala Gin Leu 
355 360 365 

Ser Lys Asn Glu Glu Arg Phe Lys Leu Leu Glu Gly Thr Cys Tyr Asn 
370 375 380 

Gly Lys Leu He Trp Lys Val Thr Asp Tyr Lys Met Lys Lys Arg Glu 
385 390 395 400 

Ala Val Asp Gly His Thr Val Ser He Phe Ser Gin Ser Phe Tyr Thr 
405 410 415 

Ser Arg Cys Gly Tyr Arg Leu Cys Ala Arg Ala Tyr Leu Asn Gly Asp 
420 425 430 

Gly Ser Gly Arg Gly Ser His Leu Ser Leu Tyr Phe Val Val Met Arg 
435 440 445 

Gly Glu Phe Asp Ser Leu Leu Gin Trp Pro Phe Arg Gin Arg Val Thr 
450 455 460 

Leu Met Leu Leu Asp Gin Ser Gly Lys Lys Asn He Met Glu Thr Phe 
465 470 475 480 



286 



Lys Pro Asp Pro Asn Ser Ser Ser Phe Lys Arg Pro Asp Gly Glu Met 
485 490 495 

Asn lie Ala Ser Gly Cys Pro Arg Phe Val Ala His Ser Val Leu Glu 
500 505 510 

Asn Ala Lys Asn Ala Tyr lie Lys Asp Asp Thr Leu Phe Leu Lys Val 

515 520 525 

Ala Val Asp Leu Thr Asp Leu Glu Asp Leu 
530 535 



<210> 164 
<211> 558 
<212> PRT 

<213> Mus musculus 
<400> 164 

Met Ala His Ser Glu Glu Gin Ala Ala Val Pro Cys Ala Phe lie Arg 
15 10 15 

Gin Asn Ser Gly Asn Ser lie Ser Leu Asp Phe Glu Pro Asp Thr Glu 

20 25 30 

Tyr Gin Phe Val Glu Gin Leu Glu Glu Arg Tyr Lys Cys Ala Phe Cys 
35 40 45 

His Ser Val Leu His Asn Pro His Gin Thr Gly Cys Gly His Arg Phe 
50 55 60 

Cys Gin Gin Cys lie Arg Ser Leu Arg Glu Leu Asn Ser Val Pro lie 
65 70 75 80 

Cys Pro Val Asp Lys Glu Val lie Lys Pro Gin Glu Val Phe Lys Asp 
85 90 95 

Asn Cys Cys Lys Arg Glu Val Leu Asn Leu His Val Tyr Cys Lys Asn 
100 105 110 

Ala Pro Gly Cys Asn Ala Arg lie lie Leu Gly Arg Phe Gin Asp His 
115 120 125 

Leu Gin His Cys Ser Phe Gin Ala Val Pro Cys Pro Asn Glu Ser Cys 
130 135 140 

Arg Glu Ala Met Leu Arg Lys Asp Val Lys Glu His Leu Ser Ala Tyr 
145 150 155 160 

Cys Arg Phe Arg Glu Glu Lys Cys Leu Tyr Cys Lys Arg Asp lie Val 
165 170 175 

Val Thr Asn Leu Gin Asp His Glu Glu Asn Ser Cys Pro Ala Tyr Pro 
180 185 190 

Val Ser Cys Pro Asn Arg Cys Val Gin Thr lie Pro Arg Ala Arg Val 
195 200 205 
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Asn Glu His Leu Thr Val Cys Pro Glu Ala Glu Gin Asp Cys Pro Phe 
210 215 220 



Lys His Tyr Gly Cys Thr Val Lys Gly Lys Arg Gly Asn Leu Leu Glu 
225 230 235 240 

His Glu Arg Ala Ala Leu Gin Asp His Met Leu Leu Val Leu Glu Lys 
245 250 255 

Asn Tyr Gin Leu Glu Gin Arg lie Ser Asp Leu Tyr Gin Ser Leu Glu 
260 265 270 

Gin Lys Glu Ser Lys lie Gin Gin Leu Ala Glu Thr Val Lys Lys Phe 
275 280 285 

Glu Lys Glu Leu Lys Gin Phe Thr Gin Met Phe Gly Arg Asn Gly Thr 
290 295 300 

Phe Leu Ser Asn Val Gin Ala Leu Thr Ser His Thr Asp Lys Ser Ala 
305 310 315 320 

Trp Leu Glu Ala Gin Val Arg Gin Leu Leu Gin lie Val Asn Gin Gin 
325 330 335 

Pro Ser Arg Leu Asp Leu Arg Ser Leu Val Asp Ala Val Asp Ser Val 
340 345 350 

Lys Gin Arg lie Thr Gin Leu Glu Ala Ser Asp Gin Arg Leu Val Leu 
355 360 365 

Leu Glu Gly Glu Thr Ser Lys His Asp Ala His lie Asn lie His Lys 
370 375 380 

Ala Gin Leu Asn Lys Asn Glu Glu Arg Phe Lys Gin Leu Glu Gly Ala 
385 390 395 400 

Cys Tyr Ser Gly Lys Leu lie Trp Lys Val Thr Asp Tyr Arg Val Lys 
405 410 415 

Lys Arg Glu Ala Val Glu Gly His Thr Val Ser Val Phe Ser Gin Pro 
420 425 430 

Phe Tyr Thr Ser Arg Cys Gly Tyr Arg Leu Cys Ala Arg Ala Tyr Leu 
435 440 445 

Asn Gly Asp Gly Ser Gly Lys Gly Thr His Leu Ser Leu Tyr Phe Val 
450 455 460 

Val Met Arg Gly Glu Phe Asp Ser Leu Leu Gin Trp Pro Phe Arg Gin 
465 470 475 480 

Arg Val Thr Leu Met Leu Leu Asp Gin Ser Gly Lys Lys Asn His lie 
485 490 495 

Val Glu Thr Phe Lys Ala Asp Pro Asn Ser Ser Ser Phe Lys Arg Pro 
500 505 510 
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Asp Gly Glu Met Asn He Ala Ser Gly Cys Pro Arg Phe Val Ser His 
515 520 525 

Ser Thr Leu Glu Asn Ser Lys Asn Thr Tyr He Lys Asp Asp Thr Leu 
530 535 540 

Phe Leu Lys Val Ala Val Asp Leu Thr Asp Leu Glu Asp Leu 
545 550 555 



<210> 165 
<211> 558 
<212> PRT 

<213> Mus musculus 
<400> 165 

Met Ala His Ser Glu Glu Gin Ala Ala Val Pro Cys Ala Phe He Arg 
15 10 15 

Gin Asn Ser Gly Asn Ser He Ser Leu Asp Phe Glu Pro Asp Thr Glu 
20 25 30 

Tyr Gin Phe Val Glu Gin Leu Glu Glu Arg Tyr Lys Cys Ala Phe Cys 
35 40 45 

His Ser Val Leu His Asn Pro His Gin Thr Gly Cys Gly His Arg Phe 
50 55 60 

Cys Gin Gin Cys He Arg Ser Leu Arg Glu Leu Asn Ser Val Pro He 
65 70 75 80 

Cys Pro Val Asp Lys Glu Val He Lys Pro Gin Glu Val Phe Lys Asp 
85 90 95 

Asn Cys Cys Lys Arg Glu Val Leu Asn Leu His Val Tyr Cys Lys Asn 
100 105 110 

Ala Pro Gly Cys Asn Ala Arg He He Leu Gly Arg Phe Gin Asp His 
115 120 125 

Leu Gin His Cys Ser Phe Gin Ala Val Pro Cys Pro Asn Glu Ser Cys 
130 135 140 

Arg Glu Ala Met Leu Arg Lys Asp Val Lys Glu His Leu Ser Ala Tyr 
145 150 155 160 

Cys Arg Phe Arg Glu Glu Lys Cys Leu Tyr Cys Lys Arg Asp He Val 
165 170 175 

Val Thr Asn Leu Gin Asp His Glu Glu Asn Ser Cys Pro Ala Tyr Pro 
180 185 190 

Val Ser Cys Pro Asn Arg Cys Val Gin Thr He Pro Arg Ala Arg Val 
195 200 205 

Asn Glu His Leu Thr Val Cys Pro Glu Ala Glu Gin Asp Cys Pro Phe 
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210 215 220 

Lys His Tyr Gly Cys Thr Val Lys Gly Lys Arg Gly Asn Leu Leu Glu 
225 230 235 240 

His Glu Arg Ala Ala Leu Gin Asp His Met Leu Leu Val Leu Glu Lys 
245 250 255 

Asn Tyr Gin Leu Glu Gin Arg lie Ser Asp Leu Tyr Gin Ser Leu Glu 
260 265 270 

Gin Lys Glu Ser Lys lie Gin Gin Leu Ala Glu Thr Val Lys Lys Phe 
275 280 285 

Glu Lys Glu Leu Lys Gin Phe Thr Gin Met Phe Gly Arg Asn Gly Thr 
290 295 300 

Phe Leu Ser Asn Val Gin Ala Leu Thr Ser His Thr Asp Lys Ser Ala 
305 310 315 320 

Trp Leu Glu Ala Gin Val Arg His Leu Leu Gin lie Val Asn Gin Gin 
325 330 335 

Pro Ser Arg Leu Asp Leu Arg Ser Leu Val Asp Ala Val Asp Ser Val 
340 345 350 

Lys Gin Arg lie Thr Gin Leu Glu Ala Ser Asp Gin Arg Leu Val Leu 
355 360 365 

Leu Glu Gly Glu Thr Ser Lys His Asp Ala His lie Asn He His Lys 
370 375 380 

Ala Gin Leu Asn Lys Asn Glu Glu Arg Phe Lys Gin Leu Glu Gly Ala 
385 390 395 400 

Cys Tyr Ser Gly Lys Leu He Trp Lys Val Thr Asp Tyr Arg Val Lys 
405 410 415 

Lys Arg Glu Ala Val Glu Gly His Thr Val Ser Val Phe Ser Gin Pro 
420 425 430 

Phe Tyr Thr Ser Arg Cys Gly Tyr Arg Leu Cys Ala Arg Ala Tyr Leu 
435 440 445 

Asn Gly Asp Gly Ser Gly Lys Gly Thr His Leu Ser Leu Tyr Phe Val 
450 455 460 

Val Met Arg Gly Glu Phe Asp Ser Leu Leu Gin Trp Pro Phe Arg Gin 
465 470 475 480 

Arg Val Thr Leu Met Leu Leu Asp Gin Ser Gly Lys Lys Asn His He 
485 490 495 

Val Glu Thr Phe Lys Ala Asp Pro Asn Ser Ser Ser Phe Lys Arg Pro 
500 505 510 

Asp Gly Glu Met Asn He Ala Ser Gly Cys Pro Arg Phe Val Ser His 

290 



515 520 525 

Ser Thr Leu Glu Asn Ser Lys Asn Thr Tyr lie Lys Asp Asp Thr Leu 
530 535 540 

Phe Leu Lys Val Ala Val Asp Leu Thr Asp Leu Glu Asp Leu 
545 550 555 



<210> 166 
<211> 568 
<212> PRT 

<213> Homo sapiens 
<400> 166 

Met Glu Ser Ser Lys Lys Met Asp Ser Pro Gly Ala Leu Gin Thr Asn 
15 10 15 

Pro Pro Leu Lys Leu His Thr Asp Arg Ser Ala Gly Thr Pro Val Phe 
20 25 30 

Val Pro Glu Gin Gly Gly Tyr Lys Glu Lys Phe Val Lys Thr Val Glu 
35 40 45 

Asp Lys Tyr Lys Cys Glu Lys Cys His Leu Val Leu Cys Ser Pro Lys 
50 55 60 

Gin Thr Glu Cys Gly His Arg Phe Cys Glu Ser Cys Met Ala Ala Leu 
65 70 75 80 

Leu Ser Ser Ser Ser Pro Lys Cys Thr Ala Cys Gin Glu Ser lie Val 
85 90 95 

Lys Asp Lys Val Phe Lys Asp Asn Cys Cys Lys Arg Glu lie Leu Ala 
100 105 110 

Leu Gin lie Tyr Cys Arg Asn Glu Ser Arg Gly Cys Ala Glu Gin Leu 
115 120 125 

Met Leu Gly His Leu Leu Val His Leu Lys Asn Asp Cys His Phe Glu 
130 135 140 

Glu Leu Pro Cys Val Arg Pro Asp Cys Lys Glu Lys Val Leu Arg Lys 
145 150 155 160 

Asp Leu Arg Asp His Val Glu Lys Ala Cys Lys Tyr Arg Glu Ala Thr 
165 170 175 

Cys Ser His Cys Lys . Ser Gin Val Pro Met lie Ala Leu Gin Lys His 
180 185 190 

Glu Asp Thr Asp Cys Pro Cys Val Val Val Ser Cys Pro His Lys Cys 
195 200 205 

Ser Val Gin Thr Leu Leu Arg Ser Glu Leu Ser Ala His Leu Ser Glu 
210 215 220 
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Cys Val Asn Ala Pro Ser Thr Cys Ser Phe Lys Arg Tyr Gly Cys Val 
225 230 235 240 

Phe Gin Gly Thr Asn Gin Gin lie Lys Ala His Glu Ala Ser Ser Ala 
245 250 255 

Val Gin His Val Asn Leu Leu Lys Glu Trp Ser Asn Ser Leu Glu Lys 
260 265 270 

Lys Val Ser Leu Leu Gin Asn Glu Ser Val Glu Lys Asn Lys Ser lie 
275 280 285 

Gin Ser Leu His Asn Gin lie Cys Ser Phe Glu lie Glu lie Glu Arg 
290 295 300 

Gin Lys Glu Met Leu Arg Asn Asn Glu Ser Lys lie Leu His Leu Gin 
305 310 315 320 

Arg Val lie Asp Ser Gin Ala Glu Lys Leu Lys Glu Leu Asp Lys Glu 
325 330 335 

lie Arg Pro Phe Arg Gin Asn Trp Glu Glu Ala Asp Ser Met Lys Ser 
340 345 350 

Ser Val Glu Ser Leu Gin Asn Arg Val Thr Glu Leu Glu Ser Val Asp 
355 360 365 

Lys Ser Ala Gly Gin Val Ala Arg Asn Thr Gly Leu Leu Glu Ser Gin 
370 375 380 

Leu Ser Arg His Asp Gin Met Leu Ser Val His Asp lie Arg Leu Ala 
385 390 395 400 

Asp Met Asp Leu Arg Phe Gin Val Leu Glu Thr Ala Ser Tyr Asn Gly 
405 410 415 

Val Leu lie Trp Lys lie Arg Asp Tyr Lys Arg Arg Lys Gin Glu Ala 
420 425 430 

Val Met Gly Lys Thr Leu Ser Leu Tyr Ser Gin Pro Phe Tyr Thr Gly 
435 440 445 

Tyr Phe Gly Tyr Lys Met Cys Ala Arg Val Tyr Leu Asn Gly Asp Gly 
450 455 460 

Met Gly Lys Gly Thr His Leu Ser Leu Phe Phe Val lie Met Arg Gly 
465 470 475 480 

Glu Tyr Asp Ala Leu Leu Pro Trp Pro Phe Lys Gin Lys Val Thr Leu 
485 490 495 

Met Leu Met Asp Gin Gly Ser Ser Arg Arg His Leu Gly Asp Ala Phe 
500 505 510 

Lys Pro Asp Pro Asn Ser Ser Ser Phe Lys Lys Pro Thr Gly Glu Met 
515 520 525 
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Asn lie Ala Ser Gly Cys Pro Val Phe Val Ala Gin Thr Val Leu Glu 
530 535 540 



Asn Gly Thr Tyr lie Lys Asp Asp Thr lie Phe lie Lys Val lie Val 

545 550 555 560 

Asp Thr Ser Asp Leu Pro Asp Pro 
565 



<210> 167 
<211> 107 
<212> PRT 
<213> Homo sapiens 

<400> 167 

Glu Gly Glu Glu Tyr Tyr Thr Ser Pro Val Glu Glu Arg Phe Gly lie 
15 10 15 

Pro Trp Arg Leu Arg lie Tyr Arg Asn Gly Gly Phe Leu Gly Leu Tyr 
20 25 30 

Leu His Cys Leu Lys Gly Glu Lys Asp Ser Asn Leu Lys Trp Ser lie 
35 40 45 

Glu Ala Glu Phe Thr Leu Lys Leu Val Ser Asp Asn Gly Lys Ser Leu 
50 55 60 

Thr Lys Lys Pro Lys His Val Phe Glu Lys Pro Thr Gly Glu Gly Trp 
65 70 75 80 

Gly Lys Phe lie Ser Trp Asp Asp Leu Glu Asp Asp Tyr Leu Val Asp 
85 90 95 

Asp Thr Leu He He Glu Ala Glu Val Lys He 
100 105 



<210> 168 

<211> 57 

<212> PRT 

<213> Homo sapiens 

<400> 168 

His Glu Lys Thr Cys Pro Phe Val Pro Val Pro Cys Pro Asn Lys Cys 
1 5 10 15 

Gly Lys Lys He Leu Arg Glu Asp Leu Pro Asp His Leu Ser Ala Asp 
20 25 30 

Cys Pro Lys Arg Pro Val Pro Cys Pro Phe Lys Val Tyr Gly Cys Lys 
35 40 45 

Val Asp Met Val Arg Glu Asn Leu Gin 
50 55 
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<210> 169 
<211> 100 
<212> PRT 

<213> Homo sapiens 
<400> 169 

Val Leu Ser His Thr Phe Lys Asn Val Ser Lys Phe Glu Glu Gly Glu 
15 10 15 

Ser Tyr Phe Ser Pro Ser Glu Glu His Phe Asn lie Pro Trp Arg Leu 
20 25 30 

Lys lie Tyr Arg Lys Asn Gly Phe Leu Ser Leu Tyr Leu His Cys Glu 
35 40 45 

Lys Glu Glu Asn Asp Ser Arg Lys Trp Ser He Glu Ala Glu Phe Thr 
50 55 60 

Leu Lys Leu Val Ser Gin Asn Gly Lys Ser Leu Ser Lys Lys Asp Thr 
65 70 75 80 

His Val Phe Glu Lys Pro Gly Gly Trp Gly Phe Ser Lys Phe He Ser 
85 90 95 

Trp Asp Asp Leu 
100 



<210> 170 
<211> 40 
<212> PRT 

<213> Homo sapiens 
<400> 170 

Cys Pro He Cys Leu Glu Glu Tyr 
1 5 

Cys Gly His Thr Phe Cys Arg Ser 
20 

Ser Asn Ser Asn Thr Cys Pro He 

35 40 



Leu Lys Asp Pro Val Val Leu Pro 
10 15 

Cys He Arg Lys Trp Leu Glu Ser 
25 30 



<210> 171 
<211> 175 
<212> PRT 
<213> Bos taurus 

<400> 171 

Met Ser Ser Gin He Arg Gin Asn Tyr Ser Thr Glu Val Glu Ala Ala 
15 10 15 

Val Asn Arg Leu Val Asn Met Gin Leu Arg Ala Ser Tyr Thr Tyr Leu 
20 25 30 



Ser Leu Gly Phe Tyr Phe Asp Arg Asp Asp Val Ala Leu Glu Gly Val 
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35 



40 



45 



Gly His Phe Phe Arg Glu Leu Ala Lys Glu Lys Arg Glu Gly Ala Glu 
50 55 60 

Arg Leu Leu Lys Leu Gin Asn Gin Arg Gly Gly Arg Ala Leu Phe Leu 
65 70 75 80 

Asp Val Gin Lys Pro Ser Gin Asp Glu Trp Gly Lys Thr Gin Asp Ala 
85 90 95 

Met Glu Ala Ala Leu Leu Val Glu Lys Asn Leu Asn Gin Ala Leu Leu 
100 105 110 

Asp Leu His Gly Leu Ala Ser Ala Arg Gly Asp Pro His lie Cys Asp 
115 120 125 

Phe Leu Glu Asn His Phe Leu Asp Glu Glu Val Lys Leu lie Lys Lys 
130 135 140 

Met Gly Asp His Leu Thr Asn Leu Arg Arg Leu Ala Gly Pro Gin Ala 
145 150 155 160 

Gly Leu Gly Glu Tyr Leu Phe Glu Arg Leu Thr Leu Lys His Asp 
165 170 175 



<210> 172 

<211> 175 
<212> PRT 

<213> Cavia porcellus 
<400> 172 

Met Thr Ser Gin lie Arg Gin Asn Tyr Ser Thr Glu Val Glu Ala Ala 
15 10 15 

Val Asn Arg Leu Val Asn Leu His Leu Gin Ala Ser Tyr Thr Tyr Leu 

20 25 30 

Ser Leu Gly Tyr Tyr Phe Asp Arg Asp Asp Val Ala Leu Ala Gly Val 
35 40 45 

Gly His Phe Phe Arg Glu Leu Ala Lys Glu Lys Arg Glu Gly Ala Glu 
50 55 60 

Arg Leu Leu Lys Thr Gin Asn Gin Arg Gly Gly Arg Ala Leu Phe Gin 
65 70 75 80 

Asp Val Gin Lys Pro Ser Glu Asp Glu Trp Gly Lys Thr Leu Asp Ala 
85 90 95 

Met Glu Ala Ala Leu Thr Leu Glu Lys Ser Leu Asn Gin Ala Leu Leu 
100 105 110 

Asp Leu His Ala Leu Gly Ser Ala Lys Thr Asp Ser His Val Cys Asp 
115 120 125 
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Phe Leu Glu Asn His Phe Leu Asp Glu Glu Val Lys Leu lie Lys Lys 
130 135 140 



lie Gly Asp His Leu Thr Asn Leu Arg Arg Leu Asp Gly Pro Gin Ala 
145 150 155 160 

Gly Leu Gly Glu Tyr Leu Phe Glu Arg Leu Thr Leu Lys His Asp 
165 170 175 



<210> 173 
<211> 183 
<212> PRT 

<213> Rattus norvegicus 
<400> 173 

Met Thr Ser Gin lie Arg Gin Asn Tyr Ser Thr Glu Val Glu Ala Ala 
15 10 15 

Val Asn Arg Leu Val Asn Leu His Leu Arg Ala Ser Tyr Thr Tyr Leu 
20 25 30 

Ser Leu Gly Phe Phe Phe Asp Arg Asp Asp Val Ala Leu Glu Gly Val 
35 40 45 

Gly His Phe Phe Arg Glu Leu Ala Glu Glu Lys Arg Glu Gly Ala Glu 
50 55 60 

Arg Leu Leu Lys Leu Gin Asn Glu Arg Gly Gly Arg Ala Leu Phe Gin 
65 70 75 80 

Asp Val Gin Lys Pro Ser Gin Asp Glu Trp Gly Lys Thr Leu Glu Ala 
85 90 95 

Met Lys Ala Ala Leu Ala Leu Glu Lys Asn Leu Asn Gin Ala Leu Leu 
100 105 110 

Asp Leu His Ala Leu Gly Ser Ala Gin Ala Asp Pro His Leu Cys Asp 
115 120 125 

Phe Leu Glu Ser His Phe Leu Asp Lys Glu Val Lys Leu lie Lys Lys 
130 135 140 

Met Gly Asn His Leu Thr Asn Leu Arg Arg Trp Gin Gly Pro Gin Pro 
145 150 155 160 

Ala Gin Thr Gly Val Ala Gin Ala Ser Leu Gly Glu Tyr Leu Phe Glu 
165 170 175 

Arg Leu Thr Leu Lys His Asp 
180 



<210> 174 
<211> 175 
<212> PRT 
<213> Equus 



cabal lus 
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<400> 174 

Met Ser Ser Gin lie Arg Gin Asn Tyr Ser Thr Glu Val Glu Ala Ala 
15 10 15 

Val Asn Arg Leu Val Asn Leu Tyr Leu Arg Ala Ser Tyr Thr Tyr Leu 
20 25 30 

Ser Leu Gly Phe Tyr Phe Asp Arg Asp Asp Val Ala Leu Glu Gly Val 
35 40 45 

Cys His Phe Phe Arg Glu Leu Ala Glu Glu Lys Arg Glu Gly Ala Glu 
50 55 60 

Arg Leu Leu Lys Met Gin Asn Gin Arg Gly Gly Arg Ala Leu Phe Gin 
65 70 75 80 

Asp Leu Gin Lys Pro Ser Gin Asp Glu Trp Gly Thr Thr Pro Asp Ala 
85 90 95 

Met Lys Ala Ala lie Val Leu Glu Lys Ser Leu Asn Gin Ala Leu Leu 
100 105 110 

Asp Leu His Ala Leu Gly Ser Ala Gin Ala Asp Pro His Leu Cys Asp 
115 120 125 

Phe Leu Glu Ser His Phe Leu Asp Glu Glu Val Lys Leu lie Lys Lys 
130 135 140 

Met Gly Asp His Leu Thr Asn lie Gin Arg Leu Val Gly Ser Gin Ala 
145 150 155 160 

Gly Leu Gly Glu Tyr Leu Phe Glu Arg Leu Thr Leu Lys His Asp 
165 170 175 



<210> 175 
<211> 183 

<212> PRT 

<213> Mus musculus 
<400> 175 

Met Thr Ser Gin lie Arg Gin Asn Tyr Ser Thr Glu Val Glu Ala Ala 
1 5 10 15 

Val Asn Arg Leu Val Asn Leu His Leu Arg Ala Ser Tyr Thr Tyr Leu 
20 25 30 

Ser Leu Gly Phe Phe Phe Asp Arg Asp Asp Val Ala Leu Glu Gly Val 
35 40 45 

Gly His Phe Phe Arg Glu Leu Ala Glu Glu Lys Arg Glu Gly Ala Glu 
50 55 60 

Arg Leu Leu Lys Leu Gin Asn Glu Arg Gly Gly Arg Ala Leu Phe Gin 
65 70 75 80 
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Asp Val Gin Lys Pro 
85 

lie Gin Ala Ala Leu 
100 

Asp Leu His Ala Leu 
115 

Phe Leu Glu Ser His 
130 

Met Gly Asn His Leu 

145 

Val Gin Thr Gly Val 
165 

Arg Leu Thr Leu Lys 
180 



Ser Gin Asp Glu Trp Gly 
90 

Arg Leu Glu Lys Asn Leu 
105 

Gly Ser Ala Arg Thr Asp 
120 

Phe Leu Asp Lys Glu Val 
135 

Thr Asn Leu Arg Arg Val 
150 155 

Ala Gin Ala Ser Leu Gly 
170 

His Asp 



Lys Thr Leu Glu Ala 
95 

Asn Gin Ala Leu Leu 
110 

Pro His Leu Cys Asp 
125 

Lys Leu lie Lys Lys 

140 

Ala Gly Pro Gin Pro 
160 

Glu Tyr Leu Phe Glu 
175 



<210> 176 
<211> 121 
<212> PRT 
<213> Homo sapiens 

<400> 176 

Glu Ala Ala Leu Asn Arg Gin lie Asn Leu Glu Leu Tyr Ala Ser Tyr 
15 10 15 

Val Tyr Leu Ser Met Ala Ala Tyr Phe Asp Arg Asp Asp Val Ala Leu 
20 25 30 

Pro Gly Phe Ala Lys Phe Phe Arg Glu Ala Ser His Glu Glu Arg Glu 
35 40 45 

His Ala Glu Lys Leu Met Lys Tyr Gin Asn Lys Arg Gly Gly Arg Val 
50 55 60 

Val Leu Gin Asp lie Lys Lys Pro Glu Lys Asp Glu Trp Gly Ser Gly 
65 70 75 80 

Leu Glu Ala Met Gin Thr Ala Leu Gin Leu Glu Lys Ser Val Asn Gin 
85 90 95 

Ser Leu Leu Glu Leu His Lys Val Ala Thr Asp Asn Asn Asp Pro His 
100 105 110 

Leu Cys Asp Phe Leu Glu Ser Glu Tyr 
115 120 



<210> 177 
<211> 257 
<212> PRT 

<213> Homo sapiens 
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<400> 177 

Ser Lys Gly Phe Pro lie lie Leu Ala Gly Arg Pro Pro Leu Gly Phe 
15 10 15 

Pro Thr Ser Asp Pro Thr Glu Val Phe lie Leu Phe Ser Asn Pro Ser 
20 25 30 

Leu Leu Phe Pro Val Ser Val Cys Ser Glu Arg Cys Ser Glu Arg Cys 
35 40 45 

Ser His Ser Pro Arg Leu Pro Pro His Pro Pro His Phe Pro Pro Pro 
50 55 60 

Gin Cys Val Asn Gly Val Leu Thr Pro Ser Ser Thr Leu Ser Pro Phe 
65 70 75 80 

Pro Pro Pro Glu Trp Asp Leu Leu Phe Pro Arg Val Val Leu Ser Arg 

85 90 95 

Gly Ala Ala Ala Gly Pro Pro Leu Val Phe Leu Leu Glu Thr Gly Ala 
100 105 110 

Phe Arg Glu Ser Ala Gly Ala Arg Ala Asn Arg Ser Gin Arg Gly Val 
115 120 125 

Ser Asp Thr Ser Pro Ala Ser His Gin Gly Glu Leu Ala Val Cys Asp 
130 135 140 

Ala Val Ser Val Trp Val Thr Asp Pro Trp Thr Ala Val Asp Leu Gly 
145 150 155 160 

Val Leu Glu Val Glu Val Leu Gly Glu Val Pro Ala Ala Val Gly Ser 
165 170 175 

Ser Leu Arg Gin His Phe Phe Val Ala Arg Phe Glu Ala Asp Lys Ser 
180 185 190 

Glu Glu Gly Gly Pro Gly Val Gly Gly Gly Ala Ala Ala Gly Val Trp 
195 200 205 

Thr Gly Gly His Trp Val Ser Glu Cys Lys Ala Lys Gin Ser Tyr Val 
210 215 220 

Arg Ala Leu Thr Ala Asp Ala Gin Gly Arg Val Asp Trp Arg Trp lie 
225 230 235 240 

Gin lie Gly Thr Ala Cys Val Cys Thr Leu Leu Ser Arg Thr Gly Arg 
245 250 255 

Ala 



<210> 178 
<211> 257 
<212> PRT 
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<213> Homo sapiens 



<400> 178 

Ser Lys Gly Phe Pro He He Leu Ala Gly Arg Pro Pro Leu Gly Phe 
15 10 15 

Pro Thr Ser Asp Pro Thr Glu Val Phe He Phe Phe Pro Asn Pro Ser 
20 25 30 

Leu Leu Phe Pro Val Ser Met Cys Ser Glu Arg Cys Ser Glu Arg Cys 
35 40 45 

Ser Cys Ser Pro Arg Leu Pro Pro His Pro Pro His Phe Pro Pro Pro 
50 55 60 

Gin Cys Val He Gly Val Leu Thr Pro Ser Ser Thr Leu Ser Arg Phe 
65 70 75 80 

Pro Pro Pro Glu Trp Asp Leu Leu Phe Pro Arg Val Val Leu Ser Arg 
85 90 95 

Gly Ala Ala Ala Gly Pro Pro Leu Val Phe Leu Leu Glu Thr Gly Ala 
100 105 110 

Phe Arg Glu Ser Ala Gly Ala Arg Ala Asn Arg Ser Gin Arg Gly Val 
115 120 125 

Ser Asp Thr Ser Pro Val Ser His Gin Gly Glu Leu Ala Val Cys Asp 
130 135 140 

Ala Val Thr Val Trp Val Thr Asp Pro Trp Thr Ala Val Asp Leu Gly 
145 150 155 160 

Val Leu Glu Val Glu Val Leu Gly Glu Val Pro Ala Ala Gly Ser Ser 
165 170 175 

Ser Leu Arg Gin His Phe Phe Val Thr Arg Phe Glu Ala Asp Lys Ser 
180 185 190 

Lys Glu Gly Gly Pro Gly Val Gly Gly Gly Pro Ala Ala Gly Val Trp 
195 200 205 

Thr Gly Gly His Trp Val Ser Glu Cys Lys Ala Lys Gin Ser Tyr Gly 
210 215 220 

Arg Ala Leu Thr Thr Asp Ala Gin Gly Arg Val Asp Trp Arg Trp He 
225 230 235 240 

Gin He Gly Thr Ala Cys Val Cys Thr Leu Leu Ser Arg Thr Gly Arg 
245 250 255 



Ala 



<210> 179 
<211> 210 
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<212> PRT 

<213> Homo sapiens 



<400> 179 

Met Leu Leu Leu Pro Gin Ala Pro Ser Ala Ser Pro Ser Phe Ser Ser 
15 10 15 

Ser Pro Cys Val He Gly Val Leu Thr Pro Ser Ser Thr Leu Ser Arg 
20 25 30 

Phe Pro Pro Pro Glu Trp Asp Leu Leu Phe Pro Arg Val Val Leu Ser 
35 40 45 

Arg Gly Ala Ala Ala Gly Pro Pro Leu Val Phe Leu Leu Glu Thr Gly 
50 55 60 

Ala Phe Arg Glu Ser Ala Gly Ala Arg Ala Asn Arg Ser Gin Arg Gly 
65 70 75 80 

Val Ser Asp Thr Ser Pro Val Ser His Gin Gly Glu Leu Ala Val Cys 
85 90 95 

Asp Ala Val Thr Val Trp Val Thr Asp Pro Trp Thr Ala Val Asp Leu 
100 105 110 

Gly Val Leu Glu Val Glu Val Leu Gly Glu Val Pro Ala Ala Gly Ser 
115 120 125 

Ser Ser Leu Arg Gin His Phe Phe Val Thr Arg Phe Glu Ala Asp Lys 
130 135 140 

Ser Lys Glu Gly Gly Pro Gly Val Gly Gly Gly Pro Ala Ala Gly Val 
145 150 155 160 

Trp Thr Gly Gly His Trp Val Ser Glu Cys Lys Ala Lys Gin Ser Tyr 
165 170 175 

Gly Arg Ala Leu Thr Thr Asp Ala Gin Gly Arg Val Asp Trp Arg Trp 
180 185 190 

He Gin He Gly Thr Ala Cys Val Cys Thr Leu Leu Ser Arg Thr Gly 
195 200 205 



Arg Ala 
210 



<210> 180 
<211> 186 
<212> PRT 
<213> Homo sapiens 

<400> 180 

Pro Pro Pro Leu Thr Leu Ser Pro Phe Pro Pro Pro Glu Trp Asp Leu 
1 5 10 " 15 

He Phe Pro Gin Val Val Leu Ser Arg Gly Ala Ala Ala Gly Pro Pro 
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20 25 30 

Leu Val Phe Leu Leu Glu Thr Gly Ala Phe Trp Glu Ser Ala Gly Thr 
35 40 45 

Arg Ala Asn Arg Ser Gin Arg Gly Val Ser Asp Thr Ser Pro Ala Ser 
50 55 60 

His Gin Gly Glu Leu Ala Val Cys Asp Ala Val Ser Val Trp Val Thr 
65 70 75 80 

Asp Pro Arg Thr Ala Val Asp Leu Val Val Leu Glu Val Glu Val Leu 
85 90 95 

Gly Glu Val Pro Ala Ala Gly Ser Ser Ser Leu His Gin His Phe Phe 
100 105 110 

Val Thr Cys Phe Lys Ala Asp Asn Ser Glu Glu Gly Gly Pro Gly Val 
115 120 125 

Gly Gly Gly Ala Ala Ala Gly Val Trp Thr Gly Gly His Trp Val Ser 
130 135 140 

Glu Cys Lys Ala Lys Gin Ser Tyr Val Arg Ala Leu Thr Ala Asp Ala 
145 150 155 160 

Gin Gly Arg Val Asp Trp Arg Trp lie Gin Thr Gly Thr Ala Cys Val 
165 170 175 

Cys Thr Leu Leu Ser Arg Thr Gly Arg Ala 
180 185 



<210> 181 
<211> 210 
<212> PRT 

<213> Homo sapiens 
<400> 181 

Met Leu Pro Leu Pro Ser Cys Ser Leu Pro lie Leu Leu Leu Phe Leu 
15 10 15 

Leu Pro Ser Val Pro lie Glu Ser Gin Pro Pro Pro Ser Thr Leu Pro 
20 25 30 

Pro Phe Leu Ala Pro Glu Trp Asp Leu Leu Ser Pro Arg Val Val Leu 
35 40 45 

Ser Arg Gly Ala Pro Ala Gly Pro Pro Leu Leu Phe Leu Leu Glu Ala 
50 55 60 

Gly Ala Phe Arg Glu Ser Ala Gly Ala Pro Ala Asn Arg Ser Arg Arg 
65 70 75 80 

Gly Val Ser Glu Thr Ala Pro Ala Ser Arg Arg Gly Glu Leu Ala Val 
85 90 95 
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Cys Asp Ala Val Ser Gly Trp Val Thr Asp Arg Arg Thr Ala Val Asp 
100 105 110 



Leu Arg Gly Arg Glu Val Glu Val 

115 120 

Gly Ser Pro Leu Arg Gin Tyr Phe 
130 135 

Asn Ala Glu Glu Gly Gly Pro Gly 
145 150 

Val Asp Arg Arg His Trp Val Ser 
165 



Leu Gly Glu Val Pro Ala Ala Gly 

125 

Phe Glu Thr Arg Cys Lys Ala Asp 
140 

Ala Gly Gly Gly Gly Cys Arg Gly 
155 160 

Glu Cys Lys Ala Lys Gin Ser Tyr 
170 175 



Val Arg Ala Leu Thr Ala Asp Ala 
180 

lie Arg lie Asp Thr Ala Cys Val 
195 200 



Gin Gly Arg Val Gly Trp Arg Trp 
185 190 

Cys Thr Leu Leu Ser Arg Thr Gly 
205 



Arg Ala 
210 



<210> 182 
<211> 95 

<212> PRT 

<213> Homo sapiens 



<400> 182 

Ala Ser Arg Arg Gly Glu Leu Ser 
1 5 

Val Thr Asp Lys Thr Thr Ala Val 
20 

Val Leu Gly Glu Val Asn Thr Asn 
35 40 

Phe Glu Thr Lys Cys Lys Pro Pro 
50 55 

Gly lie Asp Lys Arg His Trp Asn 
65 70 

Tyr Val Arg Ala Leu Thr Met Asp 

85 



Val Cys Asp Ser Val Ser Val Trp 
10 15 

Asp lie Arg Gly Lys Glu Val Thr 
25 30 

Asn Gly Pro Leu Lys Gin Tyr Phe 
45 

Gly Pro Val Gly Ser Gly Cys Arg 
60 

Ser Glu Cys Lys Thr Thr Gin Thr 
75 80 

Ala Asn Lys Arg Val Gly Trp 
90 95 



<210> 183 

<211> 94 
<212> PRT 

<213> Homo sapiens 



<400> 183 

Ser His Arg Gly Glu Tyr Ser Val Cys Asp Ser Val Ser Val Trp Val 
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1 



5 



10 



15 



Thr Asp Lys Thr Thr Ala Thr Asp lie Ser Gly Lys Glu Val Thr Val 
20 25 30 

Leu Gly Glu Val Pro Val Asn Asn Gly Pro Leu Lys Gin Tyr Phe Phe 
35 40 45 

Glu Thr Arg Cys Lys Ser Pro Asn Pro Val Lys Ser Gly Cys Arg Gly 
50 55 60 

lie Asp Ser Arg His Trp Asn Ser His Cys Thr Thr Thr Gin Thr Tyr 
65 70 75 80 

Val Arg Ala Leu Thr Ser Asp Ala Asn Gin Arg Val Gly Trp 



<210> 184 
<211> 335 
<212> PRT 

<213> Mus musculus 
<400> 184 

Met Ala Ala Pro lie Gly Val Pro Leu Leu Val Arg Gly Gly Cys Gin 
15 10 15 

Arg lie Leu Ser Ser Pro Leu Asn His lie Tyr Leu His Lys Arg Ser 
20 25 30 

Gly Ser Gin Gin Arg Arg His Phe Phe Phe Trp Arg Gin Arg Asp lie 
35 40 45 

Ser His Ser Val Val Ser Pro Ala Ala Val Ser Pro Ala His Pro Val 
50 55 60 

Pro Lys Arg lie Lys Lys Pro Asp Tyr Val Thr Thr Gly lie Val Pro 
65 70 75 80 

Asp Trp Gly Asp Ser lie Glu Val Lys Asp Glu Asp Gin lie Gin Gly 
85 90 95 

Leu Arg Glu Ala Cys Arg Leu Ala Arg His Val Leu Leu Leu Ala Gly 
100 105 110 

Lys Ser Leu Lys Val Asp Met Thr Thr Glu Glu lie Asp Ala Leu Val 
115 120 125 

His Trp Glu lie lie Arg His Asp Ala Tyr Pro Ser Pro Leu Gly Tyr 
130 135 140 

Gly Arg Phe Pro Lys Ser Val Cys Thr Ser Val Asn Asn Val Leu Cys 
145 150 155 160 

His Gly lie Pro Asp Ser Arg Pro Leu Gin Asp Gly Asp lie lie Asn 



85 



90 



165 



170 



175 
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He Asp Val Thr Val Tyr Tyr Asn Gly Tyr His Gly Asp Thr Ser Glu 
180 185 190 

Thr Phe Leu Val Gly Asn Val Asp Glu Ser Gly Lys Lys Leu Val Glu 
195 200 205 

Val Ala Arg Arg Cys Arg Asp Glu Ala He Ala Ala Cys Arg Ala Gly 
210 215 220 

Ala Pro Phe Ser Val He Gly Asn Thr He Ser Arg He Thr His Gin 
225 230 235 240 

Asn Gly Leu Gin Val Cys Pro His Phe Val Gly His Gly He Gly Ser 
245 250 255 

Tyr Phe His Gly His Pro Glu He Trp His His Ala Asn Asp Asn Asp 
260 265 270 

Leu Pro Met Glu Glu Gly Met Ala Phe Thr He Glu Pro He He Thr 
275 280 285 

Glu Gly Ser Pro Glu Phe Lys Val Leu Glu Asp Ala Trp Thr Val Val 
290 295 300 

Ser Leu Asp Asn Gin Arg Ser Ala Gin Phe Glu His Thr Val Leu He 
305 310 315 320 

Thr Pro Arg Gly Val Glu He Leu Thr Lys Leu Pro Gin Glu Ala 
325 330 335 



<210> 185 
<211> 217 

<212> PRT 

<213> Mus musculus 
<400> 185 

Met Thr Thr Glu Glu He Asp Ala Leu Val His Trp Glu He He Arg 
15 10 15 

His Asp Ala Tyr Pro Ser Pro Leu Gly Tyr Gly Arg Phe Pro Lys Ser 
20 25 30 

Val Cys Thr Ser Val Asn Asn Val Leu Cys His Gly He Pro Asp Ser 
35 40 45 

Arg Pro Leu Gin Asp Gly Asp He He Asn He Asp Val Thr Val Tyr 
50 55 60 

Tyr Asn Gly Tyr His Gly Asp Thr Ser Glu Thr Phe Leu Val Gly Asn 
65 70 75 80 

Val Asp Glu Ser Gly Lys Lys Leu Val Glu Val Ala Arg Arg Cys Arg 
85 90 95 

Asp Glu Ala He Ala Ala Cys Arg Ala Gly Ala Pro Phe Ser Val He 
100 105 110 

305 



Gly Thr Thr lie Ser Arg lie Thr 
115 120 

Pro His Phe Val Gly His Gly lie 
130 135 

Glu lie Trp His His Ala Asn Asp 
145 150 

Met Ala Phe Thr lie Glu Pro lie 
165 

Lys Val Leu Glu Asp Ala Trp Thr 
180 

Ser Ala Gin Phe Glu His Thr Val 
195 200 

lie Leu Thr Lys Leu Pro Gin Glu 
210 215 



His Gin Asn Gly Leu Gin Val Cys 
125 

Gly Ser Tyr Phe His Gly His Pro 
140 

Asn Asp Leu Pro Met Glu Glu Gly 
155 160 

lie Thr Glu Gly Ser Pro Glu Phe 
170 175 

Val Val Ser Leu Asp Asn Gin Arg 
185 190 

Leu lie Thr Pro Arg Gly Val Glu 
205 

Ala 



<210> 186 
<211> 369 

<212> PRT 

<213> Arabidopsis thaliana 
<400> 186 

Met Ala Ser Ser Val Phe Leu Ser Ser Phe Ser Ser Ser Ser Ser Leu 
1 5 10 15 

Gin Leu Cys Ser Ser Phe His Gly Glu Tyr Leu Ala Pro Ser Arg Cys 
20 25 30 

Phe Leu Gly Ala Pro Val Thr Ser Ser Ser Leu Ser Leu Ser Gly Lys 
35 40 45 

Lys Asn Ser Tyr Ser Pro Arg Gin Phe His Val Ser Ala Lys Lys Val 
50 55 60 

Ser Gly Leu Glu Glu Ala lie Arg lie Arg Lys Met Arg Glu Leu Glu 
65 70 75 80 

Thr Lys Ser Lys Val Arg Arg Asn Pro Pro Leu Arg Arg Gly Arg Val 
85 90 95 

Ser Pro Arg Leu Leu Val Pro Asp His lie Pro Arg Pro Pro Tyr Val 
100 105 110 

Glu Ser Gly Val Leu Pro Asp lie Ser Ser Glu Phe Gin lie Pro Gly 
115 120 125 

Pro Glu Gly lie Ala Lys Met Arg Ala Ala Cys Glu Leu Ala Ala Arg 
130 135 140 



Val Leu 



Asn Tyr Ala 



Gly Thr Leu Val Lys Pro Ser Val Thr Thr Asn 
306 



145 



150 



155 



160 



Glu He Asp Lys Ala Val His Asp Met He He Glu Ala Gly Ala Tyr 
165 170 175 

Pro Ser Pro Leu Gly Tyr Gly Gly Phe Pro Lys Ser Val Cys Thr Ser 
180 185 190 

Val Asn Glu Cys Met Cys His Gly He Pro Asp Ser Arg Gin Leu Gin 
195 200 205 

Ser Gly Asp He He Asn He Asp Val Thr Val Tyr Leu Asp Gly Tyr 
210 215 220 

His Gly Asp Thr Ser Arg Thr Phe Phe Cys Gly Glu Val Asp Glu Gly 
225 230 235 240 

Phe Lys Arg Leu Val Lys Val Thr Glu Glu Cys Leu Glu Arg Gly He 
245 250 255 

Ala Val Cys Lys Asp Gly Ala Ser Phe Lys Lys He Gly Lys Arg He 
260 265 270 

Ser Glu His Ala Glu Lys Phe Gly Tyr Asn Val Val Glu Arg Phe Val 
275 280 285 

Gly His Gly Val Gly Pro Val Phe His Ser Glu Pro Leu He Tyr His 
290 295 300 

Tyr Arg Asn Asp Glu Pro Gly Leu Met Val Glu Gly Gin Thr Phe Thr 
305 310 315 320 

He Glu Pro He Leu Thr He Gly Thr Thr Glu Cys Val Thr Trp Pro 
325 330 335 

Asp Asn Trp Thr Thr Leu Thr Ala Asp Gly Gly Val Ala Ala Gin Phe 
340 345 350 

Glu His Thr He Leu He Thr Arg Thr Gly Ser Glu He Leu Thr Lys 
355 360 365 



Cys 



<210> 187 
<211> 369 
<212> PRT 

<213> Arabidopsis thaliana 
<400> 187 

Met Ala Ser Ser Val Phe Leu Ser Ser Phe Ser Ser Ser Ser Ser Leu 
15 10 15 

Gin Leu Cys Ser Ser Phe His Gly Glu Tyr Leu Ala Pro Ser Arg Cys 
20 25 30 
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Phe lie Gly Ala Pro Val Thr Ser Ser Ser Leu Ser Leu Ser Gly Lys 
35 40 45 

Lys Asn Ser Tyr Ser Pro Arg Gin Phe His Val Ser Ala Lys Lys Val 
50 55 60 

Ser Gly Leu Glu Glu Ala lie Arg lie Arg Lys Met Arg Glu Leu Glu 
65 70 75 80 

Thr Lys Ser Lys Val Arg Arg Asn Pro Pro Leu Arg Arg Gly Arg Val 
85 90 95 

Ser Pro Arg Leu Leu Val Pro Asp His lie Pro Arg Pro Pro Tyr Val 
100 105 110 

Glu Ser Gly Val Leu Pro Asp lie Ser Ser Glu Phe Gin lie Pro Gly 
115 120 125 

Pro Glu Gly lie Ala Lys Met Arg Ala Ala Cys Glu Leu Ala Ala Arg 
130 135 140 

Val Leu Asn Tyr Ala Gly Thr Leu Val Lys Pro Ser Val Thr Thr Asn 
145 150 155 160 

Glu lie Asp Lys Ala Val His Asp Met lie lie Glu Ala Gly Ala Tyr 
165 170 175 

Pro Ser Pro Leu Gly Tyr Gly Gly Phe Pro Lys Ser Val Cys Thr Ser 
180 185 190 

Val Asn Glu Cys Met Cys His Gly lie Pro Asp Ser Arg Gin Leu Gin 
195 200 205 

Ser Gly Asp lie lie Asn lie Asp Val Thr Val Tyr Leu Asp Gly Tyr 

210 215 220 

His Gly Asp Thr Ser Arg Thr Phe Phe Cys Gly Glu Val Asp Glu Gly 
225 230 235 240 

Phe Lys Gin Leu Val Lys Val Thr Glu Glu Cys Leu Glu Lys Gly lie 
245 250 255 

Ala Val Cys Lys Asp Gly Ala Ser Phe Lys Lys lie Gly Lys Arg lie 
260 265 270 

Ser Glu His Ala Glu Lys Phe Gly Tyr Asn Val Val Glu Arg Phe Val 
275 280 285 

Gly His Gly Val Gly Pro Val Phe His Ser Glu Pro Leu He Tyr His 
290 295 300 

Tyr Arg Asn Asp Glu Pro Gly Leu Met Val Glu Gly Gin Thr Phe Thr 
305 310 315 320 

He Glu Pro He Leu Thr He Gly Thr Thr Glu Cys Val Thr Trp Pro 
325 330 335 
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Asp Asn Trp Thr Thr Leu Thr Ala Asp Gly Gly Val Ala Ala Gin Phe 
340 345 350 

Glu His Thr lie Leu lie Thr Arg Thr Gly Ser Glu lie Leu Thr Lys 
355 360 365 

Cys 



<210> 188 
<211> 307 
<212> PRT 

<213> Drosophila melanogaster 
<400> 188 

Met Gly Ser Gly Leu Ser Leu Ser Gly Leu Tyr Ser Asp Gly Tyr Thr 
15 10 15 

Tyr Arg Asp Thr Gly Lys Tyr Glu Gin lie Val Ser Thr Gly Gin Val 
20 25 30 

Ser Pro Glu Arg Phe Val Pro Glu Glu lie Lys Lys Pro Ala Tyr Tyr 
35 40 45 

Phe Lys Asn Met Pro Pro Gly Asn Thr Leu Gly Ser Pro Glu lie Lys 
50 55 60 

Ser Gin Val Gin lie Asp Ala Met Arg Leu Ser Gly Arg Leu Ala Ala 
65 70 75 80 

Arg lie Leu Arg Glu Cys Gly Lys Leu Ala Thr Val Gly Thr Thr Thr 
85 90 95 

Asp Gin lie Asp Ala Phe Ala His Glu Arg lie Leu Glu Ser Lys Ala 
100 105 110 

Tyr Pro Ser Pro Leu Arg Tyr Ala Gly Phe Pro Lys Ser lie Cys Thr 
115 120 125 

Ser lie Asn Asn lie Ala Cys His Gly lie Pro Asp Asp Arg Gin Leu 
130 135 140 

Ala Asp Gly Asp lie lie Asn lie Asp Val Thr Val Phe Leu Asn Gly 
145 150 155 160 

Tyr His Gly Asp Cys Ser Glu Thr Phe Arg Val Gly Asn Val Asp Glu 
165 170 175 

Arg Gly Gly Phe Leu Val Glu Ala Thr Lys Ser Cys Leu Asp Gin Cys 
180 185 190 

lie Ser Leu Cys Gly Pro Gly Val Glu Phe Asn Glu lie Gly Lys Phe 
195 200 205 

lie Asp Arg Tyr Cys Asp Glu His Asp Leu Ala Ser lie Ala Ala Phe 
210 215 220 
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He Gly His Gly He Gly Ser Tyr 
225 230 

His Tyr Tyr Asn Glu He Pro Gly 
245 

Thr He Glu Pro He Leu Ser Leu 
260 

Gin Asp Gly Trp Thr Ala He Ser 

275 280 

Phe Glu His Thr He Leu He Thr 
290 295 

Arg Asp Gin 
305 



Phe His Gly Pro Pro Glu He Leu 
235 240 

Lys Met Gin Pro Gly Met Thr Phe 
250 255 

Gly Gly Ala Glu He Ala Val Leu 
265 270 

Leu Asp Gly Ala Arg Ser Ala Gin 
285 

Glu Thr Gly Thr Glu He Leu Thr 
300 



<210> 189 
<211> 240 
<212> PRT 

<213> Homo sapiens 
<400> 189 

He Lys Ser Pro Glu Glu He Glu Lys Met Arg Lys Ala Gly Glu He 
15 10 15 

Ala Arg Arg Val His Arg Ala Val Val Glu Ala He Lys Pro Gly Met 
20 25 30 

Thr Glu Leu Glu He Ala Glu Glu He Glu Tyr Ala He Arg Lys Arg 
35 40 45 

Gly Gly Ala Asp Pro Ala Phe Tyr Gly Tyr He Val He Gly Phe Pro 
50 55 60 

Thr Ser He Ser Val Asn Glu Ala Val Ala His Tyr Ser Pro Asp Asp 
65 70 75 80 

Arg Val Leu Lys Asp Gly Asp He Val Leu He Asp Ala Gly Ala Glu 
85 90 95 

Tyr Asp Gly Tyr His Gly Asp He Ala Arg Thr Phe Pro Val Gly Lys 
100 105 110 

Pro Thr Pro Asp Ala Arg Lys Leu Tyr Glu Ala Val Leu Glu Ala Gin 
115 120 125 

Glu Ala Ala He Glu Ala He Lys Pro Gly Asn Thr Leu Ser Asp He 
130 135 140 

His Ala Ala He Gin Lys Val Ala Glu Ser Glu Leu Gly Gin Cys Lys 
145 150 155 160 

Pro Val Arg His Gly Leu Gly His Gly He Gly Leu Asp Val His Asp 

310 



165 

Val Pro Gly Val Pro 
180 

Glu Gly Met Val Phe 
195 

Pro Gly Arg Thr Arg 
210 

Val Val Ser Glu Gin 
225 



170 

Tyr Asp Arg Gly Asp 
185 

He Glu Pro Gly Val 
200 

Asp Gly Trp Val Arg 
215 

Glu Glu Thr Leu Thr 
235 



175 

Thr Arg Val Leu Glu 
190 

Tyr Phe Gly Gly Val 
205 

He Glu Asp Asp He 
220 

Val Thr Pro Asn Gly 
240 



Gin 

Thr 

Gly 

Gly 
230 



<210> 190 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PGR Primer 
<400> 190 

tgaccacaga catcatcagt gt 



<210> 191 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PGR Primer 

<400> 191 

ccatcttgaa ccatgcccac taccta 



<210> 192 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PGR Primer 
<400> 192 

tcaatggtga agtgcaggtt 



<210> 193 
<211> 22 
<212> DNA 
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<213> Artificial Secjuence 



<220> 

<223> Description of Artificial 
<400> 193 

tgaccacaga catcatcagt gt 

<210> 194 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 

<400> 194 

ccatcttgaa ccatgcccac taccta 



<210> 195 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
<400> 195 

tcaatggtga agtgcaggtt 



<210> 196 
<211> 22 
<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial 
<400> 196 

cacggaacgt atcttcaaga aa 



<210> 197 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
<400> 197 

ctgcacgtgt gaccctaact ggactg 



Sequence: PGR Primer 

22 

Sequence: PGR Primer 

26 

Sequence: PGR Primer 

20 

Sequence: PGR Primer 

22 

Sequence: PGR Primer 

26 
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<210> 198 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
<400> 198 

gccacagtcc acagaacata tt 



<210> 199 
<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
<400> 199 

ggcttcctca tggtactcct ta 



<210> 200 

<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
<400> 200 

ccgctggatc tcttccaact ggtact 



<210> 201 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
<400> 201 

acagtggggt gacatgtacc t 

<210> 202 

<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
<400> 202 



Sequence: PGR Primer 

22 

Sequence: PGR Primer 

22 

Sequence: PGR Primer 

26 

Sequence: PGR Primer 

21 

Sequence: PGR Primer 
313 



tggactatga agcaggagtc at 



<210> 203 
<211> 26 
<212> DNA 
<213> Artificial 



Sequence 



<220> 

<223> Description of Artificial Sequence: PGR Primer 



<400> 203 

caatgtgacc aacaagtccc acatct 



<210> 204 
<211> 22 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence: PGR Primer 



<400> 204 

cagagaaatt gtgggtgaaa gt 



<210> 205 

<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PGR Primer 
<400> 205 

aagcgagaaa gccactaggt 



<210> 206 
<211> 23 
<212> DNA 
<213> Artificial 



Sequence 



<220> 

<223> Description of Artificial Sequence: PGR Primer 
<400> 206 

acaccacagc ggctcactcc att 



<210> 207 
<211> 20 
<212> DNA 
<213> Artificial 



Sequence 



<220> 
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<223> Description of Artificial Sequence: PGR Primer 
<400> 207 

gcaatacgca cgtggtagag 



<210> 208 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PGR Primer 
<400> 208 

aagcgagaaa gccactaggt a 



<210> 209 
<211> 23 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PGR Primer 
<400> 209 

acaccacagc ggctcactcc att 



<210> 210 
<211> 22 
<212> ,DNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence: PGR Primer 
<400> 210 

gtagagtccc agtctggaag ct 



<210> 211 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PGR Primer 
<400> 211 

tgaaatgcaa cagctatcaa ca 



<210> 212 
<211> 28 
<212> DNA 
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<213> Artificial Sequence 



<220> 

<223> Description of Artificial 
<400> 212 

tccaactctt cagatactga aagcaaca 



<210> 213 
<211> 20 
<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial 
<400> 213 

tttgggaagt aggccagaac 

<210> 214 

<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
<400> 214 

agggactaca gcctccagat ac 



<210> 215 
<211> 26 
<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial 
<400> 215 

atggcccata cacgtgttct gttcag 



<210> 216 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
<400> 216 

cattgttctg ggtgtatgtt ga 



Sequence: PGR Primer 

28 

Sequence: PGR Primer 

20 

Sequence: PGR Primer 

22 

Sequence: PGR Primer 

26 

Sequence: PGR Primer 

22 
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<210> 217 

<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PGR Primer 
<400> 217 

gctggtacct tgtgttgaca ct 



<210> 218 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PGR Primer 



<400> 218 

ccagcatatt ctacctgaag aatgcca 



<210> 219 

<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PGR Primer 
<400> 219 

aaagcctttt atgggtcttt ga 



<210> 220 
<211> 22 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence: PGR Primer 



<400> 220 

tcagccagac catagagaat gt 



<210> 221 
<211> 25 
<212> DNA 
<213> Artificial 



Sequence 



<220> 

<223> Description of Artificial Sequence: PGR Primer 



<400> 221 



317 



atgctgaagc accccaacat cattg 



25 



<210> 222 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PGR Primer 
<400> 222 

ctccttcaga catacccctc tt 22 



<210> 223 
<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PGR Primer 
<400> 223 

catagagaat gttcgccaag ag 22 



<210> 224 

<211> 25 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PGR Primer 
<400> 224 

atgctgaagc accccaacat cattg 25 



<210> 225 
<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PGR Primer 
<400> 225 

ctccttcaga catacccctc tt 22 



<210> 226 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 
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<223> Description of Artificial Sequence: PGR Primer 
<400> 226 

gcatgtgtgg agacagaaga g 



<210> 227 
<211> 25 
<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence: PGR Primer 
<400> 227 

cttccctaca gctggagcag ccagt 



<210> 228 
<211> 22 
<212> DNA 
<213> Artificial 



Sequence 



<220> 

<223> Description of Artificial Sequence: PGR Primer 



<400> 228 

accaagatag agctccatga tg 



<210> 229 
<211> 20 
<212> DNA 
<213> Artificial 



Sequence 



<220> 

<223> Description of Artificial Sequence: PGR Primer 



<400> 229 

ggcatgtgtg gagacagaag 



<210> 230 
<211> 25 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PGR Primer 
<400> 230 

cttccctaca gctggagcag ccagt 



<210> 231 
<211> 22 
<212> DNA 
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<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PGR Primer 

<400> 231 

ccaagataga gctccatgat gt 



<210> 232 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PGR Primer 
<400> 232 

gcaaaaccac gaagagataa tg 



<210> 233 
<211> 25' 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PGR Primer 
<400> 233 

caaaccagag ctgcttgctt tccag 



<210> 234 
<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PGR Primer 
<400> 234 

ttacatagcc aaaacctttt gg 



<210> 235 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PGR Primer 
<400> 235 

ggctcattcg aaactactgg ta 
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<210> 236 

<211> 26 
<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence: PGR Primer 
<400> 236 

tggaatttcc tcgcccactc ttacct 

<210> 237 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PGR Primer 
<400> 237 

ggttgacagg tttgcagtag ag 



<210> 238 

<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PGR Primer 
<400> 238 

gtacactctg gcctccagct at 



<210> 239 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PGR Primer 
<400> 239 

ctcctggatc caaagcaagg actctg 



<210> 240 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PGR Primer 
<400> 240 
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gaatgggctc aaagatcaag at 



<210> 241 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PGR Primer 
<400> 241 

agcagtgcag ttgtgaaagt tt 



<210> 242 
<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PGR Primer 
<400> 242 

tgattcatgg attcacccag tcatta 



<210> 243 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PGR Primer 
<400> 243 

cagaactgag ccagcatcat 



<210> 244 
<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PGR Primer 
<400> 244 

gccagaaagg caactattca g 



<210> 245 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 
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<223> Description of Artificial Sequence: PGR Primer 



<400> 245 

aacttctcaa ccagccacac catggt 



<210> 246 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence; PGR Primer 
<400> 246 

agcaactcca ctaatgagca aa 



<210> 247 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PGR Primer 
<400> 247 

aaaggacagt cttgctcagc tt 



<210> 248 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PGR Primer 
<400> 248 

caggacatac agccaggtgt tcatct - 



<210> 249 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PGR Primer 
<400> 249 

ccaacaattg tgcgaagatt at 

<210> 250 
<211> 23 
<212> DNA 
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<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence: PGR Primer 

<400> 250 

ggtagatgaa cacctggctg tat 23 



<210> 251 
<211> 33 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PGR Primer 
<400> 251 

cctgaagctg agcaagactg tccttttaag cac 33 



<210> 252 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PGR Primer 
<400> 252 

taagtcagaa atcgttacag caca 24 



<210> 253 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PGR Primer 
<400> 253 

aattactgca ccgaagtgga a 21 



<210> 254 
<211> 25 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PGR Primer 
<400> 254 

ctgcgggctt cccttaccta cctct 25 
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<210> 255 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PGR Primer 
<400> 255 

cggtagaaat ggaggatgag a 

<210> 256 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PGR Primer 
<400> 256 

cctctccagt gtgtcaatgg 



<210> 257 

<211> 25 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PGR Primer 
<400> 257 

gtcctaaccc caccctcgac attgt 



<210> 258 
<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PGR Primer 
<400> 258 

aaggtcccac tttggatcag 



<210> 259 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PGR Primer 
<400> 259 
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cgggaaatca tcagtcataa tg 



<210> 260 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PGR Primer 
<400> 260 

tccctcacct ctaggctatg gaggtt 



<210> 261 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PGR Primer 
<400> 261 

tgacagagca cgttgtttac ag 



<210> 262 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PGR Primer 
<400> 262 

cgggaaatca tcagtcataa tg 



.<210> 263 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PGR Primer 
<400> 263 

tccctcacct ctaggctatg gaggtt 



<210> 264 

<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 
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<223> Description of Artificial Sequence: PGR Primer 



<400> 264 

^tgacagagca cgttgtttac ag 



22 
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